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induced renal tubular epithelial cells injury 
to facilitate diabetic nephropathy progression 
through miR-532-3p/ROCK1 axis
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Abstract 

Background: Circular RNA (circRNA) has been shown to mediate diabetic nephropathy (DN) development by regu-
lating renal tubular epithelial cells (RTECs) injury. However, the role and mechanism of circ_0000064 in high glucose 
(HG)-induced RTECs injury have not been fully elucidated.

Methods: Human RTECs (HK-2) were exposed to HG to induce cell injury. Cell oxidative stress was assessed by 
detecting the levels of oxidative stress-markers. Moreover, cell proliferation and apoptosis were determined by CCK8 
assay, EDU assay and flow cytometry. The protein levels of proliferation markers, apoptosis markers and Rho-associ-
ated coiled-coil-containing kinase 1 (ROCK1) were measured using western blot analysis. Furthermore, quantitative 
real-time PCR was performed to assess the expression of circ_0000064, microRNA (miR)-532-3p and ROCK1. The 
interaction between miR-532-3p and circ_0000064 or ROCK1 was confirmed by dual-luciferase reporter assay and 
RNA pull-down assay.

Results: Our results revealed that HG treatment could promote HK-2 cells oxidative stress, apoptosis, fibrosis, and 
inhibit proliferation. Circ_0000064 expression was increased in the serum of DN patients and HG-induced HK-2 cells, 
and silenced circ_0000064 could relieve HG-induced HK-2 cells injury. MiR-532-3p could be sponged by circ_0000064, 
and its overexpression also alleviated HG-induced HK-2 cells injury. Besides, the regulation of circ_0000064 knock-
down on HG-induced HK-2 cells injury could be reversed by miR-532-3p inhibitor. Additionally, ROCK1 was a target 
of miR-532-3p, and its expression was inhibited by circ_0000064 knockdown. The inhibition effect of circ_0000064 
knockdown on HG-induced HK-2 cells injury also could be reversed by overexpressing ROCK1.

Conclusion: In summary, circ_0000064 knockdown might alleviate HG-induced HK-2 cells injury via regulating the 
miR-532-3p/ROCK1 axis, which provided a new perspective for DN treatment.
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Background
Diabetic nephropathy (DN) is the most common micro-
vascular complication in diabetic patients and is related to 
metabolic abnormalities caused by hyperglycemia [1, 2]. 
Recently, the incidence of DN has been increasing year by 
year, and it has become one of the important causes of death 
in diabetic patients [3, 4]. It is of great social significance to 
clarify DN pathogenesis and delay its development. Abnor-
mal function of renal tubular epithelial cells (RTECs) are the 
key joint leading to DN, and its apoptosis can lead to abnor-
mal tubular reabsorption and renal fibrosis, thereby accel-
erating the progression of DN [5, 6]. Therefore, elucidating 
the molecular mechanism that affects the RTECs injury is 
essential for seeking potential therapeutic targets for DN.

Circular RNA (circRNA) is a non-coding RNA formed by 
the covalent closure of the 5’end and 3’end of the precursor 
mRNA [7, 8]. Highly abundant and evolutionarily conserved 
circRNA has been found to play a vital role in cardiovascu-
lar diseases, neurological diseases and cancer [9, 10]. Cur-
rent research believes that circRNA has powerful biological 
functions. It can sponge microRNAs (miRNAs) to indirectly 
regulate mRNA expression, which is called competitive 
endogenous RNA (ceRNA) function [11, 12]. At present, 
many circRNAs have been found to regulate the injury of 
RECTs. For example, circHIPK3 could promote high glu-
cose (HG)-induced HK-2 cells proliferation and inhibit 
apoptosis to alleviate DN progression [13]. Circ_0003928 
was discovered to enhance the apoptosis and inflammatory 
cytokines secretion of HK-2 cells induced by HG, confirm-
ing that circ_0003928 might facilitate DN progression [14].

Circ_0000064 is a newly discovered circRNA that plays 
an important role in DN development. In the past research, 
circ_0000064 knockdown was found to inhibit HG-induced 
mesangial cells oxidative stress, inflammation and extracellu-
lar matrix accumulation [15]. Circ_0000064 also had a posi-
tively regulation on mesangial cells proliferation and fibrosis 
[16]. However, it is not clear whether circ_0000064 can also 
mediate the progression of DN by regulating RECTs injury. 
Past research pointed out that miR-532-3p was significantly 
downregulated in many renal progressive diseases, including 
DN, and its expression was related to the activity of apoptotic 
pathways [17]. Rho-associated coiled-coil-containing kinase 
1 (ROCK1) is a protein serine/threonine kinase that has been 

shown to be involved in a variety of biological functions in 
cells [18]. Many studies have shown that ROCK1 is signifi-
cantly expressed in DN patients and is involved in the regula-
tion of DN progression [19–21].

Here, our study clarified the role and mechanism of 
circ_0000064 in DN development through HG-induced 
RECTs injury. According to our research, we found that 
circ_0000064 could sponge miR-532-3p and miR-532-3p 
could target ROCK1. Therefore, we proposed and veri-
fied the hypothesis that circ_0000064/miR-532-3p/
ROCK1 axis regulates DN progression.

Materials and methods
Serum samples
37 DN patients and 37 normal healthy volunteers (undergo-
ing physical examination) were recruited from Wuhan No.1 
Hospital. DN patients were divided into 2 groups: microal-
buminuria group (30 mg/24 h  < UAER < 300 mg/24 h) and 
macroalbuminuria group (UAER > 300 mg/24 h). The clini-
cal characteristics of DN subjects was shown in Table  1. 
The bloods of patients and normal healthy volunteers were 
collected and centrifuged to obtain serum samples. For our 
research, each participant signed the informed consent. Our 
research was approved by the Ethics Committee of Wuhan 
No.1 Hospital and was performed in accordance with the 
Declaration of Helsinki.

Cell culture and transfection
Human RTECs (HK-2; ATCC, Manassas, VA, USA) were 
cultured in DMEM medium (Gibco, Grand Island, NY, 
USA) supplemented with 10% FBS (Gibco) and 1% penicil-
lin/streptomycin (Invitrogen, Carlsbad, CA, USA) at 37 °C 
with 5%  CO2. For confirming the effect of HG on the bio-
logical functions of HK-2 cells, HK-2 cells were cultured 
under normal glucose (NG, 5.6 mM D-glucose; Sigma-
Aldrich, St. Louis, MO, USA), HG (30 mM D-glucose) and 
high-mannitol (5.6 mM D-glucose + 24.4 mM mannitol) 
conditions for 24 h as previously described [22, 23].

