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Abstract

Background: Acute gastroenteritis caused by bacteria, virus and parasite is an important cause of childhood morbidity
and mortality in developing countries. Rotavirus and norovirus have been recognized as the most common pathogens
causing acute gastroenteritis among children. However, there is still no valuable data about infections of rotavirus and
norovirus in children in Ji’nan, an eastern city in China. The aims of the present study are to determine the incidence of
rotavirus and norovirus associated acute gastroenteritis in Ji’nan among children, to characterize rotavirus and
norovirus strains circulating during this period; and to provide useful epidemiological and clinical data.

Methods: Fecal specimens and clinical data were collected from 767 children (502 outpatients and 265 inpatients)
under 5 years of age with acute diarrhea at Shandong University Qilu Hospital and Qilu children’s Hospital in Ji’nan,
China between February 2011 and January 2012. Virus RNA was extracted, amplified, electrophoresed, sequenced and
phylogenetically analyzed to determine the prevalent genotypes. Chi-square and U test were used to compare
characteristics of clinical manifestation in each group.

Results: Of the 767 specimens 263 (34.3%) were positive for rotavirus and 80 (10.4%) were positive for norovirus.
Among 263 rotavirus positive cases, G3 (40.7%) was the most prevalent serotype, P[8] (46.8%) was the dominant
genotype and G3P[8] (31.9%) was the most common combination. All of the norovirus strains belonged to GII
genogroup including GII.3, GII.4 and GII.6, of which GII.4 (61.2%) was the predominant genotype. Phylogenetic analysis
of the GII.4 sequences showed that 18 GII.4 strains belonged to GII.4 2004–2006 cluster and 31 GII.4 strains were
divided into GII.4 2006b cluster. A peak number of rotavirus infections was observed during the cold season from
November to next January. Higher rates of norovirus infections were detected from September to November. Most
patients with rotavirus and norovirus associated diarrhea experienced vomiting (88.2% and 67.5%, respectively) and
fever (79.1% and 46.3%, respectively).

Conclusions: The present study showed that rotavirus and norovirus were still the important causative agents of
pediatric diarrhea in Ji’nan during this period.
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Background
Acute gastroenteritis caused by bacteria, virus and parasite
is important cause of childhood morbidity and mortality in
developing countries [1,2]. Cumulative data from previous
studies shows that enteric viruses have replaced bacteria
as the most significant pathogen of acute diarrhea [3]. Of
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these viruses, rotavirus and norovirus have been recognized
as the most common etiological agents of pediatric acute
gastroenteritis [4-7].
Rotavirus is a double stranded RNA virus and belongs

to the family of Reoviridae that includes seven serogroups
(A-G). Group A rotavirus predominantly results in severe
acute diarrhea in children. The genome consists of 11
segments enclosed in a triple layered capsid protein.
The outer capsid is composed of two independent
neutralization antigens VP4 and VP7. The VP7 is
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named G-serotype and at least 16 G-serotypes have been
recognized to date. The VP4 determines P-genotype and
no less than 27 P-genotypes have been reported [8-10].
Based on previous studies, rotavirus infections caused 25
million clinical visits, 2 million hospital admissions and
about 611,000 deaths annually worldwide in children,
mainly in developing countries [11,12]. Safe and effective
vaccine is the most effective tool in preventing the trans-
mission of rotavirus infection. There is only one local rota-
virus vaccine licensed for gastroenteritis prevention (group
A rotavirus) among children in China. The rotavirus
vaccine is not included in the national immunization
programs and is relatively expensive in China. Therefore,
the coverage of the vaccine is low which leaves most
children vulnerable to rotavirus infection. Several epidemio-
logical surveys undertaken in China showed that the
infection rates of rotavirus ranged from 28% to 65%
[13,14]. However, there is no data associated with rotavirus
infection in Ji’nan, an eastern city with a population of
about 7 million.
Norovirus classified into the family of Caliciviridae

has a single-strand, positive-sense, polyadenylated RNA
genome that contains three open reading frames (ORFs).
ORF1 encodes non-structural proteins including the RNA-
dependent RNA polymerase. ORF2 and ORF3 encode a
single major and a minor capsid protein, respectively
[15]. Based on the partial sequence of the genome RNA,
noroviruses are divided into five genogroups (GI-GV)
and only GI, GII and GIV infect humans, of which GI and
GII can be further divided into at least 8 and 17 genotypes,
respectively [16-18]. Noroviruses have been recognized as
another most common causative agent causing acute
gastroenteritis in children [5-7]. The genome of norovirus
is easy to recombine or mutate, and new variants can
emerge every several years to become the dominant strains
in a certain period [19-21]. Therefore, norovirus infections
are difficult to prevent and control.
Some rotavirus and norovirus associated pediatric diar-

rhea studies had been performed in other cities in China.
However, most surveys only focused on the epidemiological
feature. This study not only described the epidemiological
features of rotavirus and norovirus infections but also
compared the clinical peculiarity and severity of symptoms
between rotavirus and norovirus. The aims of the present
study are (1) to determine the incidence of rotavirus and
norovirus associated acute gastroenteritis in Ji’nan; (2) to
characterize rotavirus and norovirus strains circulating
during this period; (3) to provide useful epidemiological
and clinical data which may help for the development of
vaccines and treatments.

