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The editorial staff of the Central European Journal of Biology apologize for any inconvenience that may result from 
this oversight.

Figure 2.  Summary of the qRT-PCR tiling analyses of anomalous transcripts generated within the luc2 coding region. A) An example of a real-time 
qRT-PCR experiment with a selected set of amplicons of similar length sequentially covering the entire luc2 coding region. The CCL13 
cells were transfected with the pRGLuc2 vector. The embedded table shows the exact position of the amplicons, the corresponding Ct 
values, and + or – denote if reverse transcriptase was added to the reaction. B) Results of two more detailed qRT-PCR experiments 
(denoted by black and red horizontal bars) with a complete set of primers. Lengths and positions of bars indicate lengths and positions 
of each amplicon within the luc2 coding region. Dotted lines connect the 5´-ends of amplicons with the lowest Ct value for each 
position in the luciferase gene.
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Abstract:  Paper by Masek et al. “The Luc2 gene enhances reliability of bicistronic assays” in Volume 8, Issue 5, 423-431 / May 2013; 
DOI: 10.2478/s11535-013-0151-z contains incomplete graphic file inserted as Figure 2. The correct Figure 2, together with its caption 
is presented below.
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