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                    Abstract
Various cultivars of Zoysia japonica Steud. have been developed as genetically modified organisms for commercial purposes. The chloroplast genome was completed to investigate genetic diversity in Z. japonica isolated in Korea. The chloroplast genome of Z. japonica is 135,884 bp long (GC ratio is 38.4%) and has four subregions: 81,378 bp of large single copy (36.3%) and 12,582 bp of small single copy (32.7%) regions are separated by 20,962 bp of inverted repeat (44.1%) regions including 130 genes (83 protein-coding genes (PCGs), eight rRNAs, 38 tRNAs, and one pseudogene). 68 SNPs and 24 INDEL regions were identified from the two Z. japonica chloroplast genomes, similar to those of Z. matrella. 12 SNPs located in PCGs can be good candidates for developing molecular markers of Z. japonica. Based on nucleotide diversity analysis, atpB/rbcL, rpl16/rps3, and rpl32/trnL regions exhibited the high nucleotide diversity, which can be used for developing species-specific marker sequences to distinguish their species. Phylogenetic analysis presented that two Z. japonica and Z. sinica were clustered together, indicating that they have been used for developing cultivars of Z. japonica.
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              Chloroplast genome sequence can be accessed via accession number MW690657 in GenBank of NCBI at https://www.ncbi.nlm.nih.gov. The associated BioProject, SRA, and Bio-Sample numbers are PRJNA721106, SAMN18700094, and SRR14205966, respectively.
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