Results
From February 2011 to January 2012, a total of 767stool
samples were collected from 502 outpatients and 265
inpatients to test for the presence of rotavirus and
norovirus. The overall detection rates of rotavirus and
norovirus were 34.3% and 10.4%, respectively (Table 1).
The results detected by Elisa kit were consistent with
the observation by RT-PCR. The mixed infections were
identified in 8 patients (8/767, 1.0%). Among outpatients,
the rates of rotavirus and norovirus were 30.5% and 11.6%,
respectively. And 2 mixed infections were observed. Among
inpatients, the positive rates of rotavirus and norovirus
were 41.5% and 8.3%, respectively, in which 6 mixed
infections were detected. The positive rates of rotavirus in
outpatients and inpatients were analyzed by Chi-square
test, which was statistically significant (Χ2 = 9.37, P = 0.002).
However, the analysis of infection rates of norovirus
between outpatients and inpatients was not statistically
significant (Χ2 = 1.96, P = 0.161).
Higher rates of rotavirus infections were observed in

children from 13 to 36 months old, and higher rates of
norovirus infections were detected in children from 6
to 36 months old (Table 1). The mean age of patients
positive for rotavirus was older than that for norovirus
(24.2 ± 14.0 months vs. 19.9 ± 15.8 months, U = 2.19,
P < 0.05). The mean ages of rotavirus and norovirus
infected outpatients were 24.0 months (±14.0) and
19.7 months (±12.8), respectively, which was statistically
significant (U = 2.11, P < 0.05). However, the mean ages
in inpatients was not found to be statistically signifi-
cant (24.5 ± 13.8 months vs. 20.5 ± 13.1 months, U = 1.30,
P > 0.05).
263 rotavirus positive samples were further typed as

G-serotype and P-genotype by RT-PCR. G3(40.7%) was
the most prevalent G-serotype followed by G1(25.9%),
G2(11.0%), G4(8.7%) and G9(1.1%). 5 G1/G3 mixtures
and 2 G2/G3 mixtures were found, but 26(9.9%) samples
were G nontypeable. The most common P-genotype
was P[8](46.8%) followed by P[4](10.3%) and P[6](2.3%).
8 P[8]/P[4] mixed P-genotypes were identified and 99
(37.6%) samples could not be typed for P-genotype. The
predominant G and P combination was G3P[8](31.9%)
followed by G1P[8](14.1%), G2P[4](7.2%), G1P[4](0.8%)
and G2P[8](0.4%).
80 norovirus positive samples were genotyped for

GII, and no GI strains were detected based on the capsid
sequences (Figure 1). Three genotypes (GII.3, GII.4 and
GII.6) were detected and GII.4 was the most prevalent
genotype (61.2%) followed by GII.3 (33.8%) and GII.6
(5.0%). Phylogenetic analysis of the GII.4 sequences
showed that 18 GII.4 strains belonged to GII.4 2004–2006
cluster and 31 GII.4 strains were divided into GII.4 2006b
cluster.
Infections of rotavirus and norovirus were seen through-

out the year. Rotavirus peaked in the months from November
to January, while norovirus infections were observed to
peak from September to November (Figure 2).



Table 1 Age distribution of rotavirus and norovirus infected cases

Age Patients n = 767 Outpatients n = 502 Inpatients n = 265

Rate Rotavirus(+) Norovirus(+) Rotavirus(+) Norovirus(+) Rotavirus(+) Norovirus(+)

263 (34.3%) 80 (10.4%) 153 (30.5%) 58 (11.6%) 110 (41.5%) 22 (8.3%)

0-5 M 14 (5.3%) 5 (6.3%) 8 (5.2%) 3 (5.2%) 6 (5.5%) 2 (9.1%)

6-12 M 37 (14.1%) 20 (25.0%) 21 (13.7%) 15 (25.9%) 16 (14.5%) 5 (22.7%)

13-24 M 104 (39.5%) 26 (32.5%) 62 (40.5%) 20 (34.5%) 42 (38.2%) 6 (27.3%)

25-36 M 58 (22.1%) 19 (23.7%) 33 (21.6%) 13 (22.4%) 25 (22.7%) 6 (27.3%)

37-48 M 29 (11.0%) 8 (10.0%) 16 (10.5%) 5 (8.6%) 13 (11.8%) 3 (13.6%)

49-60 M 21 (8.0%) 2 (2.5%) 13 (8.5%) 2 (3.4%) 8 (7.3%) 0 (0.0%)

