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Abstract

regulator of neurite morphogenesis in this process.

Tat-induced miR-132 expression.

neurons, causing neurite shortening.

Background: Synaptodendritic damage is a pathological hallmark of HIV-associated neurocognitive disorders, and
HIV-1 Tat protein is known to cause such injury in the central nervous system. In this study, we aimed to determine
the molecular mechanisms of Tat-induced neurite shortening, specifically the roles of miR-132, an important

Methods: The relationship between Tat expression and miR-132 expression was first determined using reverse
transcription quantitative PCR (gRT-PCR) in Tat-transfected astrocytes and neurons, astrocytes from Tat-transgenic
mice, and HIV-infected astrocytes. qRT-PCR and Western blotting were performed to determine Tat effects on
expression of miR-132 target genes methyl CpG-binding protein 2, Rho GTPase activator p250GAP, and brain-derived
neurotrophic factor. Exosomes were isolated from Tat-expressing astrocytes, and exosomal microRNA (miRNA) uptake
into neurons was studied using miRNA labeling and flow cytometry. The lactate dehydrogenase release was used to
determine the cytotoxicity, while immunostaining was used to determine neurite lengths and synapse formation. Tat
basic domain deletion mutant and miR-132 mimic and inhibitor were used to determine the specificity of the
relationship between Tat and miR-132 and its effects on astrocytes and neurons and the underlying mechanisms of

Results: Tat significantly induced miR-132 expression, ensuing down-regulation of miR-132 target genes in astrocytes
and neurons. miR-132 induction was associated with phosphorylation of cAMP response element-binding protein and
required the basic domain of Tat. miRNA-132 induction had no effects on astrocyte activation or survival but was
involved in the direct neurotoxicity of Tat. miR-132 was present in astrocyte-derived exosomes and was taken up by

Conclusions: Tat-induced miR-132 expression contributes to both direct and astrocyte-mediated Tat neurotoxicity and
supports the important roles of miR-132 in controlling neurite outgrowth.
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Background

Human immunodeficiency virus type 1 (HIV-1) enters
the central nervous system (CNS) during the acute
phase of the infection and results in the production of
viral proteins and activation of microglia/macrophages
and eventually injury to neurons [1, 2]. Before the intro-
duction of combination antiretroviral therapy (cART),
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HIV-1 infection of the CNS resulted in HIV-1-associated
dementia (HAD) in up to 15 % of the infected individ-
uals [3]. The success of cART in the suppression of ac-
tive HIV replication dramatically reduced the severity of
neurocognitive impairments as evident by the decrease
in HAD cases to 2 % [4]. Meanwhile, a less severe form
of HIV-associated neurocognitive disorders (HAND),
termed minor cognitive and motor disorder (MCMD), is
being detected in more than 50 % of HIV-infected indi-
viduals [5]. Synaptodendritic injury is a positive correlate
of MCMD and has become a reliable indicator of

© 2016 The Author(s). Open Access This article is distributed under the terms of the Creative Commons Attribution 4.0
International License (http://creativecommons.org/licenses/by/4.0/), which permits unrestricted use, distribution, and
reproduction in any medium, provided you give appropriate credit to the original author(s) and the source, provide a link to

the Creative Commons license, and indicate if changes were made. The Creative Commons Public Domain Dedication waiver
(http://creativecommons.org/publicdomain/zero/1.0/) applies to the data made available in this article, unless otherwise stated.


http://crossmark.crossref.org/dialog/?doi=10.1186/s12974-016-0716-2&domain=pdf
mailto:johnny.he@unthsc.edu
http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/publicdomain/zero/1.0/

Rahimian and He Journal of Neuroinflammation (2016) 13:247

cognitive impairment of HIV-infected individuals as op-
posed to neuronal loss [6-9]. In addition, synaptic loss
has been described in the context of neuroinflammation
associated with HIV-1 invasion of the CNS [10, 11].
However, the exact underlying molecular mechanisms of
HIV-associated synaptodendritic injury and synaptic loss
remain largely unknown.

MicroRNA (miRNA) are master translation regulators
which generally initiate degradation of messenger RNA
(mRNA) and translational repression [12]; they are often
dysregulated in diseases [13-15]. Viral infections in
particular have been shown to disrupt cellular miRNA
profiles and thus modulate viral replication or the tran-
scriptional machinery of the host [16]. In HIV-1 infec-
tion, down-regulation of host miRNA has been linked to
anti-viral immunity and replication [17, 18]. miRNA are
extensively expressed in the CNS and have broadly been
studied in differentiation, dendrite growth, and synaptic
function of neurons [19-21]. microRNA profiling of the
brain tissues of cognitively impaired HIV patients have
revealed differential expression signatures of miRNA in
the regulation of dendrite formation and branching
[22-25]. Among those is miR-132. miR-132 is one of
the best defined miRNA in the CNS, and its roles in
dendrite morphology and synapse function have been
characterized [26, 27], through two extensively studied
miR-132 target genes in dendrites: Rho GTPase activa-
tor p250GAP [28] and methyl CpG-binding protein 2
(MecP2) [29, 30]. Brain-derived neurotrophic factor
(BDNF) is directly and positively regulated at the tran-
scription level by MecP2 and thus can be considered an
indirect target of miR-132 [31, 32]. Notably, dysregula-
tion of miR-132 has been reported in a number of psy-
chiatric, neurodevelopmental, and neurodegenerative
diseases [33—35]. Outside the CNS, miR-132 has been
shown to be highly up-regulated in HIV-infected CD4"
T cells [36]. These findings raise the possibility that
miR-132 plays important roles in HIV infection and
pathogenesis in the CNS.

Tat is indispensable for HIV-1 transcription and repli-
cation (see review [37]). Tat is also important for HAND,
as it is a potent neurotoxin and causes direct acute dam-
age to neurons in both in vitro and in vivo [38—41]. Des-
pite the restricted nature, HIV-1 infection of astrocytes
leads to abundant expression of HIV-1 early gene prod-
ucts Tat, Nef, and Rev proteins [42—45]. Tat possesses a
unique property, i.e., release from one cell and uptake by
the other cell [46, 47]. Consistent with these findings, Tat
is present in the CNS of HIV-infected individuals [48, 49]
and expressed in and secreted by HIV-1 latently infected
astrocytes [50-52]. In addition, Tat adversely affects
neuron survival at more physiologically relevant concen-
trations through cytokine expression, excitatory proper-
ties, intracellular signaling, autophagy, and lysoendosomal
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function in the neurons [53-56]. Importantly, astrocytes
have been shown to potentiate Tat neurotoxicity [40, 50,
57, 58]. HIV-1 Tat protein alone is capable of reducing
synaptic protein levels and dendritic arbor [59-64]. Of
particular note is that Tat expression in astrocytes alone is
capable of inducing pathological changes such as loss of
axons and dendrites and neurobehavioral changes such as
impaired motor and cognitive functions in the CNS rem-
iniscent of HAND [57, 65, 66]. HIV-1 Tat itself has been
shown to inhibit anti-viral miRNA expression in periph-
eral blood mononuclear cells [67]. In the context of HIV-1
infection of the CNS, Tat has been reported to alter
miRNA expression in neurons and affect neuronal func-
tion [68, 69]. In this study, we used a combined molecular,
cellular, and genetic approach and determined the direct
relationship between Tat and miR-132 expression and its
possible contribution to Tat-induced changes in neurite
outgrowth and synapse formation.

Methods

Cells and cell cultures

Human kidney epithelial cells 293T, human astrocytoma
cells U373.MG and Ul138.M@G, and human neuroblast-
oma cells SH-SY5Y were purchased from American
Type Culture Collection (ATCC, Manassas, VA) and
maintained in Dulbecco’s modified Eagle’s medium
(DMEM), supplemented with 10 % fetal bovine serum
(FBS), 50 U/ml penicillin, and 50 pg/ml streptomycin in
a 37 °C, 5 % CO2 incubator. SH-SY5Y were differenti-
ated by sequential treatment with retinoic acid and
BDNF as described previously [70] and maintained in
50:50 F-12 HAM/DMEM and 10 % FBS without antibi-
otics. Primary human astrocytes were prepared as de-
scribed previously [49]. Primary astrocytes were cultured
in an F12-K medium (Cellgro, Manassas, VA) containing
10 % FBS, 50 U/ml penicillin, and 50 pg/ml strepto-
mycin in a 37 °C, 5 % CO2 incubator and passaged every
3—4 days. Primary mouse astrocytes were isolated from
18.5-day-old embryonic brain tissue of the doxycycline-
inducible astrocyte-specific Tat-transgenic mice (iTat) or
C57B/L6 wild-type mice (WT) as described previously
[40]. Primary mouse cortex neurons were isolated from
day-17 embryonic C57BL/6 mice, purchased from
GIBCO (Langley, OK), and maintained in a Neurobasal
medium (GIBCO) supplemented with 1 % B27, 50 U/ml
penicillin, and 50 pg/ml streptomycin in a 37 °C, 5 %
CO2 incubator.

Plasmids, miRNA, and transfections

¢DNA3 plasmid was purchased from Clontech (Mountain
View, CA). Tat.Myc and Tat.His plasmids were previously
described [71]. Mutant Tat plasmid with deletion of the
basic domain region, aa 49-57 (ABD), was constructed
using the QuikChange II XL Site-Directed Mutagenesis Kit
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(Stratagene, La Jolla, CA) with Tat.His as the template and
primers 5'-GGC ATC TCC TAT GGC CCT CCT CAA
GGA TCC-3" and 5'-GGA TCC TTG AGG AGG GCC
ATA GGA GAT GCC-3'. All recombinant plasmids were
verified by sequencing. Synthetic miR-132 mimic (Mission
microRNA hsa-miR-132, Cat. HMI0190, mature sequence
ACCGUGGCUUUCGAUUGUUACU) and miR-132
inhibitor (Mission microRNA, hsa-miR-132, Cat.
HSTUDO0191, mature sequence UAACAGUCUACAGCC
AUGGUCG) duplexes along with negative control miRNA
(Mission microRNA Negative Control 1, Cat. HMCO003,
mature sequence CGGUACGAUCGCGGCGGGAUAUCQC)
were purchased from Sigma (Sigma-Aldrich, St. Louis,
Mo). miR-132 labeling was performed using a Mirus Label
IT miRNA Cy® Kit (Madison, W) according to the manu-
facturer’s protocol. 239T and U373.MG were transfected
using the standard calcium phosphate precipitation
method. SH-SY5Y and primary mouse astrocytes were
transfected using Lipofectamine 2000 (Invitrogen, Carls-
bad, CA). For miRNA transfection, cells were plated and
cultured in a 24-well plate and transfected with miR-132
mimic (5 nM/well) and miR-132 inhibitor (50 nM/well)
using Lipofectamine 2000 (Invitrogen).