Cell transfection
The small interference RNA of circ_0000064 (si-
circ_0000064), miR-532-3p mimic or inhibitor (miR-
532-3p or anti-miR-532-3p), pcDNA3.1 ROCK1 
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overexpression vector, the siRNA of ROCK1 (si-ROCK1), 
and their negative controls were synthesized from 
Genepharma (Shanghai, China). Lipofectamine 3000 
(Invitrogen) was used to transfect the siRNA (50 nM), 
miRNA mimic (50 nM), miRNA inhibitor (50 nM) and 
vectors (4.0 μg) into HK-2 cells. After transfection for 
24 h, cells were treated with HG for 24 h.

Determination of SOD and MDA levels
The levels of SOD and MDA in the lysates of HK-2 cells 
were measured to assess cell oxidative stress according 
to the instructions of SOD and MDA Assay Kits (Shang-
hai Enzyme-linked Biotechnology Co., Ltd., Shanghai, 
China), respectively.

Cell counting kit 8 (CCK8) assay
After transfection or treatment, HK-2 cells were har-
vested and re-seeded into 96-well plates. After cultured 
for 48 h, 10 μL CCK8 solution (Dojindo, Kumamoto, 
Japan) was added into cells and incubated for 4 h. Finally, 
the optical density (OD) was measured by a microplate 
reader at 450 nm to assess cell viability.

EDU assay
EDU Cell Proliferation Kit (Beyotime, Shanghai, China) 
was used to measure cell proliferation. In brief, HK-2 cells 
in 6-well plates were cultured for 48 h. Then, cells were 
treated with EDU solution for 2 h, Click Reaction Buffer for 
30 min and DAPI solution for 10 min. Under a fluorescence 
microscope, cell fluorescence images were obtained and 
EDU positive cells were counted using Image J software.

Western blot (WB) analysis
RIPA lysis buffer (Beyotime) was used to extract total 
protein. 30 μg protein was separated by 10% SDS-PAGE 

gel and transferred to PVDF membrane followed by 
hatched with non-fat milk. Afterwards, the membranes 
were treated with anti-PCNA (1:1000, ab18197, Abcam, 
Cambridge, MA, USA), anti-cyclin D1 (1:1000, ab16663, 
Abcam), anti-Bax (1:2000, ab32503, Abcam), anti-
Bcl2 (1:5000, ab182858, Abcam), anti-ROCK1 (1:500, 
ab134181, Abcam), anti-cleaved-caspase3 (1:1000, 
ab2302, Abcam), anti-α-SMA (1:1000, ab5694, Abcam), 
anti-collagen I (1:1000, ab34710, Abcam) or anti-β-actin 
(1:1000, ab8227, Abcam) followed by incubated with 
Goat Anti-Rabbit IgG antibody (1:20,000, ab205718, 
Abcam). BeyoECL Moon Detection Kit (Beyotime) was 
used to visualize the protein bands and the band density 
was analyzed by Image J Software.

Flow cytometry
After transfection or treatment, HK-2 cells were har-
vested and washed with PBS. After suspended with 
1 × binding buffer, cells were then stained with Annexin 
V-FITC and PI solution in the dark for 15 min in accord-
ance with the instructions of Annexin V-FITC Apoptosis 
Kit (Biovision, Milpitas, CA, USA). FACScan flow cytom-
eter was used for analyzing, and cell apoptosis rate was 
analyzed by CellQuest software. For measuring cell cycle 
process HK-2 cells were fixed with precooled 70% etha-
nol and stained with RNase A and PI solution for 30 min 
in line with the instructions of Cell Cycle Detection Kit 
(Beyotime). Finally, cell cycle distribution was analyzed 
using FACScan flow cytometry.

Quantitative real‑time PCR (qRT‑PCR)
Total RNA from serum samples and HK-2 cells was 
extracted using RNAiso reagent (TaKaRa, Dalian, 
China), and cDNA was synthesized by PrimeScript RT 
Reagent Kit (TaKaRa). QRT-PCR was performed by 

Table 1 Characteristics of the participants stratified

BMI body mass index, SBP Systolic blood pressure, DBP Diastolic blood pressure, PP Pulse pressure, FPG Fasting plasma glucose, eGFR Estimated glomerular filtration 
rate, UACR  Urinary albumin-to-creatinine ratio, TG Triglycerides, TC Total cholesterol

Clinical parameter normal microalbuminuria macroalbuminuria

Age (years) 51.6 ± 10.5 60.1 ± 11.8 65.9 ± 12.8

Duration of diabetes (years) 5 (1, 8) 9 (4, 14) 12 (9, 22)

BMI (kg/m2) 24.1 (22.4, 25.9) 24.8 (22.5, 27.1) 25.1 (23.1, 26.1)

SBP (mmHg) 133 ± 19 147 ± 20 151 ± 22

DBP (mmHg) 82 ± 12 86 ± 13 84 ± 11

PP (mmHg) 49 (42, 58) 55 (44, 66) 66 (48, 78)

FPG (mmol/L) 7.68 (6.32, 9.61) 8.66 (6.32, 10.25) 8.96 (6.65, 10.95)

eGFR (ml/min/1.73m2) 101.2 (92.3, 108.5) 89.2 (80.5, 96.8) 52.3 (41.5, 59.6)

UACR (mg/g) 8 (5, 13) 99 (62, 149) 411 (198, 771)

TG (mmol/L) 1.55 (1.01, 2.15) 1.75 (1.98, 2.36) 1.76 (1.89, 2.59)

TC (mmol/L) 4.81 (4.01, 5.63) 5.12 (4.65, 5.96) 5.01 (4.33, 5.75)
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SYBR Green Reagent (TaKaRa) and specific primers. 
Fold change was calculated with  2-ΔΔCT method and nor-
malized by β-actin or U6. The primer sequences were 
shown in Table 2.

Dual‑luciferase reporter assay
According to the binding sites and mutant sites between 
miR-532-3p and circ_0000064 or ROCK1 3’UTR, the 
wild-type and mutant-type vectors of circ_0000064 
 (circ_0000064WT/MUT or ROCK1-3’UTR WT/MUT) were 
constructed using pmirGLO luciferase reporter. HK-2 
cells were transfected with miR-532-3p mimic and the 
above vectors using Lipofectamine 3000. 48 h later, lucif-
erase activity (Firefly/Renilla) was evaluated using Dual-
luciferase Reporter Gene Assay Kit (Beyotime).