Mean age 24.2 ± 14.0 19.9 ± 15.8 24.0 ± 14.2 19.7 ± 12.8 24.5 ± 13.8 20.5 ± 13.1

Mean age is defined as mean ± standard deviation(M = month).
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The major clinical symptoms related to viral gastro-
enteritis in this study were acute diarrhea, vomiting and
fever (Table 2). 39(14.8%) had diarrhea alone among
rotavirus positive patients and 11(13.8%) were seen in
norovirus infected patients. Most patients with rotavirus
and norovirus experienced vomiting (88.2% and 67.5%,
respectively) and fever (79.1% and 46.3%, respectively).
Statistically significant rates of vomiting and fever
was found between rotavirus and norovirus infections
(Χ2 = 19.0 and Χ2 = 32.4, P < 0.05). No statistical signifi-
cance was found in the mean frequency of diarrhea
(5.08 ± 1.85 episodes/day vs. 4.99 ± 1.55 episodes/day,
U = 0.43, P > 0.05) and vomiting (2.61 ± 1.35 episodes/day
vs. 2.20 ± 1.47 episodes/day, U = 1.87, P > 0.05) between
rotavirus and norovirus infection patients. However, the
mean frequencies of diarrhea and vomiting between
outpatients and inpatients for rotavirus were found to be
statistically significant (U = 7.86 and U = 5.30, P < 0.05).
While, the frequencies of diarrhea and vomiting between
outpatients and inpatients for norovirus were also found to
be significantly different (U = 3.60 and U = 2.05, P < 0.05).
The mean degree of fever in rotavirus and norovirus
infected patients was 38.0°C (±0.65) and 37.8°C (±0.62),
respectively, which was not statistically significant (U =
1.79, P > 0.05). The degree of fever in norovirus positive
cases between outpatients and inpatients was not statis-
tically significant (U = 1.73, P > 0.05). However, there
was significant difference to be observed in the degree
of fever between outpatients and inpatients for rotavirus
(U = 4.60, P < 0.05).

Discussion
In this study, a systematic investigation of the infection
of rotavirus and norovirus was carried out in children
under 5 years of age with acute diarrhea in Ji’nan, China.
This study showed that rotavirus was the most common
etiologic agent of acute diarrhea in children and was
detected in 34.3% of patients. This finding was consistent
with the previous studies in China [13,14], in which the
rates of rotavirus infection were between 28% and 65%. As
another common cause of viral associated diarrhea,
norovirus was detected in 10.4% of 767 samples which
was consistent with the results of previous surveys in
China (8.9%-10.3%) [17,22,23]. However, in some other
studies the rates of norovirus infection were more than
20% [24,25]. 432(56.3%) fecal samples were not detected
with rotavirus and norovirus, suggesting that bacterial
and parasitic pathogens or other enteric viruses such
as adenovirus and astrovirus might contribute to the
remaining infection [5,26,27].
Rotavirus and norovirus infections were detected in all

age groups. Although the patients enrolled were under
5 years of age, 536(69.9%) stool samples were collected
from children under 2 years of age. The mean age of
rotavirus infected patients was 24.2 months (±14.0) and the
mean age of norovirus positive patients was 19.9 months
(±15.8). These findings showed that rotavirus and norovirus
infections usually occurred in early childhood, which
indicated children in early childhood were more suscep-
tible to rotavirus and norovirus infection and infections
might result in protective immunity against re-infection
after 2 years of age.
The peak of rotavirus infections was in autumn and

winter in different countries [28]. In the present study,
rotavirus infections peaked from November to January.
Different seasonal patterns of norovirus infections have
been observed. Some studies reported a higher frequency
in winter, spring or rainy seasons, whereas others showed
no obvious peak season [5,17,29,30]. In this study, the
higher detection rates of norovirus were observed from
September to November and slightly increased infections
were seen in March and April. The peak of norvirus infec-
tions appeared earlier than that of rotavirus infections in
our study. However, the peak of norovirus infections
obtained from other studies seemed to overlap with that
of rotavirus infections [17,25].
G1-G4 rotavirus serotypes were the most common

serotypes around the world and all of them were detected



outpatient023

outpatient353

outpatient039

inpatient127

inpatient236

outpatient333

inpatient258

outpatient278

inpatient227

outpatient482

inpatient213

outpatient207

outpatient417

outpatient095

inpatient193

outpatient217

outpatient317

outpatient261

DuanBeijing

inpatient158

outpatient081

outpatient421

inpatient023

outpatient141

outpatient396

outpatient431

inpatient098

outpatient074

outpatient253

outpatient453

outpatient475

inpatient231

GII.4 2006b variant

OxfordB1S2

outpatient035

outpatient158

inpatient062

outpatient127

inpatient134

outpatient062

outpatient248

outpatient492

Beijing221

outpatient354

outpatient403

inpatient093

outpatient442

outpatient323

outpatient239

outpatient457

outpatient347

outpatient392

inpatient184

GII.4 2004-2006 variant

outpatient135

outpatient007

OH05010VLP

outpatient183

outpatient401

GII.6

Mexico

outpatient104

inpatient081

inpatient167

outpatient212

outpatient373

outpatient284

inpatient245

inpatient186

outpatient328

outpatient418

MD101-2

outpatient352

inpatient047

outpatient047

outpatient063

outpatient289

inpatient078

inpatient197

outpatient411

outpatient427

outpatient487

outpatient246

outpatient257

inpatient101

outpatient134

outpatient474

outpatient313

outpatient028

GII.3

59

23

36

99

44

20

37

27

4

26

1

0

20

0

0

0

0

0

0

0

0

0

12

0

29

37

0

0

2

11

24

99

78

43

28

33

21

22

27

20

19

7

0

0

0

0

24

16

43

99

82

99

36

33

43

37

15

40

52

28

31

30

20

13

66

32

6

14

12

16

4

1

1

0

0

0

0

12

0

0

19

0

0.05

Figure 1 Phylogenetic analysis based on the partial capsid sequences (282 bp). All NoV-positive strains were genotyped. The tree was
generated using the neighbor-joining method and the bootstrap values from 1000 replicates were shown on each branch. The reference strains
were from NCBI GenBank: DuanBeijing(EU366113), OxfordB1S2(AY587991),Beijing221(EU839584),OH05010VLP(AB685741),Mexico(U22498),MD101-2
(AY030312).