Reverse transcription quantitative polymerase chain
reaction (qRT-PCR)

RNA was isolated from cells or exosomal pellets using a
mirVana miRNA Isolation Kit (Ambion, Austin, TX) ac-
cording to the manufacturer’s protocol. A total of 1 pg
RNA was used for reverse transcription using a TagMan
MicroRNA Reverse Transcription Kit (Applied Biosys-
tems, Foster City, CA, USA) followed by qPCR using
AmpliTaq Gold PCR Master Mix (Applied Biosystems,
Foster City, CA, USA). miR-132 levels were normalized
to snRNA U6 (cells), or let-7b (exosomes) [72], calcu-
lated as fold change based on the 2°%“T method, and
expressed in log;o values. Real-time PCR primers were
as follows: for BDNF: 5'-CCT GGT GGA ACT TCT
TTG CGG-3" and 5'-GAA AGC GAG CCC CAG TTT
GG-3'; for MecP2: 5'-GGA GCC TGA CCC TTC TGA
TG-3" and 5'-GGA TGT TAG GGC TCA GGG AAG-
3’; for CCL2: 5'-CTT CTT TGG GAC ACT TGC
TGC-3" and 5'-CTC AGC CAG ATG CAA TCA ATG-
3’; for IL-6: 5'-ACA AAC AAA TTC GGT AGA TCC
TCG-3" and 5'-AGC CAT CTT TGG AAG GTT CAG
G-3’; and for TNF-a: 5'-TCT TCT CGA ACC CCG
AGT GA-3" and 5'-CCT CTG ATG GCA CCA CCA
G-3'. All real-time PCR assays were run on a Bio-Rad
CFX system (Bio-Rad, Hercules, CA). All those mRNA
were normalized to B-actin unless stated otherwise.

Western blotting
Cells were washed twice with ice-cold phosphate-
buffered saline (PBS) and lysed in RIPA buffer (50 mM
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Tris.HCl, pH 7.4, 150 mM NaCl, 1 % Triton X-100, 1 %
sodium deoxycholate, 0.1 % sodium dodecyl sulfate
(SDS), 2 mM PMSEF, and 1x protease inhibitor cocktail
(Roche, Indianapolis, IN)) on ice for 20 min for whole
cell lysate preparation. Protein concentration was deter-
mined using a Bio-Rad DC protein assay kit (Bio-Rad,
Hercules, CA), and the optical density at 650 nm was
taken using a Bio-Rad iMark microplate reader (Bio-Rad).
Cell lysates were electrophoretically separated by 8—12 %
sodium dodecyl sulfate-polyacrylamide (SDS-PAGE) gels
and Western blot analysis with the following primary anti-
bodies: a-CREB, a-PCREB, a-BDNF (for the mature form
of BDNF), a-p250GAP, a-MecP2, a-synaptophysin, -
PSD-95, a-C-MYC, a-CBP (Santa Cruz Biotechnology,
Dallas, TX), a-B-actin (Sigma, St. Louis, MO), a-MAP-2
(EMD Millipore, Billerica, MA), a-His (Applied Biological
Materials ABM, Richmond, BC), and a-p24 (NIH AIDS
Reagents Program, donated by Dr. Bruce Chesebro of
NIAID) [73]. Sheep anti-mouse IgG-HRP and donkey
anti-rabbit IgG-HRP from GE Healthcare (Marlborough,
MA) were used as secondary antibodies, followed by ECL
detection and imaging using a Bio-Rad ChemiDoc im-
aging system (Bio-Rad).

Immunofluorescence staining

Cells were plated and cultured in a 24-well plate con-
taining poly-lysine-coated coverslips (Sigma). Following
transfections and culturing at 37 °C for 48 h, the cells
were washed with ice-cold PBS at room temperature for
10 min, fixed in 4 % paraformaldehyde for 30 min,
permeabilized in 0.5 % Triton X-100 in PBS for 30 min,
blocked in PBS-BB (5 % BSA, 1 % non-fat milk, and
0.3 % Triton X-100 in PBS) for 1 h, stained with a pri-
mary antibody (rabbit monoclonal a-MAP-2 (1:1000 in
PBS-BB), goat a-SYP (1:250), or mouse a-PSD-95
(1:250)), then stained with a secondary antibody (goat
anti-mouse Alexa Fluor 555, goat anti-rabbit Alexa Fluor
488, or sheep anti-goat Alexa Fluor 350, all in 1:2000 in
PBS-BB, Invitrogen). Nuclei were counterstained with
0.1 pg/ml 4’, 6-diamidino-2-phenylindole (DAPI). Ex-
tensive washes with PBS were performed between each
step. Omission of the primary antibody in parallel stain-
ing was included as a control to ensure no non-specific
staining. Images were taken using a Zeiss Axiovert 200
microscope.

Lactate dehydrogenase (LDH) release assay

LDH release assay was performed using a Takara LDH
Cytotoxicity Detection Kit (Shiga, Japan). Briefly, cells
were plated in a 96-well plate and transfected as indi-
cated. Seventy-two hours post transfection, the plate was
centrifuged and 150-pl culture supernatant from each
well was transferred to a new 96-well plate. Substrate
reagent (100 pl) was then added to each well and



Rahimian and He Journal of Neuroinflammation (2016) 13:247

incubated at 37 °C for 30 min. The plate was immedi-
ately placed in a reader and the absorbance at 490 nm
was taken. The culture supernatant from cells treated
with Triton X-100 was used as a high positive control
and media from untreated cells as a low negative con-
trol. The media without any cell growth were tested as
background. The high positive control was confirmed to
have 100 % cell lysis microscopically. Relative LDH re-
lease was calculated based on the absorbance of each
sample at 490 nm compared with the low and high con-
trols and subtraction of background.

Exosome isolation

Exosomes were prepared as we described previously [64,
74]. Briefly, the culture supernatants were collected 72 h
following transfections and cleared of cell debris by cen-
trifugation at 3000g for 10 min followed by filtration
through a 0.22-pum filter. Crude exosome pellets were
obtained by ultracentrifugation of cleared supernatants
at 100,000g for 70 min. The exosome pellets were re-
suspended in 500 ul PBS and were either frozen at -20 °C
or used immediately for uptake studies, RNA isolation, or
Western blotting. Exosome-free media were obtained by
ultracentrifugation of the complete media (serum with
antibiotic) at 100,000¢ for 16 h and used in all studies in-
volving exosomes.

Virus production and infection

293T cells were transfected with VSV-G and HIV.GFP
plasmids using the standard calcium phosphate precipi-
tation method. Culture supernatants were collected 72 h
post transfection, cleared of cell debris by low-speed
centrifugation and ultracentrifuged through a 6-18 %
OptiPrep™ density gradient to purify the HIV virus. The
virus titer was determined by the reverse transcriptase
assay. For infection of primary human astrocytes and
U373.MG (1 x 10°), VSV-G-pseudotyped HIV equivalent
to 30,000 cpm were added to cells in 6-well plates con-
taining a 2-ml fresh medium and centrifuged at 600g in
room temperature for 2 h. Cells were then washed with
PBS to remove the input virus and were transferred to
T25 flasks containing 2 x10° astrocytes in 18-ml
exosome-depleted F-12-K or DMEM. The percentage of
infected cells was determined for GFP expression by
flow cytometry.

Data analysis

All experiment data were analyzed by one-way ANOVA
unless stated otherwise. A p <0.05 was considered to be
statistically significant and marked as “*”, a p <0.01 was
considered to be statistically highly significant and
marked as “**”, and a p < 0.001 was considered to be sta-
tistically highly significant and marked as “***.”
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Results

Tat expression and HIV infection-induced miR-132
expression in astrocytes and neurons

To determine the effects of Tat on miR-132 expression,
we first expressed Tat in human astrocytoma cells
U373.MG and Ul38.MG and human neuroblastoma
SH-SY5Y and determined miR-132 expression in those
cells. Tat expression significantly induced miR-132 level
in U373.MG and SH-SY5Y (Fig. 1a). To ascertain Tat-
induced miR-132 expression, we took advantage of the
doxycycline (Dox)-inducible astrocyte-specific ~ Tat-
transgenic mice (iTat) [40, 57], in which Tat expression
level and resulting neuropathologies following doxycyc-
line treatment are comparable to those in the brain of
HIV-infected subjects. Primary mouse astrocytes from
wild-type (WT) and iTat mice were isolated and cultured
to induce Tat expression by Dox. miR-132 was signifi-
cantly induced in Dox-treated astrocytes derived from
iTat mice but not in other astrocytes (Fig. 1b). Next, we
determined whether miR-132 was induced in astrocytes
in the context of HIV infection. U373.MG were infected
with VSV-G-pseudotyped HIV. Compared to the mock
infection control (HIV containing no envelope), miR-132
was significantly induced in cells infected with VSV-G-
pseudotyped HIV (Fig. 1c). Similar results were obtained
in primary human astrocytes (PHA) infected with VSV-
G-pseudotyped HIV-1. Tat expression was confirmed by
Western blotting (Fig. 1a) or semi-quantitative RT-PCR
(Fig. 1b), while HIV infection was confirmed by Western
blotting for p24 (Fig. 1c). These results show that miR-
132 was significantly induced in Tat-expressing astro-
cytes and neurons and HIV-infected astrocytes.