RNA pull‑down assay
This assay was used to further confirm the interac-
tion between circ_0000064 and miR-532-3p. In brief, 
biotin-labeled miR-532-3p probe (Bio-miR-532-3p) and 
negative control probe (Bio-miR-NC) constructed and 
synthesized by Genepharma were transfected into HK-2 
cells. 48 later, cell lysates were incubated with Dynabeads 
Streptavidin (Invitrogen), and circ_0000064 enrichment 
was examined by qRT-PCR.

Table 2 Primer sequences used for PCR

Name Primers for PCR (5′‑3′)

circ_0000064 Forward CTA GAG GCG GTG GCG TTG 

Reverse TGA GGT CCC CAG TGCCC 

ROCK1 Forward AAA TTG CTT TCC GCT GCT GG

Reverse CGC AGC AGG TTG TCC ATT TT

miR-532-3p Forward GCC GAG CCT CCC ACA CCC AAGG 

Reverse CTC AAC TGG TGT CGT GGA G

β-actin Forward CTT CGC GGG CGA CGAT 

Reverse CCA CAT AGG AAT CCT TCT GACC 

U6 Forward CTC GCT TCG GCA GCACA 

Reverse AAC GCT TCA CGA ATT TGC GT

Fig. 1 HG could induce HK-2 cells injury. HK-2 cells were cultured under HG, NG or mannitol condition. A-B Cell oxidative stress was assessed by 
determining the levels of SOD and MDA. CCK8 assay (C) and EDU assay (D) were performed to assess cell proliferation. E-G The protein expression of 
PCNA and cyclin D1 was measured by WB analysis. H Cell apoptosis rate was evaluated by flow cytometry. I-K WB analysis was used to examine the 
protein expression of Bax and Bcl2. ***P < 0.001
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Statistical analysis
Data were presented as mean ± SD from 3 independent 
experiments. Statistical analysis was performed using 
GraphPad Prism Version 8.0. Differences between groups 
were analyzed using Student’s t-test or ANOVA followed 
by Tukey’s post-hoc test. P < 0.05 was considered signifi-
cant difference.

Results
HG could induce HK‑2 cells injury
After HG treatment, we assessed the oxidative stress, 
proliferation and apoptosis of HK-2 cells. Through 
detecting the levels of oxidative stress markers, we 
found that SOD level was reduced and MDA level was 
enhanced in HG-treated HK-2 cells compared to the NG 
group and mannitol group (Fig.  1A-B). Further analysis 
showed that HG could inhibit the viability and the EDU 
positive cells (Fig. 1C-D), as well as decease the protein 
expression of proliferation markers PCNA and cyclin D1 
(Fig.  1E-G). In addition, HG treatment also enhanced 
cell apoptosis rate, increased apoptosis marker Bax and 
cleaved-caspase3 protein expression, promoted fibrosis 

marker α-SMA and collagen I protein expression, and 
deceased anti-apoptosis marker Bcl2 protein expression 
in HK-2 cells (Fig.  1H-K and Supplementary Fig.  1A). 
These data indicated that HG could promote the oxida-
tive stress and apoptosis, while inhibit the proliferation of 
HK-2 cells, confirming that HG could induce HK-2 cells 
injury.

Circ_0000064 was overexpressed in DN patients 
and HG‑induced HK‑2 cells
Circ_0000064, located at chr1: 44446997-44,447,136, has 
a length of 139 bp and is derived from B4GALT2 genic 
(Fig.  2A). By detecting the expression of circ_0000064 
in the serum of DN patients and normal healthy volun-
teers, we confirmed that circ_0000064 was upregulated 
in DN patients with microalbuminuria and was higher in 
macroalbuminuria patients (Fig. 2B). Besides, the highly 
expressed circ_0000064 also was found in HG-induced 
HK-2 cells compared to the NG group and mannitol 
group (Fig. 2C). This suggested that the high expression 
of circ_0000064 might be related to the progression of 
DN.

Fig. 2 Circ_0000064 was overexpressed in DN patients and HG-induced HK-2 cells. A The basic information of circ_0000064 was shown. B The 
expression of circ_0000064 in the serum of DN patients with microalbuminuria or macroalbuminuria and normal healthy volunteers was measured 
by qRT-PCR. C QRT-PCR was performed to detect circ_0000064 expression in HK-2 cells under HG, NG or mannitol condition. ***P < 0.001
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Circ_0000064 knockdown alleviated HG‑induced HK‑2 cells 
injury
To determine the role of circ_0000064 in DN pro-
gression, circ_0000064 was silenced in HK-2 cells 
using si-circ_0000064. The detection of circ_0000064 

expression confirmed that si-circ_0000064 indeed 
reduced circ_0000064 expression in HG-induced HK-2 
cells (Fig.  3A). After knockdown of circ_0000064, 
HG-induced oxidative stress in HK-2 cells could 
be significantly reduced, showing that SOD level 

Fig. 3 Circ_0000064 knockdown alleviated HG-induced HK-2 cells injury. HK-2 cells were transfected with si-NC or si-circ_0000064 and then treated 
with HG. A QRT-PCR was used to measure circ_0000064 expression. B-C The levels of SOD and MDA were measured to assess cell oxidative stress. 
CCK8 assay (D) and EDU assay (E) were used to detect cell proliferation. F-H WB analysis was utilized to determine the protein expression of PCNA 
and cyclin D1. I Flow cytometry was used to assess cell apoptosis rate. J-L The protein expression of Bax and Bcl2 was detected by WB analysis. 
**P < 0.01, ***P < 0.001
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was increased and MDA level was decreased in the 
HG + si-circ_0000064 group (Fig.  3B-C). Moreover, 
circ_0000064 silencing could enhance the viability, 
EDU positive cells and the protein expression of PCNA 
and cyclin D1 in HG-induced HK-2 cells (Fig.  3D-H). 
Also, the detection of cell cycle distribution showed 
that si-circ_0000064 promoted the cell cycle in HG-
treated HK-2 cells, while anti-miR-532-3p reversed 
this effect (Supplementary Fig.  2). Also, downregula-
tion of circ_0000064 inhibited the apoptosis rate and 
suppressed Bax, cleaved-caspase3, α-SMA and col-
lagen I protein expression, while promoted Bcl2 pro-
tein expression in HG-induced HK-2 cells (Fig.  3I-L 
and Supplementary Fig.  1B). Above all, these results 
showed that circ_0000064 knockdown could relieve 
HG-induced HK-2 cells injury, confirming that 
circ_0000064 might promote DN progression.