Sai et al. Virology Journal 2013, 10:302 Page 4 of 8
http://www.virologyj.com/content/10/1/302



0.0%

10.0%

20.0%

30.0%

40.0%

50.0%

60.0%

70.0%

2 3 4 5 6 7 8 9 10 11 12 1
Month

In
fe

ct
io

n 
R

at
e

Rotavirus
Norovirus

Figure 2 Monthly distribution of rotavirus and norovirus infections between February 2011 and January 2012. Rates of rotavirus
infection: 29.8%; 28.8%; 25.9%; 27.9%; 27.4%; 23.4%; 24.3%; 32.8%; 30.1%; 62.2%; 51.3%; 37.9%. Rates of norovirus infection: 8.5%; 11.5%; 13.0%;
7.4%; 6.5%; 6.3%; 8.6%; 13.4%; 17.2%; 13.5%; 8.9%; 8.2%.

Sai et al. Virology Journal 2013, 10:302 Page 5 of 8
http://www.virologyj.com/content/10/1/302
in the present study. G1 was considered the most common
serotype worldwide [31,32]. However, serotype G3 was
the predominant serotype during the period of this
study in Ji’nan followed by G1, which was consistent
with the previous studies in China [13,14]. G9 strains began
emerging in the late 1990s and became the predominant
strain in some countries. However, it was detected at a low
rate in China, Japan and Korea between 0.9% and 5.9%
[13,33-38]. In this study, serotype G9 was observed at a rate
Table 2 Clinical manifestations of rotavirus and norovirus po

Features Patients n = 767

Rotavirus(+) Norovirus(+) Ro

263 80 15

Diarrhea alone 39 (14.8%) 11 (13.8%) 38

With vomiting 232 (88.2%) 54 (67.5%) 131

With fever Watery stool 208 (79.1%)
53 (34.6%)

37 (46.3%)
22 (37.9%)

114
48

Diarrhea (episodes/day) 5.08 ± 1.85 4.99 ± 1.55 4.3

3-4 epi/day 124 (47.1%) 35 (43.8%) 95

5-6 epi/day 95 (36.1%) 37 (46.3%) 57

> = 7 epi/day 44 (16.7%) 8 (10.0%) 1 (

Vomiting (episodes/day) 2.61 ± 1.35 2.20 ± 1.47 2.2

1-2 epi/day 127 (54.7%) 36 (66.7%) 92

3-4 epi/day 85 (36.6%) 15 (27.8%) 36

> = 5 epi/day 20 (8.6%) 3 (5.5%) 3 (

Fever degree (°C) 38.0 ± 0.65 37.8 ± 0.62 37.

<37.5°C 70 (33.7%) 19 (51.4%) 50

37.5-38.5°C 77 (37.0%) 11 (29.7%) 43

>38.5°C 61 (29.3%) 7 (18.9%) 21
of 1.1%, which was similar to the previous reports. But it
was much lower than that reported in some other Asian
regions: 24.1% in Taiwan, 19.1% in South India and 78.3%
in Malaysia [39-41].
P[8] and P[4] were the most prevalent P genotype

worldwide [28,42,43]. In this study, P[8] was detected
in 46.8% of rotavirus positive patients followed by P[4].
Epidemiological studies had demonstrated that the

G/P combinations most frequently detected were G1P[8],
sitive cases

Outpatients n = 502 Inpatients n = 265

tavirus(+) Norovirus(+) Rotavirus(+) Norovirus(+)

3 58 110 22

(24.8%) 11 (18.9%) 1 (0.9%) 0 (0.0%)

(85.6%) 38 (65.5%) 101 (91.8%) 16 (72.7%)

(74.5%)
(43.6%)

25 (43.1%)
8 (36.4%)

94 (85.5%)
101 (38.4%)

12 (54.4%)
30 (37.5%)

4 ± 1.12 4.55 ± 1.10 6.10 ± 2.15 6.14 ± 1.96

(62.1%) 31 (53.4%) 29 (26.4%) 4 (18.2%)

(37.3%) 27 (46.6%) 38 (34.5%) 10 (45.5%)

0.6%) 0 (0.0%) 43 (39.1%) 8 (36.3%)

1 ± 1.10 1.89 ± 1.13 3.16 ± 1.52 2.94 ± 1.91

(70.2%) 27 (71.1%) 35 (34.7%) 9 (52.7%)

(27.5%) 10 (26.3%) 49 (48.5%) 5 (37.6%)

2.3%) 1 (2.6%) 17 (16.8%) 2 (12.5%)

9 ± 0.60 37.7 ± 0.56 38.3 ± 0.64 38.1 ± 0.70

(43.9%) 14 (56.0%) 20 (21.3%) 5 (41.7%)

(37.7%) 8 (32.0%) 34 (36.2%) 3 (25.0%)

(18.4%) 3 (12.0%) 40 (42.5%) 4 (33.3%)



Table 3 Primers used in genotyping for rotavirus

Primers G/P typing Sequence(5’-3’) Product (bp)