Tat expression down-modulated expression of miR-132
target genes

As mentioned above, the mRNA targets of miR-132
within the CNS include MecP2 and p250GAP. BDNF
transcription is directly controlled by MecP2, and there-
fore, BDNF is an indirect target of miR-132. Thus, we
determined whether Tat expression altered expression of
those miR-132 target genes MecP2, p250GAP, and
BDNF. PHA were first used. miR-132 mimic (miR-
132m) was included as a control. Both Tat and miR-132
expression led to a lower level of MecP2 and BDNF pro-
tein expression in PHA (Fig. 2a). To further determine
whether Tat-induced down-modulation of MecP2 and
BDNF was mediated through miR-132, we included
miR-132 inhibitor (miR-132i) in the experiments. miR-
132i expression alone did not significantly affect consti-
tutive MecP2 and BDNF expression but considerably ab-
rogated the down-modulation of MecP2 and BDNF
expression by Tat. In addition, MecP2 and BDNF mRNA
levels were determined. There were no changes of
MecP2 mRNA by Tat, miR-132m, and/or miR-132i
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(Tat) or the cloning vehicle pcDNA3 (C3) and cultured for 48 h and harvested for RNA extraction, followed by gRT-PCR for miR-132 level (upper panels),
or cell lysates, followed by Western blotting for Tat expression using an anti-C-MYC antibody (lower panels). 3-actin was included as a loading control
for Western blotting. b Primary astrocytes were isolated from wild-type (WT) mice and doxycycline (Dox)-inducible and astrocyte-specific HIV Tat-transgenic
mice (iTat), cultured in the presence of 5 mg/ml Dox (+) or in the absence of Dox (—) for 48 h and harvested for RNA isolation, followed by gqRT-PCR
for miR-132 level (upper panel) or semi-quantitative RT-PCR for Tat (lower panel). GAPDH was included as a loading control for Tat RT-PCR. ¢ U373.MG
and primary human astrocytes (PHA) were infected with VSV-G-pseudotyped HIV (+), cultured for 3 days and harvested for RNA extraction, followed by
gRT-PCR for miR-132 level or cell lysates, followed by Western blotting for p24 expression using an anti-p24 antibody. Pseudotyped HIV containing no
envelope (=) was included as an infection control (mock). sSnRNA U6 level was also determined by gRT-PCR. miR-132 level was normalized to snRNA
U6 level and expressed as fold changes compared to the control. The data were mean + SD of triplicates and/or representative of three independent
experiments. The data were analyzed using one-tailed Student’s t test, and the comparisons were made between the C3 control and Tat
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Fig. 2 Effects of Tat expression on miR-132 targets in astrocytes. a—c Primary human astrocytes were transfected with Tat.Myc, miR-132 mimic
(miR-132m), and/or miR-132 inhibitor (miR-132i), cultured for 48 h and harvested for cell lysates, followed by Western blotting (a), or RNA isolation,
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(Fig. 2b), while BDNF mRNA exhibited a pattern of
changes similar to its protein (Fig. 2c). Then, we deter-
mined the relationship between Tat expression and miR-
132 target gene expression in primary mouse astrocytes
from WT or iTat mice. Compared to WT primary astro-
cytes, Dox treatment of iTat primary astrocytes led to a
lower level of MecP2 and BDNF protein expression
(Fig. 2d), little changes in MecP2 mRNA (Fig. 2e), and a
low level of BDNF mRNA (Fig. 2f). In parallel, miR-132i
expression significantly restored MecP2 and BDNF pro-
tein expression and BDNF mRNA expression but had
little effects on MeCp2 mRNA expression.

We also assessed the protein levels of miR-132 targets
in relation to Tat, miR-132m, and miR-132i expression
in SH-SY5Y. In addition to MecP2 and BDNF, the pro-
tein level of p250GAP, a neuron-specific target of miR-
132, was analyzed. Similar to the findings in astrocytes,
there were considerably lower levels of MecP2 and
BDNF protein and slightly lower levels of p250GAP pro-
tein in Tat- and miR-132m-transfected cells (Fig. 3).
miR-132i rescued MecP2 protein expression from Tat-
induced down-modulation but had no apparent effects
on BDNF and p250GAP expression. Taken together,
these results indicate that Tat expression resulted in
down-modulation of miR-132 target genes through miR-
132 induction.

Involvement of CREB phosphorylation and Tat basic
domain in Tat-induced miR-132 expression

HIV-1 Tat has been shown to regulate transcription of
host genes and miRNA through a number of transcrip-
tional factors including CREB [65, 75-82]. miRNA
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1
e [ TR [
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Fig. 3 Effects of Tat expression on miR-132 targets in neurons.
SH-SY5Y were transfected with Tat.Myc, miR-132 mimic (miR-132m),
and/or miR-132 inhibitor (miR-132i), cultured for 48 h and harvested
for cell lysates, followed by Western blotting. A control miRNA and
pcDNA3 were included to equalize the input DNA or miRNA.
Western blots were quantitated using ImageJ software. The relative
protein level was calculated using B-actin as the reference, and the
first control sample was set at 1.0. The data were representative of
three independent experiments
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expression is mainly regulated at the level of transcrip-
tion (see review [83]). The primary sequence, the seed
region, and the gene structure of miR-132 are well con-
served between humans and mice [27]. A total of five
transcriptional binding sites have been characterized
within the miR-132 promoter [84—86]: four sites for
CREB and one site for repressor element 1 silencing
transcription factor/neuron-restrictive factor. Thus, we
determined the possibility of the involvement of CREB
phosphorylation in Tat-induced miR-132 expression.
U373.MG were first used. Tat expression led to phos-
phorylation of CREB (Fig. 4a) and miR-132 induction
(Fig. 4b). Deletion of Tat basic domain (ABD) completely
abrogated Tat-induced CREB phosphorylation and miR-
132 expression. To determine the minimal level of Tat
for CREB phosphorylation, PHA were directly exposed
to different concentrations of recombinant Tat protein,
and CREB phosphorylation was determined using
Western blotting. Phosphorylated CREB was detected at
5 ng/ml recombinant Tat protein and increased with
increasing concentrations of recombinant Tat protein
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Fig. 4 CREB phosphorylation by Tat and its requirement for Tat
basic domain. a, b U373.MG were transfected with Tat.His or basic
domain-deleted Tat (ABD.His) plasmid, cultured for 48 h and harvested
for cell lysates, followed by Western blotting (@), or RNA isolation,
followed by gRT-PCR for miR-132 level (b). C3 was used as the control,
and snRNA U6 was used to normalize miR-132 level. A control miRNA
was included to equalize the input miRNA. The gPCR data were
mean + SD of triplicates and representative of three independent
experiments. ¢ Primary human astrocytes were treated with recombinant
Tat protein at 0, 5, 10, 100, and 200 ng/ml for 24 h. Cell lysates were
then prepared for Western Blotting for CREB and pCREB. 3-actin was
included as a loading control for Western blotting. Western blots were
quantitated using Image)J software. The relative protein level was
calculated using B-actin as the reference, and the first control sample
was set at 1.0. The data were representative of three

independent experiments
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(Fig. 4c). The minimal level of Tat required for CREB
phosphorylation in astrocytes is close to that (up to
16 ng/ml) reported in the CSF of HIV patients [87].
Then, to determine the role of CREB phosphorylation
in Tat-induced miR-132 expression, PHA and SH-SY5Y
were transfected with Tat, along with miR-132m or miR-
132i. In PHA, Tat expression induced CREB phosphor-
ylation (Fig. 5a). Although miR-132m and miR-132i
expression did not lead to significant changes in con-
stitutive CREB phosphorylation, co-expression of Tat
and miR-132i resulted in a much higher level of CREB
phosphorylation. In SH-SY5Y, Tat expression induced
CREB phosphorylation (Fig. 5b) although both miR-
132m and miR-132i showed no effects on the constitutive
level of CREB phosphorylation. Furthermore, primary as-
trocytes from WT and iTat mice were also used to assess
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Fig. 5 CREB phosphorylation and miR132 expression. a, b Primary
human astrocytes (a) and SH-SY5Y (b) were transfected with Tat,
miR-132m, and/or miR-132i, cultured for 48 h and harvested for cell
lysates, followed by Western blotting. A control miRNA and pcDNA3
were included to equalize the input DNA or miRNA. ¢, d Primary
astrocytes were isolated from WT and iTat mice, cultured in the
presence (+) or absence (=) of 5 mg/ml Dox for 48 h, transfected
with miR-132i, cultured for additional 24 h, and harvested for cell
lysates, followed by Western blotting. A control miRNA was included
to equalize the input miRNA. Western blots were quantitated using
ImageJ software. The relative protein level was calculated using
B-actin as the reference, and the first control sample was set at 1.0.
The data were representative of three independent experiments
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the relationship between Tat expression and CREB phos-
phorylation. Compared to the WT astrocytes (Fig. 5¢), iTat
astrocytes treated with Dox led to CREB phosphorylation
(Fig. 5d), which was not affected by miR-132i expression.
These results together suggest that CREB phosphorylation
and Tat basic domain are likely involved in Tat-induced
miR-132 expression.

miR-132 induction did not contribute to Tat-induced
astrocyte activation

Tat expression in astrocytes induces a highly inflamma-
tory profile and leads to the dysregulation of astrocyte
functions, termed astrocyte activation, or astrocytosis
[65, 88], characterized by increased GFAP expression
[88] and expression of pro-inflammatory cytokines such
as IL-6 and TNF-a and chemokines such as CCL2
[89-91]. Next, we determined whether miR-132 induc-
tion was involved in Tat-induced GFAP, CCL-2, IL-6,
and TNF-a expression. As shown previously [57], Tat
expression induced GFAP expression in PHA when
compared to the C3 control (Fig. 6a, b). ABD Tat mutant
also induced GFAP expression albeit to a lesser extent,
and miR-132i did not show any effect on GFAP expres-
sion induced by Tat or ABD. Tat and ABD expression
was confirmed by Western blotting (Fig. 6c¢). Similarly,
Tat induced CCL-2, IL-6, and TNF-a expression when
compared to the C3 control (Fig. 6d). But miR-132i had
little effects on constitutive and Tat-induced expression
of those molecules. In addition, we also determined ef-
fects of Tat on the LDH release, an indicator of cell via-
bility. Compared to the C3 control, Tat or ABD
expression showed little effects on the LDH release
(Fig. 6e). Taken together, these results suggest that miR-
132 induction is unlikely involved in Tat-induced astro-
cyte activation and that Tat expression itself does not
affect astrocyte survival.

Tat-induced miR-132 expression contributed to Tat direct
neurotoxicity

To determine whether Tat-induced miR-132 contributed
to Tat direct neurotoxicity, SH-SY5Y were transfected
with Tat and miR-132i and assayed for the LDH release
from those cells. Compared to the C3 control, Tat ex-
pression increased the LDH release from those cells
(Fig. 7). Meanwhile, miR-132i expression significantly di-
minished Tat-induced LDH release from those cells.
These results confirm that Tat has direct neurotoxic ac-
tivity and suggest that miR-132 induction could contrib-
ute to Tat neurotoxicity.