MiR‑532‑3p could be sponged by circ_0000064
To explore the mechanism of circ_0000064 regulated 
DN progression, the circinteractome online software 
was used to search for the targeted miRNA. As a result, 
we found the complementary binding sites between 
miR-532-3p and circ_0000064 (Fig.  4A). MiR-532-3p 
was discovered to be lowly expressed in the serum of 
DN patients and HG-induced HK-2 cells (Fig. 4B-C). In 
addition, dual-luciferase reporter assay and RNA pull-
down assay were used to further verify the interaction 
between miR-532-3p and circ_0000064. The results 
showed that miR-532-3p mimic could only specifi-
cally inhibit the luciferase activity of  circ_0000064WT 
vector (Fig.  4D), and circ_0000064 could be mark-
edly enriched in the Bio-miR-532-3p probe (Fig.  4E). 
These results revealed that circ_0000064 could sponge 
miR-532-3p.

Fig. 4 MiR-532-3p could be sponged by circ_0000064. A The binding sites and mutant sites between circ_0000064 and miR-532-3p were shown. 
B The expression of miR-532-3p was detected by qRT-PCR in the serum of DN patients with microalbuminuria or macroalbuminuria and normal 
healthy volunteers. C QRT-PCR was used to measure the miR-532-3p expression in HK-2 cells under HG, NG or mannitol condition. Dual-luciferase 
reporter assay (D) and RNA pull-down assay (E) were used to assess the interaction between circ_0000064 and miR-532-3p. ***P < 0.001
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Fig. 5 MiR-532-3p relieved HG-induced HK-2 cells injury. HK-2 cells were transfected with miR-NC or miR-532-3p mimic and then treated with 
HG. A The expression of miR-532-3p was detected by qRT-PCR. B-C Cell oxidative stress was analyzed by detecting the levels of SOD and MDA. 
Cell proliferation was assessed using CCK8 assay (D) and EDU assay (E). F-H The protein expression of PCNA and cyclin D1 was examined using WB 
analysis. I Cell apoptosis rate was analyzed using flow cytometry. J-L The protein expression of Bax and Bcl2 was determined using WB analysis. 
**P < 0.01, ***P < 0.001
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MiR‑532‑3p relieved HG‑induced HK‑2 cells injury
To confirm the role of miR-532-3p in DN progression, 
HK-2 cells were transfected with miR-532-3p mimic 
and then treated with HG. By detecting miR-532-3p 
expression, we confirmed that miR-532-3p expres-
sion was significantly enhanced in HG-induced HK-2 

cells (Fig.  5A). Overexpressed miR-532-3p increased 
SOD level and inhibited MDA level in HG-induced 
HK-2 cells (Fig.  5B-C). Meanwhile, the proliferation 
of HK-2 cells induced by HG was markedly promoted 
by miR-532-3p overexpression, which showed that the 
cell viability, the EDU positive cells and the protein 

Fig. 6 Circ_0000064 regulated HG-induced HK-2 cells injury by sponging miR-532-3p. A QRT-PCR analysis was performed to measure miR-532-3p 
expression in HG-induced HK-2 cells transfected with anti-miR-NC or anti-miR-532-3p. B-L HK-2 cells were transfected with si-NC, si-circ_0000064, 
si-circ_0000064 + anti-miR-NC or si-circ_0000064 + anti-miR-532-3p, and then treated with HG. B-C The levels of SOD and MDA were determined to 
measure cell oxidative stress. Cell proliferation was analyzed using CCK8 assay (D) and EDU assay (E). F-H WB analysis was used to detect the protein 
expression of PCNA and cyclin D1. I Cell apoptosis rate was analyzed by flow cytometry. J-L The protein expression of Bax and Bcl2 was examined 
by WB analysis. *P < 0.05, **P < 0.01, ***P < 0.001
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expression of PCNA and cyclin D1 were increased in 
the HG + miR-532-3p group (Fig.  5D-H). In addition, 
miR-532-3p mimic also suppressed the apoptosis rate 
and the Bax, cleaved-caspase3, α-SMA and collagen 
I protein expression, while enhanced the Bcl2 protein 
expression in HG-induced HK-2 cells (Fig.  5I-L and 
Supplementary Fig.  1C). All data showed that miR-
532-3p might play a negative role in DN progression.

Circ_0000064 regulated HG‑induced HK‑2 cells injury 
by sponging miR‑532‑3p
To investigate whether circ_0000064 sponged miR-
532-3p to regulate DN progression, we performed 

the rescue experiments. The transfection of anti-miR-
532-3p indeed reduced miR-532-3p expression in HG-
induced HK-2 cells (Fig.  6A). After that, HK-2 cells 
were co-transfected with si-circ_0000064 and anti-miR-
532-3p followed by treated with HG. Our data showed 
that the enhancing effect of si-circ_0000064 on SOD 
level and the suppressive effect on MDA level in HG-
induced HK-2 cells could be abolished by miR-532-3p 
inhibitor (Fig. 6B-C). Meanwhile, miR-532-3p inhibitor 
also reversed the promotion effects of si-circ_0000064 
on cell viability, the EDU positive cells, and the pro-
tein expression of PCNA and cyclin D1 in HG-induced 
HK-2 cells (Fig.  6D-H). Through measuring cell 

Fig. 7 MiR-532-3p targeted ROCK1. A The binding sites and mutant sites between miR-532-3p and ROCK1 3’UTR were shown. B-C The mRNA 
and protein expression of ROCK1 in the serum of DN patients with microalbuminuria or macroalbuminuria and normal healthy volunteers was 
examined by qRT-PCR and WB analysis. D WB analysis was used to measure the protein expression of ROCK1 in HK-2 cells under HG, NG or mannitol 
condition. E Dual-luciferase reporter assay was used to confirm the interaction between miR-532-3p and ROCK1. F ROCK1 protein expression 
was detected by WB analysis in HK-2 cells transfected with anti-miR-NC or anti-miR-532-3p. G WB analysis was used to measure ROCK1 protein 
expression in HK-2 cells transfected with si-NC, si-circ_0000064, si-circ_0000064 + anti-miR-NC or si-circ_0000064 + anti-miR-532-3p. **P < 0.01, 
***P < 0.001
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apoptosis rate and the protein expression of Bax, Bcl2, 
cleaved-caspase3, α-SMA and collagen I, we confirmed 
that the inhibitory effect of circ_0000064 knockdown 
on the apoptosis and fibrosis of HG-induced HK-2 cells 
could be eliminated by miR-532-3p inhibitor (Fig. 6I-L 
and Supplementary Fig. 1D). Hence, these data showed 
that circ_0000064 sponged miR-532-3p to regulate DN 
progression.