9Con1 G(+) TAGCTCCTTTTAATGTATGG -

9Con2 G(−) GTATAAAATACTTGCCACCA 905

9 T1 G1(−) TCTTGTCAAAGCAAATAATG 159

9 T2 G2(−) GTTAGAAATGATTCTCCACT 245

9 T3 G3(−) GTCCAGTTGCAGTGTTAGC 467

9 T4 G4(−) GGGTCGATGGAAAATTCT 404

9T9B G9(−) TATAAAGTCCATTGCAC 111

4Con3 P(+) TGGCTTCGCCATTTTATAGACA -

4Con2 P(−) ATTTCGGACCATTTATAACC 877

1 T1 P[8](−) TCTACTTGGATAACGTGC 346

2 T1 P[4](−) CTATTGTTAGAGGTTAGAGTC 484

3 T1 P[6](−) TGTTGATTAGTTGGATTCAA 268

Sai et al. Virology Journal 2013, 10:302 Page 6 of 8
http://www.virologyj.com/content/10/1/302
G3P[8], G4P[8], G2P[4], G9P[8] and G9P[6] [44]. In China,
the most prevalent combination was G1P[8] until 2000,
but it had shifted to G3P[8] by 2001–2003 [14]. In our
study, G3P[8] was the most common recombinant followed
by G1P[8], which was similar to the results of previous
studies.
Among 80 norovirus positive patients, GII.4 was the

most prevalent genotype, which was consistent with the
previous finding that GII.4 was the major genotype in
outbreaks and sporadic acute gastroenteritis [30,45,46].
31 GII.4 strains belonged to GII.4 2006b cluster and
remaining 18 GII.4 strains clustered in 2004–2006 variant.
The results suggested that there was no new GII.4 strain
to emerge in this region since the GII.4 2006b strains were
detected in Europe in 2005–2006.
In this study, we detected typical symptoms for rotavirus

and norovirus infections including diarrhea, vomiting and
fever. Among patients with rotavirus infection, vomiting
was more common than fever and watery stool, which
was similar to the results from children with norovirus
infection. Rotavirus infections resulted in a higher rate
of vomiting and fever than that of norovirus infection.
However, the presence of watery stool was at a similar
level. Comparison of the frequency of diarrhea and
vomiting and the degree of fever between rotavirus and
norovirus infections, there was no significant difference
to find. Among 80 patients with norovirus infection, 54
(67.5%) had vomiting and 37(46.3%) had fever, which
was consistent with a previous study in China [25].
However, the rates of vomiting and fever from a survey
carried out in adults in Beijing were 27.1% and 2.1%
respectively, which were lower than that from our study.
These findings indicated that norovirus infection resulted
in a higher rate of vomiting and fever in children than in
adults.

Conclusions
In conclusion, the findings of this study showed that
rotavirus and norovirus were the important pathogen in
childhood diarrhea in Ji’nan, China. Infections mainly
occurred under 2 years of age and peaked in autumn
and winter. The common clinical symptoms were diarrhea,
vomiting and fever. Although there was no death case
to report, the infection still posed a serious threat to
the health of children. This study provided useful data
for epidemiologic and clinical features of rotavirus and
norovirus infections, which would provide scientific
support for the development of effective vaccines to
reduce the morbidity and mortality.

Materials and methods
Fecal specimen collection
A total of 767 fecal specimens were collected from children
under 5 years of age (502 outpatients and 265 inpatients)
with acute diarrhea between February 2011 and January
2012 at Shandong University Qilu Hospital and Qilu
Children’s Hospital in Ji’nan, China. Acute diarrhea was
defined as the presence of three or more episodes of
watery or looser than normal stool in a 24-hour period.
Patients enrolled met the following inclusion criteria: (1)
consultation at the hospital clinics or hospital admission
for acute diarrhea; (2) absence of leukocytes in the stool
by microscopic examination; (3) absence of blood and pus
from the stool. Simultaneously, the clinical information
from these children was collected from their parents
who were asked to sign an informed consent. The stool
samples were frozen and stored at −20°C for processing
later. This study was approved by the Ethics Committee
of Shandong University Qilu Hospital.

Viral RNA extraction
A 20% (w/v) suspension of each stool sample was prepared
and centrifuged at 1,500 g for 20 min. A 200 μl-supernatant
was taken from suspension for RNA extraction using the
QIAamp Viral RNA Mini Kit according to the manufac-
turer’s instructions. RNA suspension were stored at −70°C
until used.

Detection of rotavirus
Stool specimens were tested for rotavirus by the
Accudiag™ Rotavirus (Fecal) ELISA Kit. The sensitivity of
this kit is 100% and the specificity is 97.1%. 100 μl of stool
suspension was added to the microwell and incubated for
30 min at room temperature. The rotavirus specific poly-
clonal antibodies attached to the well could capture the
rotavirus antigens present in the suspension. Additional
antibodies conjugated to horseradish peroxidase were
added and incubated for 5 min at room temperature.
These antibodies could sandwich the antigens. After
washing to remove unbound enzyme, a chromogen was
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added and incubated for 5 min at room temperature.
Then, 100 μl of sulfuric acid was added to end the reac-
tion. Optical density (OD) value was measured at 450 nm.
Absorbance reading of 0.15 OD and above indicated the
sample contained rotavirus antigen.
Rotavirus positive specimens were further characterized

for G and P type by RT-PCR with type-specific primers
(Table 3). RT-PCR for typing VP7 gene was carried out
using primers specific for G1-G4 and G9. The reaction of
reverse transcription (RT) was performed with one cycle
at 45°C for 30 min, followed by 35 cycles of PCR: at 94°C
for 30 sec, 48°C for 30 sec, 72°C for 1 min and a final
extension at 72°C for 7 min. RT-PCR for typing VP4
gene was performed using primers specific for P[8], P[4]
and P[6]. The steps of RT-PCR were same as described in
VP7genotyped.
The PCR products were resolved on 1.5% agarose gels,

stained with ethidium bromide and visualized under UV
light to determine the G and P type.
Negative specimens for rotavirus tested by Elisa kit

were selected at random (252 samples) to confirm the
presence of rotavirus.