Tat expression led to increased miR-132 level in
astrocyte-derived exosomes

Virtually all eukaryotic cells including astrocytes produce
exosomes, which serve as a major extracellular vehicle
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Fig. 6 Effects of miR-132 induction on GFAP expression, cytokine/chemokine expression, and astrocyte survival. Primary human astrocytes were
transfected with TatHis (Tat), ABDTatHis (ABD), and miR-132i (miR-132i), cultured for 48 h and harvested for immunofluorescence staining for
GFAP (red) and DAPI staining for nucleus (blue) (a), Western blotting (c), or gRT-PCR (d). The mean fluorescence intensity (MFI) of GFAP expression
was determined using ImageJ software (b). Meanwhile, the cell culture supernatants were collected and assayed for the LDH release (e). The data
(b, d, ) were mean + SD of triplicates and representative of three independent experiments

J

to transport miRNA and proteins among cells [13, 72].
Thus, we first determined whether Tat-induced miR-132
expression would lead to increased miR-132 in
astrocyte-derived exosomes. Compared to the C3 con-
trol, increased miR-132 was detected in exosomes de-
rived from Tat-expressing cells (Fig. 8a). miR-132i
expression significantly decreased Tat-induced miR-132
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Fig. 7 Role of miR-132 induction in Tat neurotoxicity. SH-SY5Y
were transfected with Tat.Myc (Tat), miR-132i, or both and
cultured for 48 h. The cell culture supernatants were collected and
assayed for the LDH release. C3 and a control miRNA (miR-ctrl)
were used to equalize the input amount of DNA and miRNA. The
data were mean + SD of triplicates and representative of three

independent experiments

packaging into the exosomes from astrocytes, further
supporting the notion that miR-132 is sorted into the
exosomes. The exosome purity was confirmed by lack of
cytochrome C and presence of TSG-101 in the exosomes
using Western blotting (Fig. 8b). Consistent with our
previous studies [64], Tat was also detected in the exo-
somes. To determine whether miR-132 in the form of
exosomes could be transferred from astrocytes to neu-
rons, we labeled miR-132m with Cy® and transfected it
into U373.MG and further confirmed Cy>-labled miR-
132m transfection by flow cytometry (Fig. 8c). Further-
more, we obtained exosomes from Cy>-labled miR-
132m-transfected astrocytes and exposed them to SH-
SY5Y and determined whether those cells would take up
the labeled miRNA by flow cytometry. Cy>-labled miR-
132m were detected in those cells (Fig. 8d). These re-
sults show that Tat-induced miR-132 is packaged into
astrocyte-derived exosomes, which can be taken up by
neurons.

Astrocyte-derived miR-132 shortened neurites

We next sought to determine whether transfer of
exosome-associated miR-132 from astrocytes to neurons
would affect the morphology of neuron dendrites and
formation of synapse. To this end, WT and iTat primary
astrocytes were prepared, cultured in the presence or ab-
sence of Dox, and transfected with miR-132i, and exo-
somes were prepared from those samples and exposed
to primary mouse cortical neurons. The primary cortical
neurons were stained for MAP-2, and the neurite length
of the primary cortical neurons that were exposed to
exosomes from WT astrocytes (Fig. 9a) and exosomes
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from iTat astrocytes (Fig. 9b) was quantitated using the
neurite trace analysis. Compared to the WT controls,
exosomes from Dox-treated iTat astrocytes showed sig-
nificantly shorter neurites (Fig. 10a), which was signifi-
cantly reversed by miR-132i expression. In parallel,
exosomes from Dox-treated iTat astrocytes increased the
LDH release from the neurons, which was significantly
diminished by miR-132i expression (Fig. 10b). Mean-
while, the exosome-treated primary cortical neurons
were also stained for synaptophysin (SYP), a pre-
synaptic marker, or postsynaptic density protein (PSD-
95), a postsynaptic marker. The density of SYP and
PSD-95 of the primary cortical neurons that were ex-
posed to exosomes from WT astrocytes (Fig. 11a) and
exosomes from iTat astrocytes (Fig. 11b) was similarly
quantitated. Compared to the WT controls, exosomes
from Dox-treated iTat astrocytes significantly decreased
the density of both SYP and PSD-95 in those cells
(Fig. 12a), which was not rescued by miR-132i expres-
sion. Similar results were obtained by Western blotting
(Fig. 12b). These results showed that Tat-induced miR-

132 in astrocytes adversely affected neurite outgrowth
and contributed to astrocyte-mediated Tat neurotoxicity.

Discussion

HIV-1 Tat damages the dendritic arbor, shortens neur-
ites, and reduces synaptic protein levels [59, 60, 63].
Widespread expression and secretion of this protein in
the CNS of the HIV-infected population despite HAART
[51] is strongly correlated with synaptodendritic damage,
the hallmark of pathology in HAND [9, 92]. The revers-
ible nature [93] of Tat’s deleterious effects on dendritic
integrity warrants a better understanding of the potential
molecular events that connect Tat to the regulation of
synaptodendritic plasticity. In this study, we first deter-
mined the potential of Tat in the induction of miR-132,
a brain-enriched microRNA with substantial roles in the
regulation of synaptodendritic plasticity. We found that
Tat significantly induces this miRNA in astrocytes and
neurons (Fig. 1), leading to the repression of the known
targets of this miRNA (Figs. 2 and 3), and causing
neurotoxicity (Fig. 7). We showed the CREB-responsive
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(—miR-132i) and continued to culture for 48 h. The cell culture supernatants were collected and used to isolate exosomes. Primary mouse cortical
neurons were plated and cultured on poly-lysine-coated coverslips in a 24-well plate at the density of 85,000 cells/well and continued to culture
in the presence of the exosomes isolated above for 48 h. Then, the cells were harvested for immunofluorescence staining for MAP-2 and counterstained

with DAPI (a, b). The images were representative of three independent experiments

miR-132 expression through the phosphorylation of
CREB by Tat (Fig. 5). We ruled out the possibility of
miR-132 involvement in Tat activation of astrocytes
(Fig. 6). Considering the significance of exosomal glia-
neuron communications [94] and the direct link be-
tween the miRNA processing pathway and exosomal
biogenesis [95], we determined the miR-132 content of
Tat-expressing astrocyte exosomes. We found significant
levels of miR-132 in exosomes from these astrocytes
which were taken up by neurons (Fig. 8) and resulted in
neurite shortening (Fig. 9 and 10) but were not directly

involved in reduction of synaptic protein levels by Tat
(Figs. 11 and 12). These data provide new mechanistic
insights of Tat’s injury to dendritic arbor and identify
novel pathways that potentially contribute to Tat
neurotoxicity.

We showed that HIV-1 Tat protein significantly up-
regulated miR-132 in astrocytes and neurons (Fig. 1).
Unlike an early report [96], our data did not show a dif-
ference in the basal expression levels of this microRNA
between the two cell types. Following Tat expression,
however, astrocytes showed significantly higher fold
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Fig. 10 Changes of neurite lengths and neuron survival by Tat and exosomal miR-132. The average length of neurites in Fig. 9a, b above was
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determined using ImageJ Neurite Tracer and calculated based on the occupied pixel areas and three randomly selected images of each treatment
group (a). The cell culture supernatants from Fig. 9a, b above were collected and assayed for LDH release (b). The data were representative of
three independent experiments
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Fig. 11 Effects of Tat expression and exosomal miR-132 induction on synaptic formation. Primary mouse astrocytes were isolated from WT (a)
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and iTat (b), cultured in the presence (+Dox) or absence of (—Dox) of 5 mg/ml for 48 h, transfected with miR-132i (+miR-132i) or a control miRNA
(—miR-132i) and continued to culture for 48 h. The cell culture supernatants were collected and used to isolate exosomes. Primary mouse cortical
neurons were plated and cultured on poly-lysine-coated coverslips in a 24-well plate at the density of 85,000 cells/well and continued to culture
in the presence of the exosomes isolated above for 48 h. The cells were then harvested for immunofluorescence staining for synaptophysin (SYP)
for presynapse formation and for PSD-95 for postsynapse formation and counterstained with DAPI (a, b). The images were representative of three
independent experiments

changes in miR-132 compared to neurons. This might in
part be due to the well-documented activity-dependent
nature of miR-132 expression in neurons which happens
rapidly and in a transient fashion [97]. On the other
hand, Tat transfection of neuronal cells was less efficient
compared with astrocytes as supported by our Western
blotting results which showed a lower level of Tat ex-
pression in neurons. We then demonstrated that miR-

132 induction was likely due to the ability of Tat to in-
duce phosphorylation of CREB (Fig. 5) and subsequent
binding of phosphorylated CREB to CREB-responsive el-
ements within the transcriptional control locus of miR-
132 [84]. CREB phosphorylation also promotes the bind-
ing of phosphorylated CREB to CBP, which leads to the
transactivation of the miR-132 loci containing CREB-
responsive elements [98]. Tat expression leads to
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Fig. 12 Changes of SYP and PSD-95 expression by Tat and exosomal miR-132. SYP and PSD-95 immunostaining along with skeleton conversion
of fluorescent images in Fig. 11a, b above was performed, the density of synaptic protein staining was determined using ImageJ software and
based on the occupied pixel areas and three randomly selected images of each treatment group (a). The cells from Fig. 11a, b above were
harvested for cell lysates, followed by Western blotting (b). Western blots were quantitated using ImageJ software. The relative protein level was
calculated using B-actin as the reference, and the first control sample was set at 1.0. The data were representative of three
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phosphorylation of CREB at Ser'*® through several path-

ways [78, 99, 100]. Alternatively, Tat directly binds CBP,
recruiting the histone acetyltransferase to the CRE [82].
Both CREB phosphorylation and CBP-binding activities
of Tat have been shown to be dependent on the basic
domain of this protein [101, 102]. Our data showed
complete abrogation of CREB phosphorylation and lack
of miR-132 induction following transfection with basic
domain-deleted Tat (Fig. 4a, b), further supporting Tat
effects on CREB phosphorylation and the requirement
of Tat basic domain for this effect. Despite a comparable
level of Tat-induced CREB phosphorylation in both as-
trocytes (Fig. 5a) and neurons (Fig. 5b), the basal levels
of total CREB and phosphorylated CREB in neurons
were higher than those in astrocytes. This difference is
likely due to the fact that there are more constitutive
CREB activation pathways in neurons than astrocytes
such as calcium signaling-associated and B-raf kinase-
mediated MAPK-dependent phosphorylation of CREB
[103-105].

miR-132 plays a crucial role in the development of
neurons by regulating two targets in charge of control-
ling neurite outgrowth: MecP2, which is a potentiating
factor of neurite growth, and p250GAP, which inhibits
the outgrowth of neurites [27, 106]. The question is then
which direction miR-132 expression takes the neurons
in regard to neurite growth while this microRNA
represses both an enhancer and an inhibitor of neurite
outgrowth. The different temporal expression of
p250GAP and MecP2 in development may likely provide
the key. p250GAP is involved in neuronal differentiation
and is expressed prior to MecP2 [107]. In fact, the stud-
ies that discovered p250GAP as a target of miR-132 only
found repression of this target in immature neurons [84]
and showed that miR-132 overexpression led to the en-
hancement of neurite outgrowth due to the repression
of p250GAP. Studies performed on adult neurons, how-
ever, showed the complete opposite; overexpressing
miR-132 in adult neurons leads to a significant decrease
in dendritic growth [108], which is due to MecP2 repres-
sion. MecP2 is expressed starting at the 10th gestational
week and is required for the maintenance of adult neurons
[109]. Our data are in agreement with these findings indi-
cating the repression of MecP2 in fully differentiated neur-
onal cells while p250GAP levels are unchanged (Fig. 3).
p250GAP expression in adult neurons has been found to
be activity dependent and controlled by NMDA receptor
signaling events [107].