MiR‑532‑3p targeted ROCK1
Subsequently, targetscan software was used to pre-
dict the target of miR-532-3p, and ROCK1 3’UTR was 
found to have binding sites with miR-532-3p (Fig. 7A). 
In the serum of DN patients with microalbuminu-
ria and macroalbuminuria, ROCK1 was significantly 
upregulated compared to normal healthy volunteers at 
the mRNA level and protein level (Fig. 7B-C). Besides, 

Fig. 8 ROCK1 partially reversed the regulation of si-circ_0000064 on HG-induced HK-2 cells injury. A WB analysis was used to detect ROCK1 protein 
expression in HG-induced HK-2 cells transfected with pcDNA3.1 or ROCK1 overexpression vector. B-L HK-2 cells were transfected with si-NC, 
si-circ_0000064, si-circ_0000064 + pcDNA3.1 or si-circ_0000064 + ROCK1, and then treated with HG. B-C Cell oxidative stress was evaluated by 
measuring the levels of SOD and MDA. Cell proliferation was detected by CCK8 assay (D) and EDU assay (E). (F-H) The protein expression of PCNA 
and cyclin D1 was detected using WB analysis. I Cell apoptosis rate was determined using flow cytometry. J-L WB analysis was performed to analyze 
the protein expression of Bax and Bcl2. *P < 0.05, **P < 0.01, ***P < 0.001
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ROCK1 protein expression also was markedly increased 
in HG-induced HK-2 cells (Fig.  7D). Using dual-lucif-
erase reporter assay, we found that miR-532-3p mimic 
could inhibit the luciferase activity of ROCK1-3’UTR 
WT vector without affecting that of the ROCK1-3’UTR 
MUT vector, confirming the interaction between ROCK1 
and miR-532-3p (Fig.  7E). After silenced miR-532-3p 
using anti-miR-532-3p, ROCK1 protein expression was 
discovered to be upregulated in HK-2 cells (Fig.  7F). 
Moreover, silenced circ_0000064 remarkably reduced 
ROCK1 protein expression, while this effect could 
be reversed by miR-532-3p inhibitor (Fig.  7G). These 
data illuminated that circ_0000064 could sponge miR-
532-3p to positively regulate ROCK1.

ROCK1 partially reversed the regulation of si‑circ_0000064 
on HG‑induced HK‑2 cells injury
Then, we assessed the effect of ROCK1 in HG-induced 
HK-2 cells injury. After HK-2 cells were transfected si-
ROCK1 and treated with HG, we found that si-ROCK1 
inhibited ROCK1 protein expression induced by HG 
(Supplementary Fig. 3A). The addition of si-ROCK1 also 
increased SOD level and suppressed MDA level in HG-
induced HK-2 cells (Supplementary Fig.  3B-C). ROCK1 
knockdown accelerates cell viability, EDU incorpora-
tion, and the protein expression of PCNA and Cyclin D1 
in HG-induced HK-2 cells (Supplementary Fig.  3D-H). 
Not only that, downregulation of ROCK1 inhibited cell 
apoptosis rate and the protein expression of Bax, cleaved-
caspase3, α-SMA and collagen I, while increased the 
Bcl2 protein expression in HG-induced HK-2 cells (Sup-
plementary Fig. 3I-M). These data revealed that ROCK1 
might contribute to HG-induced HK-2 cells injury. To 
further confirm that circ_0000064 regulated DN pro-
gression by regulating ROCK1, we performed the rescue 
experiments. After transfected with ROCK1 overex-
pression vector into HG-induced HK-2 cells, ROCK1 
protein expression was markedly enhanced, confirming 
the transfection efficiency of ROCK1 overexpression 
vector (Fig.  8A). Then, HK-2 cells were co-transfected 
with si-circ_0000064 and ROCK1 overexpression vector 
followed by treated with HG. Our data showed that over-
expressed ROCK1 reversed the increasing effect of si-
circ_0000064 on SOD level and the decreasing effect on 
MDA level in HG-induced HK-2 cells (Fig. 8B-C). Also, 
the promotion effects of circ_0000064 knockdown on cell 
viability, the EDU positive cells and the protein expres-
sion of PCNA and cyclin D1 in HG-induced HK-2 cells 
could be abolished by overexpressing ROCK1 (Fig.  8D-
H). Additionally, the suppressive effect of si-circ_0000064 
on cell apoptosis rate also was reversed by ROCK1 over-
expression (Fig. 8I). Furthermore, we also observed that 
Bax, cleaved-caspase3, α-SMA and collagen I protein 

expression levels were increased and Bcl2 protein expres-
sion was decreased in the co-transfection group (Fig. 8J-L 
and Supplementary Fig. 1E). Therefore, our data showed 
that circ_0000064 knockdown alleviated DN progression 
through inhibiting ROCK1.

Discussion
The pathogenesis of DN is closely related to hypergly-
cemia, but its specific mechanism is still unclear. Stud-
ies have shown that oxidative injury and apoptosis of 
RTECs can be observed in the early stage of DN under 
HG environment [24, 25]. Therefore, RTECs injury is an 
important cause of DN development. Here, we exposed 
HK-2 cells to HG conditions to investigate the function 
of circ_0000064 in HG-induced RTECs injury. Many 
past studies had shown that circ_0000064 was highly 
expressed in cancer tissues and promoted the malignant 
progression of cancers, including gastric cancer [26], lung 
cancer [27] and hepatocellular carcinoma [28]. Our study 
showed that circ_0000064 knockdown alleviated HG-
induced HK-2 cells oxidative stress, apoptosis and fibro-
sis, suggesting that circ_0000064 might be a key regulator 
in promoting DN progression, which was consistent with 
previous conclusions [15, 16]. This result once again con-
firmed that targeted inhibition of circ_0000064 might be 
an effective way to alleviate the progression of DN.