Detection of norovirus
An RT-PCR was carried out for norovirus genome amplifi-
cation using primers GI-SKF(5′-CTGCCCGAATTYGTAA
ATGA-3′)/GI-SKR(5′-CCAACCCARCCATTRTACA-3′)
and COG2F(5′-CARGARBCNATGTTYAGRTGGATGA
G-3′)/G2-SKR(5′-CCRCCNGCATRHCCRTTRTACAT-3′).
RT was performed at 50°C for 1 h using a random pri-
mer and SuperScriptII reverse transcriptase. PCR was
performed under the following steps: 94°C for 3 min,
40 amplification cycles at 94°C for 1 min, 55°C for 30 sec,
72°C for 60 sec and a final extension at 72°C for 7 min.
PCR products were resolved on 1.5% agarose gels, stained

with ethidium bromide and visualized under UV light,
then purified using the QIAquik PCR Purification Kit.
Amplification products were sequenced using a Big-Dye

Terminator Cycle Sequencing Kit and an ABI 3730XL
DNA Analyzer. The obtained sequences were aligned
by Clustal X (version 2.0) followed by phylogenetic analysis
using MEGA (version 5.0). The phylogenetic tree was
generated using neighbor-joining method with 1000
bootstrap replicates.
To confirm the true negatives for norovirus, all stool

samples were tested using ProSpecT™ Norovirus Microplate
Assay.
The nucleotide sequences from this study were depos-

ited in GenBank under accession numbers: KC999725—
KC999804.

Statistical analysis
Data was analyzed using SPSS16.0. The results were shown
as proportion and the mean value with standard deviation
(SD). Chi-square and U test were used to compare
characteristics of each group. For all analysis, statistical
significance was defined as P values less than 0.05.

Abbreviations
ORF: Open reading frame; ELISA: Enzyme-linked immunosorbent assay;
OD: Optical density; SD: Standard deviation.

Competing interests
The authors declare that they have no competing interests.

Authors’ contributions
LS performed the experiments, participated in the design of the study and
wrote the initial draft of the manuscript. JS, LS, SC and HL helped to carry
out the experiments and to analyze the data. LM supervised, helped to
design the study and finally edited the manuscript. All authors read and
approved the final manuscript.

Acknowledgements
This study was partially supported by grants from the Natural Science
Foundation of Shandong Province (No. Y2008C68) which provided funds for
purchase of reagents and laboratory supplies.

Author details
1Department of Infectious Diseases, Qilu Hospital, Shandong University,
Wenhua Xi Road 107, Ji’nan 250012, Shandong Province, China. 2Institute of
Basic Medical Sciences, Qilu Hospital, Shandong University, Wenhua Xi Road
107, Ji’nan 250012, Shandong Province, China. 3Department of Laboratory
Sciences, School of Public Health, Shandong University, Wenhua Xi Road 44,
Ji’nan 250012, Shandong Province, China. 4Qilu Children’s Hospital of
Shandong University, Jingshi Road 430, Ji’nan 250012, Shandong Province,
China.

Received: 18 July 2013 Accepted: 30 September 2013
Published: 8 October 2013

References
1. Bern C, Martines J, de Zoysa I, Glass RI: The magnitude of the global

problem of diarrhoeal disease: a ten-year update. Bull World Health Organ
1992, 70:705–714.

2. Parashar UD, Bresee JS, Glass RI: The global burden of diarrhoeal disease
in children. Bull World Health Organ 2003, 81:236.

3. Chen SM, Ni YH, Chen HL, Chang MH: Microbial etiology of acute
gastroenteritis in hospitalized children in Taiwan. J Formos Med Assoc
2006, 105:964–970.

4. De Zoysa I, Feachem RG: Interventions for the control of diarrhoeal
diseases among young children: rotavirus and cholera immunization.
Bull World Health Organ 1985, 63:569–583.

5. Nguyen TA, Yagyu F, Okame M, Phan TG, Trinh QD, Yan H, Hoang KT, Cao
AT, Le Hoang P, Okitsu S, Ushijima H: Diversityof viruses associated with
acute gastroenteritis in children hospitalized with diarrhea in Ho Chi
Minh City, Vietnam. J Med Virol 2007, 79:582–590.

6. Patel MM, Widdowson MA, Glass RI, Akazawa K, Vinje J, Parashar UD:
Systematic literature review of role of norovirusesin sporadic
gastroenteritis. Emerg Infect Dis 2008, 14:1224–1231.

7. Tran A, Talmud D, Lejeune B, Jovenin N, Renois F, Payan C, Leveque N,
Andreoletti L: Prevalence of rotavirus, adenovirus, norovirus, and
astrovirus infections and coinfections among hospitalized children in
northern France. J Clin Microbiol 2010, 48:1943–1946.