MecP2 has significant roles in neurogenesis, neuronal
differentiation, and proper development of dendritic
arbor [110, 111]. This major target of miR-132 in the
CNS has been found to be dysregulated in HAND [112].
BDNE, another important regulator of dendritic growth
[113, 114] and synaptic function [115, 116] which shows
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notable reduction in the brain and serum of HIV-
infected subjects [117, 118], is directly and positively
regulated by MecP2 [119]. In fact, an axis of regulation
exists in the brain involving BDNF, miR-132, and MecP2
[29], in which BDNF induces miR-132 through phos-
phorylation of CREB [120, 121]. As a target of miR-132,
MecP2 is ultimately repressed, leading to the repression
of BDNF due to the negative regulatory feedback nature
of this axis. Improper timing or duration of miR-132 ex-
pression has been shown to be neurotoxic, indicating
the delicate balance in the regulation of this axis [122].
Rett syndrome, an autism spectrum disorder resulting
from genetic mutation in the MecP2 gene [123], shares
striking similarities in neuropathology with HAND.
MecP2 is essential for the proper outgrowth of dendrites
and formation of synapses [111]. The activity-dependent
expression of this protein starts prior to synaptogenesis
in development and is tightly controlled in most adult
neurons [124]. Reduced size and branching of dendrites
inflicted by the lack of MecP2 expression in the develop-
ing brain result in microcephaly and mental retardation.
Interestingly, RNA levels of MecP2 do not differ in fetal
and adult brains while its expression is not similar in dif-
ferent neuronal populations [125]. This is indicative of
posttranscriptional control of MecP2 by miRNA and is
in agreement with our data that failed to find changes in
MecP2 mRNA but showed significant reduction in
MecP2 protein and consequently BDNF, the transcrip-
tion of which depends on MecP2 (Figs. 2 and 3).

To discern the direct detrimental effects of Tat on
neurons from miR-132 overexpression, we employed
synthetic miR-132 inhibitor in our experiments. We
confirmed that miR-132 inhibitor transfection efficiently
antagonized miR-132 (data not shown). Next, we showed
that miR-132 overexpression was at least in part respon-
sible for Tat neurotoxicity (Fig. 7). Antagonizing miR-
132 expression also led to reduced exosomal levels of
miR-132 (Fig. 8a). In our previous study, we reported
exosome-associated Tat release from Tat-expressing and
HIV-1 infected cells [64]. With miR-132 inhibitor ex-
pression, we were able to conclude that overexpression
of miR-132 was responsible for neurite shortening in
neurons treated with exosomes from Tat-expressing as-
trocytes (Fig. 10a), as antagonizing miR-132 improved
neurite lengths even in presence of Tat-containing exo-
somes. Similarly, we also showed that exosomal miR-132
contributes to neurotoxicity (Fig. 9b). Although miR-132
inhibitor expression consistently negated the Tat-
induced down-modulation of MecP2 in astrocytes
(Fig. 2a, d) and neurons (Fig. 3), its effects on rescuing
BDNF levels were not consistent across cell types. Only
astrocytes (Fig. 2a, d) showed improved BDNF levels
with miR-132i transfection, while neurons (Fig. 3) did
not show such an effect. This might be due to the
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temporal difference that exists in MecP2-induced BDNF
expression. Antagonizing miR-132 in presence of Tat
rescues MecP2 levels as the direct target of miR-132.
This process rapidly improves BDNF mRNA levels
(Fig. 2c, f), while this improvement is not reflected in
protein levels of BDNF as rapidly.

miR-132 has been shown to increase the width of den-
dritic spines, which are storage sites for post synaptic
density, contain glutamate receptors, and increase the
contact points between neurons [108]. These protrusions
also establish contact with synaptic terminals containing
synaptophysin [126]. Therefore, it has been suggested
that miR-132 may affect the strength of excitatory
synapses [127]. Our analysis of synaptic protein levels in
cortical neurons treated with exosomes derived from
Tat-expressing astrocytes (+DOX - miR-132i/+DOX +
miR-132i) reduced both SYP and PSD-95. Moreover, re-
ducing miR-132 levels in exosomes did not change the
significant loss of these proteins (Figs. 11a, b and 12a).
Western blotting data from these neurons also showed
consistent reduction in both SYP and PSD-95, and al-
though there was no change in PSD-95 with miR-132i,
SYP levels showed improvement with reduced exosomal
miR-132 (Fig. 12b). However, lack of consistency be-
tween the effects of miR-132 inhibition on the two pro-
teins and reduction in protein levels of neurons treated
with WT exosomes prevent us from concluding that
miR-132 affected synaptic protein levels or synapse for-
mation. MAP-2 protein levels were consistent with the
miR-132-dependent reduction in neurite lengths by Tat
and increase in neurite lengths by miR-132 inhibition
despite of Tat expression. These results are in agreement
with Tat’s direct involvement in the reduction of post-
synaptic proteins followed by negative feedback [59, 61]
on pre-synaptic proteins.

In summary, the findings from the current study sup-
port a new model of Tat-impaired neurite outgrowth
and neuron survival (Fig. 13). Tat-impaired neurite out-
growth could be direct and astrocyte mediated. Tat up-
take into neurons induces miR-132 expression through
CREB phosphorylation, down-regulates MecP2 and
BDNF expression in neurons, and impairs neurite out-
growth and neuron survival; alternatively, Tat expression
in astrocytes resulting from HIV-1 infection or Tat up-
take into astrocytes induces miR-132 expression through
CREB phosphorylation and down-regulates BDNF ex-
pression. miR-132 induction in astrocytes leads to in-
creased miR-132 release into exosomes from astrocytes,
uptake of exosome-associated miR-132 into neurons,
and down-regulation of MecP2 and BDNF expression in
neurons and impairs neurite outgrowth and neuron sur-
vival. In addition, BDNF down-regulation in astrocytes
results in less BDNF available for neurons and adversely
affects neurite outgrowth and neuron survival.
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Fig. 13 A new model for Tat-impaired neurite outgrowth. Tat
impairs neurite outgrowth through its uptake into neurons, CREB
phosphorylation (pCREB), miR-132 induction, and MecP2 and BDNF
down-regulation. Alternatively, Tat-impaired neurite outgrowth
results from HIV-1 infection and Tat expression in astrocytes, pCREB,
miR-132 induction, and BDNF down-regulation. miR-132 induction in
astrocytes increases exosome-associated miR-132 release from
astrocytes, uptake of exosome-associated miR-132 into neurons, and
MecP2 and BDNF down-regulation of MecP2 in neurons. In addition,
BDNF down-regulation in astrocytes deprives neurons of BDNF,
which further impairs neurite outgrowth and neuron survival

Conclusions

In this study, we report for the first time the induction
of miR-132 by Tat and its contribution to Tat-induced
neurite shortening and neurotoxicity. The results show
that Tat induces miR-132 by activating CREB, the tran-
scriptional control locus of miR-132. We also show that
Tat-induced miR-132 leads to the repression of MecP2
and BDNF, known targets of miR-132 in the brain. Cor-
respondingly, the miR-132 level in exosomes from Tat-
expressing astrocytes shows significant increase and
leads to neurite shortening and neurotoxicity following
uptake in neurons.
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Acknowledgements
Not applicable.



Rahimian and He Journal of Neuroinflammation (2016) 13:247

Funding

This work was supported by the grants NIH/NINDS ROTNS065785, NIH/NINDS
ROTNS094108, and NIH/NIMH ROTMH092673 (to JJH) from National Institutes
of Health. Pejman Rahimian was supported in part by the Neurobiology of
Aging Training Grant T32AG020494 (PI: Dr. Meharvan Singh).

Availability of data and materials
All the data presented in the manuscript and all the reagents used in the
manuscript will be made available upon request.

Authors’ contributions

PR and JJH designed the experiments. PR performed the experiments. PR
and JJH prepared and analyzed the data and wrote the paper. PR and JJH
read and approved the final manuscript.

Competing interests
The authors declare that they have no competing interests.

Consent for publication
Not applicable.

Ethics approval and consent to participate

The animal study was performed in strict compliance with guidelines
recommended by the National Institutes of Health and approved by the
Institutional Animal Care and Use Committee (IACUC) of the University of
North Texas Health Science Center (Protocol number: 2014/15-01-A04).

Received: 23 May 2016 Accepted: 8 September 2016
Published online: 15 September 2016

References

1. Valcour V, Chalermchai T, Sailasuta N, Marovich M, Lerdlum S, Suttichom D,
Suwanwela NC, Jagodzinski L, Michael N, Spudich S, et al. Central nervous
system viral invasion and inflammation during acute HIV infection. J Infect
Dis. 2012,206(2):275-82.

2. AtluriV, Hidalgo M, Samikkannu T, Kurapati KRV, Jayant RD, Sagar V, Nair M.
Effect of HIV infection and its proteins on blood-brain barrier integrity and
function: an update. Name: Frontiers in Cellular Neuroscience. 2015,9:212.

3. Hult B, Chana G, Masliah E, Everall I. Neurobiology of HIV. Int Rev Psychiatry.
2008;20(1):3-13.

4. Ghafouri M, Amini S, Khalili K, Sawaya BE. HIV-1 associated dementia:
symptoms and causes. Retrovirology. 2006;3:28.

5. Bell JE, Arango JC, Anthony IC. Neurobiology of multiple insults: HIV-1-
associated brain disorders in those who use illicit drugs. J Neuroimmune
Pharmacol. 2006;1(2):182-91.

6. Moore DJ, Masliah E, Rippeth JD, Gonzalez R, Carey CL, Cherner M, Ellis RJ,
Achim CL, Marcotte TD, Heaton RK, et al. Cortical and subcortical
neurodegeneration is associated with HIV neurocognitive impairment. AIDS.
2006;20(6):879-87.

7. Adle-Biassette H, Chretien F, Wingertsmann L, Hery C, Ereau T, Scaravilli F,
Tardieu M, Gray F. Neuronal apoptosis does not correlate with dementia in
HIV infection but is related to microglial activation and axonal damage.
Neuropathol Appl Neurobiol. 1999;25(2):123-33.

8. Masliah E, Achim CL, Ge N, DeTeresa R, Terry RD, Wiley CA. Spectrum of
human immunodeficiency virus-associated neocortical damage. Ann Neurol.
1992,32(3):321-9.

9. Masliah E, Heaton RK, Marcotte TD, Ellis RJ, Wiley CA, Mallory M, Achim CL,
McCutchan JA, Nelson JA, Atkinson JH, et al. Dendritic injury is a
pathological substrate for human immunodeficiency virus-related cognitive
disorders. HNRC Group. The HIV Neurobehavioral Research Center. Ann
Neurol. 1997;42(6):963-72.