The ceRNA mechanism of circRNA has been con-
firmed in many studies. At present, circ_0000064 is 
believed to target miR-30c-5p or miR-143 to regulate 
the biological function of mesangial cells, thereby medi-
ating the progression of DN [15, 16]. Here, we revealed 
a novel target miRNA of circ_0000064, miR-532-3p. In 
past studies, miR-532-3p has been found to play a dif-
ferent role in different types of cancers. Gu et al. showed 
that miR-532-3p could suppress colorectal cancer prolif-
eration and promote apoptosis to inhibit cancer devel-
opment [29]. On the contrary, Wang et  al. reported 
that miR-532-3p had a promotion effect on hepatocel-
lular carcinoma proliferation and metastasis [30]. MiR-
532-3p had been shown to promote ox-LDL-induced 
vascular smooth muscle cells proliferation and migra-
tion [31]. The dysregulation of miR-532-3p-CSF2RA 
axis was associated with vulnerable plaque formation 
[32]. Studies had shown that the expression of circulat-
ing miRNAs, including miR-532-3p, could be altered 
by regular endurance training [33]. A recent study has 
shown that miR-532-3p could inhibit oxidative stress 
injury caused by cerebral ischemia/reperfusion, suggest-
ing that it might be a potential target for ischemic stroke 
treatment [34]. In diabetes, the miR-532-3p expression 
might be related to chronic inflammation and oxida-
tive stress [35], and it might regulate GLUT/HK2 path-
way to participate in insulin resistance [36]. In this, we 
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confirmed that miR-532-3p had a decreased expression 
in DN patients and HG-induced HK-2 cells. The results 
of functional experiments suggested that miR-532-3p 
overexpression promoted HG-induced HK-2 cells pro-
liferation, while inhibited oxidative stress, apoptosis and 
fibrosis. The anti-oxidative stress injury effect of miR-
532-3p was confirmed in our study, which was similar to 
the previous results [34]. Additionally, the reversal effect 
of miR-532-3p inhibitor on si-circ_0000064-mediated 
HK-2 cells injury under HG condition also demonstrated 
that circ_0000064 sponged miR-532-3p to regulate DN 
progression.

ROCK1 could promote glomeruli endothelial-mes-
enchymal transition to enhance albuminuria, thereby 
aggravating DN progression [19]. Also, knockdown of 
ROCK1 was confirmed to inhibit mitochondrial fission 
to alleviate the development of DN [20, 21]. According 
to the latest research, islet transplantation could relieve 
podocytes injury via inhibiting ROCK1-related pathway 
[37]. Here, we confirmed that ROCK1 was targeted by 
miR-532-3p, and revealed that circ_0000064 sponged 
miR-532-3p to upregulate ROCK1. After overexpress-
ing ROCK1, we discovered that the si-circ_0000064-
mediated HK-2 cells injury could be reversed, which 
further confirmed that the regulation of circ_0000064 on 
DN progression was achieved by mediating the expres-
sion of ROCK1. Previous studies have shown that the 
expression of ROCK1 is related to apoptosis and oxi-
dative stress, and the loss of ROCK1 activity can effec-
tively inhibit apoptosis and oxidative stress [38, 39]. In 
this, we confirmed that ROCK1 had a pro-apoptosis 
and pro-oxidative stress role in HG-induced HK-2 cells. 
Above all, our study putted forward the result that the 
circ_0000064/miR-532-3p/ROCK1 axis mediated the 
progression of DN.

Conclusion
In summary, our study showed that circ_0000064 facili-
tated RTECs injury under HG conditions by targeting the 
miR-532-3p/ROCK1 axis to promote DN progression. 
The mitigation effect of si-circ_0000064 on RTECs injury 
revealed that circ_0000064 might be a potential target for 
DN treatment. Of course, there are some limitations to 
our research. Due to limited conditions, we have not car-
ried out in vivo tests to further confirm our conclusions. 
In future studies, we will build animal models to verify 
our experimental results.

Abbreviations
DN: Diabetic nephropathy; ROCK1: Rho-associated coiled-coil-containing 
kinase 1; RTECs: Renal tubular epithelial cells; CircRNA: Circular RNA; miRNAs: 
microRNAs; ceRNA: competitive endogenous RNA; HG: High glucose.

Supplementary Information
The online version contains supplementary material available at https:// doi. 
org/ 10. 1186/ s12902- 022- 00968-x.

Additional file 1: Supplementary Figure 1. The protein expression of 
cleaved-caspase3, α-SMA and collagen I. Protein expression was detected 
under the treatment conditions as shown in Fig. 1 (A), Fig. 3 (B), Fig. 5 (C), 
Fig. 6 (D) and Fig. 8 (E). **P < 0.01, ***P < 0.001.

Additional file 2: Supplementary Figure 2. Effects of si-circ_0000064 
and anti-miR-532-3p on cell cycle. HK-2 cells were transfected with si-NC 
or si-circ_0000064 and then treated with HG. Cell cycle distribution was 
assessed by flow cytometry. *P < 0.05, **P < 0.01, ***P < 0.001.

Additional file 3: Supplementary Figure 3. Knockdown of ROCK1 
relieved HG-induced HK-2 cells injury. HK-2 cells were transfected with 
si-NC or si-ROCK1 and then treated with HG. (A) The ROCK1 protein 
expression was detected by WB analysis. (B-C) Cell oxidative stress was 
analyzed by detecting SOD and MDA levels. CCK8 assay (D) and EDU assay 
(E) were used to assess cell proliferation. (F-H) The protein expression of 
PCNA and cyclin D1 was tested by WB analysis. (I) Flow cytometry was 
used to examine cell apoptosis rate. (J-M) The protein expression was 
determined by WB analysis. **P < 0.01, ***P < 0.001.

Acknowledgments
None.

Authors’ contributions
All authors have been involved in the management of the patient and in the 
conception of the manuscript. HW and HZ have been involved in the drafting 
of the manuscript or its critical revision for important intellectual content. All 
authors have read and approved the final manuscript.

Funding
None.

Availability of data and materials
The analyzed data sets generated during the present study are available from 
the corresponding author on reasonable request.

Declarations

Ethics approval and consent to participate
Written informed consents were obtained from all participants and this study 
was permitted by the Ethics Committee of Wuhan No.1 Hospital and was 
performed in accordance with the Declaration of Helsinki.