8. Gulati BR, Deepa R, Singh BK, Rao CD: Diversity in Indian equine
rotaviruses: Identification of genotype G10, P6[1] and G1 strains and a
new VP7 genotype (G16) strain in specimens from diarrheic foals in
India. J Clin Microbio 2007, 45:972–978.

9. Khamrin P, Maneekarn N, Peerakome S, Chan-it W, Yagyu F, Okitsu S, Ushijima
H: Novel porcine rotavirus of genotype P[27] shares new phylogenetic
lineage with G2 porcine rotavirus strain. Virology 2007, 361:243–252.

10. Martella V, Ciarlet M, Banyai K, Lorusso E, Arista S, Lavazza A, Pezzotti G,
Decaro N, Cavalli A, Lucente MS, Corrente M, Elia G, Camero M, Tempesta
M, Buonavoglia C: Identification of group a porcine rotavirus strains
bearing a novel VP4 (P)genotype in Italian swine herds. J Clin Microbiol
2007, 45:577–580.



Sai et al. Virology Journal 2013, 10:302 Page 8 of 8
http://www.virologyj.com/content/10/1/302
11. Parashar UD, Hummelman EG, Bresee JS, Miller MA, Glass RI: Global illness
and deaths caused by rotavirus disease in children. Emerg Infect Dis 2003,
9:565–572.

12. Parashar UD, Gibson CJ, Bresee JS, Glass RI: Rotavirus and severe childhood
diarrhea. Emerg Infect Dis 2006, 12:304–306.

13. Fang ZY, Wang B, Kilgore PE, Bresee JS, Zhang LJ, Sun LW, Du ZQ, Tang JY,
Hou AC, Shen H, Song XB, Nyambat B, Hummelman E, Xu ZY, Glass RI:
Sentinel hospital surveillance for rotavirus diarrhea in the People’s
Republic of China, august 2001–july 2003. J Infect Dis 2005, 192:94–99.

14. Duan ZJ, Liu N, Yang SH, Zhang J, Sun LW, Tang JY, Jin Y, Du ZQ, Xu J, Wu QB,
Tong ZL, Gong ST, Qian Y, Ma JM, Liao XC, Widdowson MA, Jiang B, Fang ZY:
Hospital-based surveillance of rotavirus diarrhea in the People’s Republic of
China, august 2003–july 2007. J Infect Dis 2009, 200:167–173.

15. Xi JN, Graham DY, Wang KN, Estes MK: Norwalk virus genome cloning and
characterization. Science 1990, 250:1580–1583.

16. Zheng DP, Ando T, Fankhauser RL, Beard RS, Glass RI, Monroe SS: Norovirus
classification and proposed strain nomenclature. Virology 2006,
346:312–323.

17. Jin M, Xie HP, Duan ZJ, Liu N, Zhang Q, Wu BS, Li HY, Cheng WX, Yang SH,
Yu JM, Xu ZQ, Cui SX, Zhu L, Tan M, Jiang X, Fang ZY: Emergence of the
GII4/2006b variant and recombinant noroviruses in China. J Med Virol
2008, 80:1997–2004.

18. Wang QH, Han MG, Cheetham S, Souza M, Funk JA, Saif LJ: Porcine
noroviruses related to human noroviruses. Emerg Infect Dis 2005,
11:1874–1881.

19. White PA, Hansman GS, Li A, Dable J, Isaacs M, Ferson M, McIver CJ,
Rawlinson WD: Norwalk-like virus 95/96-US strain is a major cause of
gastroenteritis outbreaks in Australia. J Med Virol 2002, 68:113–118.

20. Lopman B, Vennema H, Kohli E, Pothier P, Sanchez A, Negredo A, Buesa J,
Schreier E, Reacher M, Brown D, Gray J, Iturriza M, Gallimore C, Bottiger B,
Hedlund KO, Torvén M, von Bonsdorff CH, Maunula L, Poljsak-Prijatelj M,
Zimsek J, Reuter G, Szücs G, Melegh B, Svennson L, van Duijnhoven Y,
Koopmans M: Increase in viral gastroenteritis outbreaks in Europe and
epidemic spread of new norovirus variant. Lancet 2004, 363:682–688.

21. Widdowson MA, Cramer EH, Hadley L, Bresee JS, Beard RS, Bulens SN,
Charles M, Chege W, Isakbaeva E, Wright JG, Mintz E, Forney D, Massey J,
Glass RI, Monroe SS: Outbreaks of acute gastroenteritis on cruise ships
and on land: identification of a predominant circulating strain of
norovirus–United States, 2002. J Infect Dis 2004, 190:27–36.

22. Guo L, Song J, Xu X, Ren L, Li J, Zhou H, Wang M, Qu J, Wang J, Hung T:
Genetic analysis of norovirus in children affected with acute
gastroenteritis in Beijing, 2004–2007. J Clin Virol 2009, 44:94–98.

23. Xu J, Yang Y, Sun J, Ding Y: Molecular epidemiology of norovirus
infection among children with acute gastroenteritis in Shanghai, China,
2001–2005. J Med Virol 2009, 81:1826–1830.

24. Zhang S, Chen TH, Wang J, Dong C, Pan J, Moe C, Chen W, Yang L, Wang X,
Tang H, Li X, Liu P: Symptomatic and asymptomatic infections of rotavirus,
norovirus, and adenovirus among hospitalized children in Xi’an, China.
J Med Virol 2011, 83:1476–1484.