10.  Rao JS, Kellom M, Kim HW, Rapoport SI, Reese EA. Neuroinflammation and
synaptic loss. Neurochem Res. 2012;37(5):903-10.

11. Rao JS, Kim HW, Kellom M, Greenstein D, Chen M, Kraft AD, Harry GJ,
Rapoport SI, Basselin M. Increased neuroinflammatory and arachidonic acid
cascade markers, and reduced synaptic proteins, in brain of HIV-1 transgenic
rats. J Neuroinflammation. 2011;8:101.

12. Shukla GC, Singh J, Barik S. MicroRNAs: processing, maturation, target
recognition and regulatory functions. Mol Cell Pharmacol. 2011,3(3):83-92.

13. Tyagi MG. MicroRNAs in health and disease; a review of its multifaceted
roles. J Huntington's Disease. 2016;5:65-81.

20.

21.

22.

23.

24,

25.

26.

27.

28.

29.

30.

32.

33.

34.

35.

36.

37.

38.

Page 14 of 17

Eacker SM, Dawson TM, Dawson VL. The interplay of microRNA and
neuronal activity in health and disease. Front Cell Neurosci. 2013;7:136.
Femminella GD, Ferrara N, Rengo G. The emerging role of microRNAs in
Alzheimer’s disease. Front Physiol. 2015;6:40.

Fowler L, Saksena NK. Micro-RNA: new players in HIV-pathogenesis,
diagnosis, prognosis and antiviral therapy. AIDS Rev. 2013;15(1):3-14.

Wang X, Ye L, Hou W, Zhou Y, Wang YJ, Metzger DS, Ho WZ. Cellular
microRNA expression correlates with susceptibility of monocytes/
macrophages to HIV-1 infection. Blood. 2009;113(3):671-4.

Triboulet R, Mari B, Lin YL, Chable-Bessia C, Bennasser Y, Lebrigand K,
Cardinaud B, Maurin T, Barbry P, Baillat V, et al. Suppression of
microRNA-silencing pathway by HIV-1 during virus replication. Science.
2007;315(5818):1579-82.

Fineberg SK, Kosik KS, Davidson BL. MicroRNAs potentiate neural
development. Neuron. 2009;64(3):303-9.

Im HI, Kenny PJ. MicroRNAs in neuronal function and dysfunction. Trends
Neurosci. 2012;35(5):325-34.

McNeill E, Van Vactor D. MicroRNAs shape the neuronal landscape. Neuron.
2012;75(3):363-79.

Pacifici M, Delbue S, Ferrante P, Jeansonne D, Kadri F, Nelson S,
Velasco-Gonzalez C, Zabaleta J, Peruzzi F. Cerebrospinal fluid miRNA
profile in HIV-encephalitis. J Cell Physiol. 2013;228(5):1070-5.

Kadri F, LaPlante A, De Luca M, Doyle L, Velasco-Gonzalez C, Patterson JR,
Molina PE, Nelson S, Zea A, Parsons CH, et al. Defining plasma
microRNAs associated with cognitive impairment in HIV-infected
patients. J Cell Physiol. 2015.

Zhou L, Pupo GM, Gupta P, Liu B, Tran SL, Rahme R, Wang B, Rua R, Rizos H,
Carroll A, et al. A parallel genome-wide mRNA and microRNA profiling of
the frontal cortex of HIV patients with and without HIV-associated dementia
shows the role of axon guidance and downstream pathways in
HIV-mediated neurodegeneration. BMC Genomics. 2012;13:677.
Noorbakhsh F, Ramachandran R, Barsby N, Ellestad KK, LeBlanc A, Dickie P,
Baker G, Hollenberg MD, Cohen EA, Power C. MicroRNA profiling reveals
new aspects of HIV neurodegeneration: caspase-6 regulates astrocyte
survival. FASEB J. 2010,24(6):1799-812.

Siegel G, Saba R, Schratt G. microRNAs in neurons: manifold regulatory roles
at the synapse. Curr Opin Genet Dev. 2011,21(4):491-7.

Wanet A, Tacheny A, Arnould T, Renard P. miR-212/132 expression and
functions: within and beyond the neuronal compartment. Nucleic Acids Res.
2012;,40(11):4742-53.

Wayman GA, Davare M, Ando H, Fortin D, Varlamova O, Cheng HY, Marks D,
Obrietan K, Soderling TR, Goodman RH, et al. An activity-regulated
microRNA controls dendritic plasticity by down-regulating p250GAP. Proc
Natl Acad Sci U S A. 2008;105(26):9093-8.

Klein ME, Lioy DT, Ma L, Impey S, Mandel G, Goodman RH. Homeostatic
regulation of MeCP2 expression by a CREB-induced microRNA. Nat
Neurosci. 2007;10(12):1513-4.

Alvarez-Saavedra M, Antoun G, Yanagiya A, Oliva-Hernandez R, Cornejo-
Palma D, Perez-Iratxeta C, Sonenberg N, Cheng HY. miRNA-132 orchestrates
chromatin remodeling and translational control of the circadian clock. Hum
Mol Genet. 2011;20(4):731-51.

Chen WG, Chang Q, Lin Y, Meissner A, West AE, Griffith EC, Jaenisch R,
Greenberg ME. Derepression of BDNF transcription involves calcium-
dependent phosphorylation of MeCP2. Science. 2003;302(5646):385-9.
Martinowich K, Hattori D, Wu H, Fouse S, He F, Hu Y, Fan G, Sun YE. DNA
methylation-related chromatin remodeling in activity-dependent BDNF
gene regulation. Science. 2003;302(5646):890-3.

Mellios N, Sur M. The emerging role of microRNAs in schizophrenia and
autism spectrum disorders. Front Psychiatry. 2012;3:39.

Johnson R, Buckley NJ. Gene dysregulation in Huntington'’s disease: REST,
microRNAs and beyond. Neruomol Med. 2009;11(3):183-99.

Wang WX, Huang Q, Hu Y, Stromberg AJ, Nelson PT. Patterns of microRNA
expression in normal and early Alzheimer’s disease human temporal cortex:
white matter versus gray matter. Acta Neuropathol. 2011;121(2):193-205.
Chiang K, Liu H, Rice AP. miR-132 enhances HIV-1 replication. Virology.
2013;438(1):1-4.

Kingsman SM, Kingsman AJ. The regulation of human immunodeficiency
virus type-1 gene expression. European journal of biochemistry/FEBS.
1996;240(3):491-507.

Li W, Li G, Steiner J, Nath A. Role of Tat protein in HIV neuropathogenesis.
Neurotox Res. 2009;16(3):205-20.



Rahimian and He Journal of Neuroinflammation (2016) 13:247

39.

40.

41,

42.

43.

44,

45.

46.

47.

48.

49.

50.

51.

52.

53.

54.

55.

56.

57.

58.

59.

Kruman II, Nath A, Mattson MP. HIV-1 protein Tat induces apoptosis of
hippocampal neurons by a mechanism involving caspase activation,
calcium overload, and oxidative stress. Exp Neurol. 1998;154(2):276-88.

Kim BO, Liu Y, Ruan Y, Xu ZC, Schantz L, He JJ. Neuropathologies in
transgenic mice expressing human immunodeficiency virus type 1 Tat
protein under the regulation of the astrocyte-specific glial fibrillary
acidic protein promoter and doxycycline. Am J Pathol.
2003;162(5):1693-707.

Nath A, Psooy K, Martin C, Knudsen B, Magnuson DS, Haughey N, Geiger JD.
Identification of a human immunodeficiency virus type 1 Tat epitope that is
neuroexcitatory and neurotoxic. J Virol. 1996;70(3):1475-80.

Ranki A, Nyberg M, Ovod V, Haltia M, Elovaara |, Raininko R, Haapasalo H,
Krohn K. Abundant expression of HIV Nef and Rev proteins in brain
astrocytes in vivo is associated with dementia. AIDS. 1995,9(9):1001-8.
Gorry PR, Ong C, Thorpe J, Bannwarth S, Thompson KA, Gatignol A,
Vesselingh SL, Purcell DF. Astrocyte infection by HIV-1: mechanisms of
restricted virus replication, and role in the pathogenesis of HIV-1-associated
dementia. Curr HIV Res. 2003;1(4):463-73.

Messam CA, Major EO. Stages of restricted HIV-1 infection in astrocyte
cultures derived from human fetal brain tissue. J Neurovirology.

2000,6 Suppl 1:590-4.

Brack-Werner R. Astrocytes: HIV cellular reservoirs and important participants
in neuropathogenesis. AIDS. 1999;13(1):1-22.

Ensoli B, Buonaguro L, Barillari G, Fiorelli V, Gendelman R, Morgan RA,
Wingfield P, Gallo RC. Release, uptake, and effects of extracellular human
immunodeficiency virus type 1 Tat protein on cell growth and viral
transactivation. J Virol. 1993:67(1):277-87.

Ma M, Nath A. Molecular determinants for cellular uptake of Tat protein
of human immunodeficiency virus type 1 in brain cells. J Virol.
1997;71(3):2495-9.

Hudson L, Liu J, Nath A, Jones M, Raghavan R, Narayan O, Male D, Everall I.
Detection of the human immunodeficiency virus regulatory protein Tat in
CNS tissues. J Neurovirology. 2000;6(2):145-55.

Wiley CA, Baldwin M, Achim CL. Expression of HIV regulatory and
structural mRNA in the central nervous system [see comments]. AIDS.
1996;10(8):843-7.

Chauhan A, Turchan J, Pocerich C, Bruce-Keller A, Roth S, Butterfield DA,
Major EO, Nath A. Intracellular human immunodeficiency virus Tat
expression in astrocytes promotes astrocyte survival but induces potent
neurotoxicity at distant sites via axonal transport. J Biol Chem.
2003,;278(15):13512-9.

Johnson TP, Patel K, Johnson KR, Maric D, Calabresi PA, Hasbun R, Nath A.
Induction of IL-17 and nonclassical T-cell activation by HIV-Tat protein. Proc
Natl Acad Sci U S A. 2013;110(33):13588-93.

Atwood WJ, Tornatore CS, Meyers K, Major EO. HIV-T mRNA transcripts
from persistently infected human fetal astrocytes. Ann N Y Acad Sci.
1993,693:324-5.

Benelli R, Barbero A, Ferrini S, Scapini P, Cassatella M, Bussolino F, Tacchetti
C, Noonan DM, Albini A. Human immunodeficiency virus transactivator
protein (Tat) stimulates chemotaxis, calcium mobilization, and activation of
human polymorphonuclear leukocytes: implications for Tat-mediated
pathogenesis. J Infect Dis. 2000;182(6):1643-51.