Consent for publication
Not applicable.

Competing interests
The authors declare that there are no conflicts of interest.

Author details
1 Department of Nephrology, Wuhan No.1 Hospital, Wuhan 430022, Hubei, 
China. 2 Department of Nephrology, Baoji Central Hospital, No.8 Jiangtan Road, 
Weibin District, Baoji 721008, Shaanxi, China. 

Received: 10 August 2021   Accepted: 22 February 2022

References
 1. Schernthaner G, Schernthaner GH. Diabetic nephropathy: new 

approaches for improving glycemic control and reducing risk. J Nephrol. 
2013;26(6):975–85.

 2. Dronavalli S, Duka I, Bakris GL. The pathogenesis of diabetic nephropathy. 
Nat Clin Pract Endocrinol Metab. 2008;4(8):444–52.

https://doi.org/10.1186/s12902-022-00968-x
https://doi.org/10.1186/s12902-022-00968-x


Page 14 of 14Wang et al. BMC Endocrine Disorders           (2022) 22:67 

•
 
fast, convenient online submission

 •
  

thorough peer review by experienced researchers in your field

• 
 
rapid publication on acceptance

• 
 
support for research data, including large and complex data types

•
  

gold Open Access which fosters wider collaboration and increased citations 

 
maximum visibility for your research: over 100M website views per year •

  At BMC, research is always in progress.

Learn more biomedcentral.com/submissions

Ready to submit your researchReady to submit your research  ?  Choose BMC and benefit from: ?  Choose BMC and benefit from: 

 3. Usuelli V, La Rocca E. Novel therapeutic approaches for diabetic nephrop-
athy and retinopathy. Pharmacol Res. 2015;98:39–44.

 4. Andresdottir G, Jensen ML, Carstensen B, Parving HH, Hovind P, Hansen 
TW, et al. Improved prognosis of diabetic nephropathy in type 1 diabetes. 
Kidney Int. 2015;87(2):417–26.

 5. Liu L, Wang Y, Yan R, Liang L, Zhou X, Liu H, et al. BMP-7 inhibits renal 
fibrosis in diabetic nephropathy via miR-21 downregulation. Life Sci. 
2019;238:116957.

 6. Yao Y, Davis G, Harrison JC, Walker RJ, Sammut IA. Renal functional 
responses in diabetic nephropathy following chronic bilateral renal 
denervation. Autonomic Neurosci Basic Clin. 2017;204:98–104.

 7. Li X, Yang L, Chen LL. The biogenesis, functions, and challenges of circular 
RNAs. Mol Cell. 2018;71(3):428–42.

 8. Chen LL. The biogenesis and emerging roles of circular RNAs. Nat Rev Mol 
Cell Biol. 2016;17(4):205–11.

 9. Kristensen LS, Andersen MS, Stagsted LVW, Ebbesen KK, Hansen TB, Kjems 
J. The biogenesis, biology and characterization of circular RNAs. Nat Rev 
Genet. 2019;20(11):675–91.

 10. Lei B, Tian Z, Fan W, Ni B. Circular RNA: a novel biomarker and therapeutic 
target for human cancers. Int J Med Sci. 2019;16(2):292–301.

 11. Thomson DW, Dinger ME. Endogenous microRNA sponges: evidence and 
controversy. Nat Rev Genet. 2016;17(5):272–83.

 12. Zhong Y, Du Y, Yang X, Mo Y, Fan C, Xiong F, et al. Circular RNAs function as 
ceRNAs to regulate and control human cancer progression. Mol Cancer. 
2018;17(1):79.

 13. Zhuang L, Wang Z, Hu X, Yang Q, Pei X, Jin G. CircHIPK3 alleviates high 
glucose toxicity to human renal tubular epithelial HK-2 cells through 
regulation of miR-326/miR-487a-3p/SIRT1. Diabetes Metab Syndrome 
Obesity. 2021;14:729–40.

 14. An L, Ji D, Hu W, Wang J, Jin X, Qu Y, et al. Interference of Hsa_
circ_0003928 alleviates high glucose-induced cell apoptosis and inflam-
mation in HK-2 cells via miR-151-3p/Anxa2. Diabetes Metab Syndrome 
Obesity. 2020;13:3157–68.

 15. Sun L, Han Y, Shen C, Luo H, Wang Z. Emodin alleviates high glucose-
induced oxidative stress, inflammation and extracellular matrix accumu-
lation of mesangial cells by the circ_0000064/miR-30c-5p/Lmp7 axis. J 
Recept Signal Transduct Res. 2021:1–11. Online ahead of print.

 16. Ge X, Xi L, Wang Q, Li H, Xia L, Cang Z, et al. Circular RNA Circ_0000064 
promotes the proliferation and fibrosis of mesangial cells via miR-143 in 
diabetic nephropathy. Gene. 2020;758:144952.

 17. Rudnicki M, Perco P, BDH, Leierer J, Heinzel A, Muhlberger I, et al. Renal 
microRNA- and RNA-profiles in progressive chronic kidney disease. Eur J 
Clin Investig. 2016;46(3):213–26.

 18. Hu C, Zhou H, Liu Y, Huang J, Liu W, Zhang Q, et al. ROCK1 promotes 
migration and invasion of nonsmallcell lung cancer cells through the 
PTEN/PI3K/FAK pathway. Int J Oncol. 2019;55(4):833–44.

 19. Peng H, Li Y, Wang C, Zhang J, Chen Y, Chen W, et al. ROCK1 induces 
endothelial-to-Mesenchymal transition in glomeruli to aggravate albumi-
nuria in diabetic nephropathy. Sci Rep. 2016;6:20304.

 20. Wang W, Wang Y, Long J, Wang J, Haudek SB, Overbeek P, et al. Mitochon-
drial fission triggered by hyperglycemia is mediated by ROCK1 activation 
in podocytes and endothelial cells. Cell Metab. 2012;15(2):186–200.

 21. Chen W, Xiang H, Chen R, Yang J, Yang X, Zhou J, et al. S1PR2 antagonist 
ameliorate high glucose-induced fission and dysfunction of mitochon-
dria in HRGECs via regulating ROCK1. BMC Nephrol. 2019;20(1):135.

 22. Wang Y, Gou R, Yu L, Wang L, Yang Z, Guo Y, et al. Activation of the NLRC4 
inflammasome in renal tubular epithelial cell injury in diabetic nephropa-
thy. Exp Ther Med. 2021;22(2):814.

 23. Li R, Uttarwar L, Gao B, Charbonneau M, Shi Y, Chan JS, et al. High glucose 
up-regulates ADAM17 through HIF-1alpha in Mesangial cells. J Biol 
Chem. 2015;290(35):21603–14.

 24. Chen MF, Liou SS, Kao ST, Liu IM. Erianin protects against high glucose-
induced oxidative injury in renal tubular epithelial cells. Food Chem 
Toxicol. 2019;126:97–105.

 25. Jing Z, Hu L, Su Y, Ying G, Ma C, Wei J. Potential signaling pathway 
through which notch regulates oxidative damage and apoptosis in renal 
tubular epithelial cells induced by high glucose. J Recept Signal Trans-
duct Res. 2021;41(4):357–62.

 26. Hare A, Zeng M, Rehemutula A, Su SK, Wang HF. Hsa-circ_0000064 
accelerates the malignant progression of gastric cancer via sponging 
microRNA-621. Kaohsiung J Med Sci. 2021;37(10):841-50.

 27. Luo YH, Zhu XZ, Huang KW, Zhang Q, Fan YX, Yan PW, et al. Emerging 
roles of circular RNA hsa_circ_0000064 in the proliferation and metastasis 
of lung cancer. Biomed Pharmacother. 2017;96:892–8.

 28. Wu L, Xu XM, Li Y, Fan L. Circ_0000064 adsorption of microRNA-143 pro-
motes malignant progression of hepatocellular carcinoma. Eur Rev Med 
Pharmacol Sci. 2019;23(21):9321–30.

 29. Gu C, Cai J, Xu Z, Zhou S, Ye L, Yan Q, et al. MiR-532-3p suppresses colo-
rectal cancer progression by disrupting the ETS1/TGM2 axis-mediated 
Wnt/beta-catenin signaling. Cell Death Dis. 2019;10(10):739.

 30. Wang Y, Yang Z, Wang L, Sun L, Liu Z, Li Q, et al. miR-532-3p promotes 
hepatocellular carcinoma progression by targeting PTPRT. Biomed Phar-
macother. 2019;109:991–9.

 31. Wang C, Zhao J, Nan X, Guo Z, Huang S, Wang X, et al. Long noncod-
ing RNA CASC2 inhibits ox-LDL-mediated vascular smooth muscle cells 
proliferation and migration via the regulation of miR-532-3p/PAPD5. Mol 
Med. 2020;26(1):74.

 32. Huang R, Cao Y, Li H, Hu Z, Zhang H, Zhang L, et al. miR-532-3p-CSF2RA 
Axis as a key regulator of vulnerable atherosclerotic plaque formation. 
Can J Cardiol. 2020;36(11):1782–94.

 33. Kern F, Ludwig N, Backes C, Maldener E, Fehlmann T, Suleymanov A, 
et al. Systematic assessment of blood-borne MicroRNAs highlights 
molecular profiles of endurance sport and carbohydrate uptake. Cells. 
2019;8(9):1045.

 34. Mao L, Zuo ML, Wang AP, Tian Y, Dong LC, Li TM, et al. Low expression of 
miR5323p contributes to cerebral ischemia/reperfusion oxidative stress 
injury by directly targeting NOX2. Mol Med Rep. 2020;22(3):2415–23.

 35. Strycharz J, Wroblewski A, Zieleniak A, Swiderska E, Matyjas T, Rucinska 
M, et al. Visceral adipose tissue of Prediabetic and diabetic females 
shares a set of similarly Upregulated microRNAs functionally annotated 
to inflammation, oxidative stress and insulin signaling. Antioxidants. 
2021;10(1):101.

 36. Esteves JV, Yonamine CY, Pinto-Junior DC, Gerlinger-Romero F, Enguita FJ, 
Machado UF. Diabetes modulates MicroRNAs 29b-3p, 29c-3p, 199a-5p 
and 532-3p expression in muscle: possible role in GLUT4 and HK2 repres-
sion. Front Endocrinol. 2018;9:536.

 37. Huang C, Zhou Y, Huang H, Zheng Y, Kong L, Zhang H, et al. Islet trans-
plantation reverses Podocyte injury in diabetic nephropathy or induced 
by high glucose via inhibiting RhoA/ROCK/NF-kappaB signaling pathway. 
J Diabetes Res. 2021;2021:9570405.

 38. Zhang Y, Liu S, Li X, Ye J. Protective effect of Fasudil on hydrogen perox-
ide-induced oxidative stress injury of H9C2 Cardiomyocytes. Dis Markers. 
2021;2021:8177705.

 39. Zhao X, Wang M, Sun Z, Zhuang S, Zhang W, Yang Z, et al. MicroRNA-
139-5p improves sepsis-induced lung injury by targeting rho-kinase1. 
Exp Ther Med. 2021;22(4):1059.

Publisher’s Note
Springer Nature remains neutral with regard to jurisdictional claims in pub-
lished maps and institutional affiliations.


	Circ_0000064 promotes high glucose-induced renal tubular epithelial cells injury to facilitate diabetic nephropathy progression through miR-532-3pROCK1 axis
	Abstract 
	Background: 
	Methods: 
	Results: 
	Conclusion: 

	Highlights 
	Background
	Materials and methods
	Serum samples
	Cell culture and transfection
	Cell transfection
	Determination of SOD and MDA levels
	Cell counting kit 8 (CCK8) assay
	EDU assay
	Western blot (WB) analysis
	Flow cytometry
	Quantitative real-time PCR (qRT-PCR)
	Dual-luciferase reporter assay
	RNA pull-down assay
	Statistical analysis

	Results
	HG could induce HK-2 cells injury
	Circ_0000064 was overexpressed in DN patients and HG-induced HK-2 cells
	Circ_0000064 knockdown alleviated HG-induced HK-2 cells injury
	MiR-532-3p could be sponged by circ_0000064
	MiR-532-3p relieved HG-induced HK-2 cells injury
	Circ_0000064 regulated HG-induced HK-2 cells injury by sponging miR-532-3p
	MiR-532-3p targeted ROCK1
	ROCK1 partially reversed the regulation of si-circ_0000064 on HG-induced HK-2 cells injury

	Discussion
	Conclusion
	Acknowledgments
	References