Eugenin E, King J, Nath A, Calderon M, Zukin R, Bennett M, Berman J.
HIV-tat induces formation of an LRP-PSD-95—- NMDAR-nNOS complex that
promotes apoptosis in neurons and astrocytes. Proc Natl Acad Sci U S A.
2007;104:3438-43.

Cheng J, Nath A, Knudsen B, Hochman S, Geiger JD, Ma M, Magnuson DS.
Neuronal excitatory properties of human immunodeficiency virus type 1 Tat
protein. Neuroscience. 1998;82(1):97-106.

Chen X, Hui L, Geiger NH, Haughey NJ, Geiger JD. Endolysosome
involvement in HIV-1 transactivator protein-induced neuronal amyloid beta
production. Neurobiol Aging. 2013;34(10):2370-8.

Zhou BY, Liu Y, Kim B, Xiao Y, He JJ. Astrocyte activation and dysfunction
and neuron death by HIV-1 Tat expression in astrocytes. Mol Cell Neurosci.
2004;27(3):296-305.

Zhou BY, He JJ. Proliferation inhibition of astrocytes, neurons, and non-glial
cells by intracellularly expressed human immunodeficiency virus type 1
(HIV-1) Tat protein. Neurosci Lett. 2004;359(3):155-8.

Hargus NJ, Thayer SA. Human immunodeficiency virus-1 Tat protein
increases the number of inhibitory synapses between hippocampal neurons
in culture. J Neurosci Off J Soc Neurosci. 2013;33(45):17908-20.

60.

61.

62.

63.

64.

65.

66.

67.

68.

69.

70.

71.

72.

73.

74.

75.

76.

77.

78.

79.

Page 15 of 17

Kim HJ, Martemyanov KA, Thayer SA. Human immunodeficiency virus
protein Tat induces synapse loss via a reversible process that is distinct from
cell death. J Neurosci Off J Soc Neurosci. 2008;28(48):12604-13.

Shin AH, Thayer SA. Human immunodeficiency virus-1 protein Tat induces
excitotoxic loss of presynaptic terminals in hippocampal cultures. Mol Cell
Neurosci. 2013;54:22-9.

Fitting S, Ignatowska-Jankowska BM, Bull C, Skoff RP, Lichtman AH, Wise LE,
Fox MA, Su J, Medina AE, Krahe TE, et al. Synaptic dysfunction in the
hippocampus accompanies learning and memory deficits in human
immunodeficiency virus type-1 Tat transgenic mice. Biol Psychiatry.
2013;73(5):443-53.

Bertrand SJ, Aksenova MV, Mactutus CF, Booze RM. HIV-1 Tat protein
variants: critical role for the cysteine region in synaptodendritic injury. Exp
Neurol. 2013;248:228-35.

Rahimian P, He JJ. Exosome-associated release, uptake, and neurotoxicity of
HIV-1 Tat protein. J Neurovirology. 2016.

Fan Y, Zou W, Green LA, Kim BO, He JJ. Activation of Egr-1 expression in
astrocytes by HIV-1 Tat: new insights into astrocyte-mediated Tat
neurotoxicity. J Neuroimmune Pharmacol. 2011;6(1):121-9.

Carey AN, Liu X, Mintzopoulos D, Paris JJ, Muschamp JW, McLaughlin JP,
Kaufman MJ. Conditional Tat protein expression in the GT-tg bigenic mouse
brain induces gray matter density reductions. Prog Neuro-Psychopharmacol
Biol Psychiatry. 2013;43:49-54.

Hayes AM, Qian S, Yu L, Boris-Lawrie K. Tat RNA silencing suppressor activity
contributes to perturbation of lymphocyte miRNA by HIV-1. Retrovirology.
2011,8:36.

Chang JR, Mukerjee R, Bagashev A, Del Valle L, Chabrashvili T, Hawkins BJ,
He JJ, Sawaya BE. HIV-1 Tat protein promotes neuronal dysfunction through
disruption of microRNAs. J Biol Chem. 2011;286(47):41125-34.

Bagashev A, Mukerjee R, Santerre M, Del Carpio-Cano FE, Shrestha J, Wang
Y, He JJ, Sawaya BE. Involvement of miR-196a in HIV-associated
neurocognitive disorders. Apoptosis : an international journal on
programmed cell death. 2014;19(8):1202-14.

Encinas M, Iglesias M, Liu Y, Wang H, Muhaisen A, Cena V, Gallego C,
Comella JX. Sequential treatment of SH-SY5Y cells with retinoic acid and
brain-derived neurotrophic factor gives rise to fully differentiated,
neurotrophic factor-dependent, human neuron-like cells. J Neurochem.
2000;75(3):991-1003.

Liu Y, Jones M, Hingtgen CM, Bu G, Laribee N, Tanzi RE, Moir RD, Nath A, He
JJ. Uptake of HIV-1 tat protein mediated by low-density lipoprotein
receptor-related protein disrupts the neuronal metabolic balance of the
receptor ligands. Nat Med. 2000,6(12):1380-7.

Ipas H, Guttin A, Issartel JP. Exosomal microRNAs in tumoral U87 MG versus
normal astrocyte cells. MicroRNA. 2015;4(2):131-45.

Chesebro B, Wehrly K, Nishio J, Perryman S. Macrophage-tropic human
immunodeficiency virus isolates from different patients exhibit unusual
V3 envelope sequence homogeneity in comparison with T-cell-tropic
isolates: definition of critical amino acids involved in cell tropism. J
Virol. 1992,66(11):6547-54.

Luo X, Fan Y, Park IW, He JJ. Exosomes are unlikely involved in intercellular
Nef transfer. PLoS ONE. 2015;10(4), e0124436.

Fan YT, A, He, JJ.: STAT3 and its phosphorylation are involved in HIV-1
Tat-induced transactivation of glial fibrillary acidic protein. Current HIV
research 2015, In Press.

Zou W, Wang Z, Liu Y, Fan Y, Zhou BY, Yang XF, He JJ. Involvement of p300
in constitutive and HIV-1 Tat-activated expression of glial fibrillary acidic
protein in astrocytes. Glia. 2010;58(13):1640-8.

Gee K, Angel JB, Ma W, Mishra S, Gajanayaka N, Parato K, Kumar A.
Intracellular HIV-Tat expression induces IL-10 synthesis by the CREB-1
transcription factor through Ser133 phosphorylation and its regulation
by the ERK1/2 MAPK in human monocytic cells. J Biol Chem.
2006,281(42):31647-58.

Gee K, Angel JB, Mishra S, Blahoianu MA, Kumar A. IL-10 regulation by
HIV-Tat in primary human monocytic cells: involvement of calmodulin/
calmodulin-dependent protein kinase-activated p38 MAPK and Sp-1 and
CREB-1 transcription factors. J Immunol. 2007;178(2):798-807.

Gibellini D, Bassini A, Pierpaoli S, Bertolaso L, Milani D, Capitani S, La Placa
M, Zauli G. Extracellular HIV-1 Tat protein induces the rapid Ser133
phosphorylation and activation of CREB transcription factor in both Jurkat
lymphoblastoid T cells and primary peripheral blood mononuclear cells. J
Immunol. 1998;160(8):3891-8.



Rahimian and He Journal of Neuroinflammation (2016) 13:247

80.

81.

82.

83.

84.

85.

86.

87.

88.

89.

90.

91.

92.

93.

94.

95.

96.

97.

98.

99.

100.

102.

Hottiger MO, Nabel GJ. Interaction of human immunodeficiency virus type
1 Tat with the transcriptional coactivators p300 and CREB binding protein. J
Virol. 1998;72(10):8252-6.

Marzio G, Tyagi M, Gutierrez MI, Giacca M. HIV-1 Tat transactivator recruits
p300 and CREB-binding protein histone acetyltransferases to the viral
promoter. Proc Natl Acad Sci U S A. 1998,95(23):13519-24.

Wong K, Sharma A, Awasthi S, Matlock EF, Rogers L, Van Lint C, Skiest DJ,
Burns DK, Harrod R. HIV-1 Tat interactions with p300 and PCAF
transcriptional coactivators inhibit histone acetylation and neurotrophin
signaling through CREB. J Biol Chem. 2005,280(10):9390-9.

Krol J, Loedige |, Filipowicz W. The widespread regulation of microRNA
biogenesis, function and decay. Nat Rev Genet. 2010;11(9):597-610.

Vo N, Klein ME, Varlamova O, Keller DM, Yamamoto T, Goodman RH, Impey
S. A cAMP-response element binding protein-induced microRNA regulates
neuronal morphogenesis. Proc Natl Acad Sci U S A. 2005;102(45):16426-31.
Conaco C, Otto S, Han JJ, Mandel G. Reciprocal actions of REST and a microRNA
promote neuronal identity. Proc Natl Acad Sci U S A. 2006;103(7):2422-7.
Remenyi J, Hunter CJ, Cole C, Ando H, Impey S, Monk CE, Martin KJ, Barton
GJ, Hutvagner G, Arthur JS. Regulation of the miR-212/132 locus by MSK1
and CREB in response to neurotrophins. Biochem J. 2010;428(2):281-91.
Westendorp MO, Frank R, Ochsenbauer C, Stricker K, Dhein J, Walczak H,
Debatin KM, Krammer PH. Sensitization of T cells to CD95-mediated
apoptosis by HIV-1 Tat and gp120. Nature. 1995;375(6531):497-500.

Fan Y, Timani KA, He JJ. STAT3 and its phosphorylation are involved in HIV-1
Tat-induced transactivation of glial fibrillary acidic protein. Curr HIV Res.
2015;13(1):55-63.

Conant K, Garzino-Demo A, Nath A, McArthur JC, Halliday W, Power C, Gallo
RC, Major EO. Induction of monocyte chemoattractant protein-1 in HIV-1
Tat-stimulated astrocytes and elevation in AIDS dementia. Proc Natl Acad
Sci. 1998,95(6):3117-21.

El-Hage N, Gurwell JA, Singh IN, Knapp PE, Nath A, Hauser KF. Synergistic
increases in intracellular Ca2+, and the release of MCP-1, RANTES, and IL-6
by astrocytes treated with opiates and HIV-1 Tat. Glia. 2005;50(2):91-106.
Chen P, Mayne M, Power C, Nath A. The Tat protein of HIV-1 induces tumor
necrosis factor-a production: implications for HIV-1-associated neurological
diseases. J Biol Chem. 1997;272(36):22385-8.

Everall IP, Heaton RK, Marcotte TD, Ellis RJ, McCutchan JA, Atkinson JH,
Grant I, Mallory M, Masliah E. Cortical synaptic density is reduced in
mild to moderate human immunodeficiency virus neurocognitive
disorder. HNRC Group. HIV Neurobehavioral Research Center. Brain
Pathol. 1999,9(2):209-17.

Bertrand SJ, Mactutus CF, Aksenova MV, Espensen-Sturges TD, Booze RM.
Synaptodendritic recovery following HIV Tat exposure: neurorestoration by
phytoestrogens. J Neurochem. 2014;128(1):140-51.

Lewis S. Glia: transporting cargo from A to B. Nat Rev Neurosci.
2013;14(9):589.

Boon RA, Vickers KC. Intercellular transport of microRNAs. Arterioscler
Thromb Vasc Biol. 2013;33(2):186-92.

Numakawa T, Yamamoto N, Chiba S, Richards M, Ooshima Y, Kishi S,
Hashido K, Adachi N, Kunugi H. Growth factors stimulate expression of
neuronal and glial miR-132. Neurosci Lett. 2011,505(3):242-7.

Nudelman AS, DiRocco DP, Lambert TJ, Garelick MG, Le J, Nathanson NM,
Storm DR. Neuronal activity rapidly induces transcription of the CREB-
regulated microRNA-132, in vivo. Hippocampus. 2010;20(4):492-8.
Cardinaux JR, Notis JC, Zhang Q, Vo N, Craig JC, Fass DM, Brennan RG,
Goodman RH. Recruitment of CREB binding protein is sufficient for CREB-
mediated gene activation. Mol Cell Biol. 2000;20(5):1546-52.

Zhong Y, Zhang B, Eum SY, Toborek M. HIV-1 Tat triggers nuclear
localization of ZO-1 via Rho signaling and cAMP response element-binding
protein activation. J Neurosci. 2012;32(1):143-50.

Zauli G, Milani D, Mirandola P, Mazzoni M, Secchiero P, Miscia S,
Capitani S. HIV-1 Tat protein down regulates CREB transcription factor
expression in PC12 neuronal cells through a phosphatidylinositol 3-
kinase/AKT/cyclic nucleoside phosphodiesterase pathway. FASEB J.
2001;15(2):483-91.

. Wu RF, Ma Z, Myers DP, Terada LS. HIV-1 Tat activates dual Nox pathways

leading to independent activation of ERK and JNK MAP kinases. J Biol
Chem. 2007;282(52):37412-9.

Marzio G, Tyagi M, Gutierrez MI, Giacca M. HIV-1 Tat transactivator recruits
p300 and CREB-binding protein histone acetyltransferases to the viral
promoter. Proc Natl Acad Sci. 1998,95(23):13519-24.

103.

104.

105.

106.

108.

110.

1

112.

113.

1

115.

~

118.

122.

124.

4.

Page 16 of 17

Barco A, Marie H. Genetic approaches to investigate the role of CREB in
neuronal plasticity and memory. Mol Neurobiol. 2011;44(3):330-49.
Murray PD, Kingsbury TJ, Krueger BK. Failure of Ca2 + -activated, CREB-dependent
transcription in astrocytes. Glia. 2009,57(8):828-34.

Dugan LL, Kim JS, Zhang Y, Bart RD, Sun Y, Holtzman DM, Gutmann DH.
Differential effects of cAMP in neurons and astrocytes. Role of B-raf J Biol
Chem. 1999,274(36):25842-8.

Nakazawa T, Kuriu T, Tezuka T, Umemori H, Okabe S, Yamamoto T.
Regulation of dendritic spine morphology by an NMDA receptor-
associated Rho GTPase-activating protein, p250GAP. J Neurochem.
2008;105(4):1384-93.

. Nakazawa T, Watabe AM, Tezuka T, Yoshida Y, Yokoyama K, Umemori H,

Inoue A, Okabe S, Manabe T, Yamamoto T. p250GAP, a novel brain-enriched
GTPase-activating protein for Rho family GTPases, is involved in the N-
methyl-d-aspartate receptor signaling. Mol Biol Cell. 2003;14(7):2921-34.
Edbauer D, Neilson JR, Foster KA, Wang CF, Seeburg DP, Batterton MN, Tada
T, Dolan BM, Sharp PA, Sheng M. Regulation of synaptic structure and
function by FMRP-associated microRNAs miR-125b and miR-132. Neuron.
2010,65(3):373-84.

. Armstrong DD, Deguchi K, Antallfy B. Survey of MeCP2 in the Rett syndrome

and the non-Rett syndrome brain. J Child Neurol. 2003;18(10):683-7.
Guy J, Cheval H, Selfridge J, Bird A. The role of MeCP2 in the brain. Annu
Rev Cell Dev Biol. 2011,27:631-52.

. Jugloff DG, Jung BP, Purushotham D, Logan R, Eubanks JH. Increased

dendritic complexity and axonal length in cultured mouse cortical
neurons overexpressing methyl-CpG-binding protein MeCP2. Neurobiol
Dis. 2005;19(1-2):18-27.

Desplats P, Dumaop W, Smith D, Adame A, Everall |, Letendre S, Ellis R,
Cherner M, Grant |, Masliah E. Molecular and pathologic insights from latent
HIV-1 infection in the human brain. Neurology. 2013;80(15):1415-23.

Jin X, Hu H, Mathers PH, Agmon A. Brain-derived neurotrophic factor
mediates activity-dependent dendritic growth in nonpyramidal
neocortical interneurons in developing organotypic cultures. J Neurosci.
2003;23(13):5662-73.

Gorski JA, Zeiler SR, Tamowski S, Jones KR. Brain-derived neurotrophic
factor is required for the maintenance of cortical dendrites. J Neurosci.
2003;23(17):6856-65.

Bamji SX, Rico B, Kimes N, Reichardt LF. BDNF mobilizes synaptic vesicles
and enhances synapse formation by disrupting cadherin-beta-catenin
interactions. J Cell Biol. 2006;174(2):289-99.

. Park SW, Nhu Le H, Cho HY, Seo MK, Lee CH, Ly NN, Choi CM, Lee BJ, Kim

GM, Seol W, et al. p11 mediates the BDNF-protective effects in dendritic
outgrowth and spine formation in B27-deprived primary hippocampal cells.
J Affect Disord. 2016;196:1-10.

. Albrecht D, Garcia L, Cartier L, Kettlun AM, Vergara C, Collados L, Valenzuela

MA. Trophic factors in cerebrospinal fluid and spinal cord of patients with
tropical spastic paraparesis, HIV, and Creutzfeldt-Jakob disease. AIDS Res
Hum Retrovir. 2006;22(3):248-54.

Fields J, Dumaop W, Langford TD, Rockenstein E, Masliah E. Role of neurotrophic
factor alterations in the neurodegenerative process in HIV associated
neurocognitive disorders. J Neuroimmune Pharmacol. 2014:9(2):102-16.

. SuM, Hong J, Zhao Y, Liu S, Xue X. MeCP2 controls hippocampal brain-derived

neurotrophic factor expression via homeostatic interactions with microRNA-132
in rats with depression. Mol Med Rep. 2015;12(4):5399-406.

. Impey S, McCorkle SR, Cha-Molstad H, Dwyer JM, Yochum GS, Boss JM,

McWeeney S, Dunn JJ, Mandel G, Goodman RH. Defining the CREB regulon:
a genome-wide analysis of transcription factor regulatory regions. Cell.
2004;119(7):1041-54.

. Yi LT, Li J, Liu B-B, Luo L, Liu Q, Geng D. BDNF-ERK-CREB signalling

mediates the role of miR-132 in the regulation of the effects of oleanolic
acid in male mice. Journal of psychiatry & neuroscience: JPN. 2014;39(5):348.
Pathania M, Torres-Reveron J, Yan L, Kimura T, Lin TV, Gordon V, Teng Z-Q,
Zhao X, Fulga TA, Van Vactor D. miR-132 enhances dendritic
morphogenesis, spine density, synaptic integration, and survival of newborn
olfactory bulb neurons. PLoS ONE. 2012;7(5), e38174.

. Amir RE, Van den Veyver IB, Wan M, Tran CQ, Francke U, Zoghbi HY. Rett

syndrome is caused by mutations in X-linked MECP2, encoding
methyl-CpG-binding protein 2. Nat Genet. 1999;23(2):185-8.
Kaufmann WE, Naidu S, Budden S. Abnormal expression of
microtubule-associated protein 2 (MAP-2) in neocortex in Rett syndrome.
Neuropediatrics. 1995;26(2):109-13.



Rahimian and He Journal of Neuroinflammation (2016) 13:247 Page 17 of 17

125. Shahbazian MD, Antalffy B, Armstrong DL, Zoghbi HY. Insight into Rett
syndrome: MeCP2 levels display tissue- and cell-specific differences and
correlate with neuronal maturation. Hum Mol Genet. 2002;11(2):115-24.

126. Korkotian E, Segal M. Regulation of dendritic spine motility in cultured
hippocampal neurons. J Neurosci. 2001;21(16):6115-24.

127. Luikart BW, Bensen AL, Washburn EK, Perederiy JV, Su KG, Li Y, Kernie SG,
Parada LF, Westbrook GL. miR-132 mediates the integration of newborn
neurons into the adult dentate gyrus. PLoS ONE. 2011,6(5):¢19077.

Submit your next manuscript to BioMed Central
and we will help you at every step:

* We accept pre-submission inquiries

e Our selector tool helps you to find the most relevant journal

* We provide round the clock customer support

e Convenient online submission

e Thorough peer review

e Inclusion in PubMed and all major indexing services

e Maximum visibility for your research

Submit your manuscript at .
www.biomedcentral.com/submit () BiolMed Central




	Abstract
	Background
	Methods
	Results
	Conclusions

	Background
	Methods
	Cells and cell cultures
	Plasmids, miRNA, and transfections
	Reverse transcription quantitative polymerase chain reaction (qRT-PCR)
	Western blotting
	Immunofluorescence staining
	Lactate dehydrogenase (LDH) release assay
	Exosome isolation
	Virus production and infection
	Data analysis

	Results
	Tat expression and HIV infection-induced miR-132 �expression in astrocytes and neurons
	Tat expression down-modulated expression of miR-132 target genes
	Involvement of CREB phosphorylation and Tat basic domain in Tat-induced miR-132 expression
	miR-132 induction did not contribute to Tat-induced astrocyte activation
	Tat-induced miR-132 expression contributed to Tat direct neurotoxicity
	Tat expression led to increased miR-132 level in astrocyte-derived exosomes
	Astrocyte-derived miR-132 shortened neurites

	Discussion
	Conclusions
	Abbreviations
	Acknowledgements
	Funding
	Availability of data and materials
	Authors’ contributions
	Competing interests
	Consent for publication
	Ethics approval and consent to participate
	References