25. Zeng M, Xu X, Zhu C, Chen J, Zhu Q, Lin S, Jie Y, Shu X, Chinese Pediatric
Study Group of Norovirus Diarrhea: Clinical and molecular epidemiology
of norovirus infection in childhood diarrhea in China. J Med Virol 2012,
84:145–151.

26. Gallimore CI, Cubitt DW, Richards AF, Gray JJ: Diversity of enteric viruses
detected in patients with gastroenteritis in a tertiary referral pediatric
hospital. J Med Virol 2004, 73:443–449.

27. Olesen B, Neimann J, Böttiger B, Ethelberg S, Schiellerup P, Jensen C, Helms
M, Scheutz F, Olsen KE, Krogfelt K, Petersen E, Mølbak K, Gerner-Smidt P:
Etiology of diarrhea in young children in Denmark: a case–control study.
J Clin Microbiol 2005, 43:3636–3641.

28. Castello AA, Arvay ML, Glass RI, Gentsch J: Rotavirus strain surveillance in
latin America: a review of the last nine years. Pediatr Infect Dis J 2004,
23:168–172.

29. Marshall JA, Hellard ME, Sinclair MI, Fairley CK, Cox BJ, Catton MG, Kelly H,
Wright PJ: Incidence and characteristics of endemic Norwalk-like virus-
associated gastroenteritis. J Med Virol 2003, 69:568–578.

30. Medici MC, Martinelli M, Abelli LA, Ruggeri FM, Di Bartolo I, Arcangeletti MC,
Pinardi F, De Conto F, Izzi G, Bernasconi S, Chezzi C, Dettori G: Molecular
epidemiology of norovirus infections in sporadic cases of viral
gastroenteritis among children in Northern Italy. J Med Virol 2006,
78:1486–1492.
31. Gentsch JR, Woods PA, Ramachandran M, Das BK, Leite JP, Alfieri A, Kumar
R, Bhan MK, Glass RI: Review of G and P typing results from a global
collection of rotavirus strains: implications for vaccine development.
J Infect Dis 1996, 174:30–36.

32. Hoshino Y, Kapikian AZ: Classification of rotavirus VP4 and VP7 serotypes.
Arch Virol 1996, 12:99–111.

33. Fang ZY, Qi J, Yang H, Wang CX, Ye Q, Ma L: Serotype and genotype study
of childhood rotaviruses isolated in 1998–1999 in China. Chin J Virol 2001,
17:17–23.

34. Tian JM, Xu L, Sheng H, Jin H: Study on the clinical epidemiology of
young children under 5 years old diarrhea caused by rotavirus in
Suzhou area. Pediatr Emerg Med 2003, 10:370–371.

35. Fang ZY, Yang H, Qi J, Zhang J, Sun LW, Tang JY, Ma L, Du ZQ, He AH,
Xie JP, Lu YY, Ji ZZ, Zhu BQ, Wu HY, Lin SE, Xie HP, Griffin DD, Ivanoff B,
Glass RI, Gentsch JR: Diversity of rotavirus strain among children with
acute diarrhea in China: 1998–2000 surveillance study. J Clin Microbiol
2002, 40:1875–1878.

36. Zhou Y, Li L, Okitsu S, Maneekarn N, Ushijima H: Distribution of human
rotaviruses, especially G9 strains, in Japan from 1996 to 2000. Microbiol
Immunol 2003, 47:591–599.

37. Yoshinaga M, Phan TG, Nguyen TA, Yan H, Yagyu F, Okitsu S, Muller WE,
Ushijima H: Changing distribution of group A rotavirus G-types and
genetic analysis of G9 circulating in Japan 2006. Arch Virol 2006,
151:183–192.

38. Le VP, Kim JY, Cho SL, Nam SW, Lim I, Lee HJ, Kim K, Chung SI, Song W,
Lee KM, Rhee MS, Lee JS, Kim W: Detection of unusual rotavirus
genotypes G8P[8] and G12P[6] in South Korea. J Med Virol 2008,
80:175–182.

39. Chen SY, Chang YC, Lee YS, Chao HC, Tsao KC, Lin TY, Ko TY, Tsai CN,
Chiu CH: Molecular epidemiology and clinical manifestations of viral
gastroenteritis in hospitalized pediatric patients in northern Taiwan.
J Clin Microbiol 2007, 45:2054–2057.

40. Banerjee I, Ramani S, Primrose B, Moses P, Iturriza-Gomara M, Gray JJ, Jaffar
S, Monica B, Muliyil JP, Brown DW, Estes MK, Kang G: Comparative study of
the epidemiology of rotavirus in children from a community-based birth
cohort and a hospital in South India. J Clin Microbiol 2006, 44:2468–2474.

41. Hung LC, Wong SL, Chan LG, Rosli R, Ng AN, Bresee JS: Epidemiology and
strain characterization of rotavirus diarrhoea in Malaysia. Int J Infect Dis
2006, 10:470–474.

42. Macedo CI, Christofoletti A, Munford V, Rácz ML: G and P rotavirus
genotypes in stool samples from children in Teresina, State of Piauí.
Rev Soc Bras Med Trop 2007, 40:381–384.

43. Fang ZY, Zhang LJ, Tang JY, Zhang Q, Hu HK, Xie HP: Rotavirus diarrhea
among children in Lulong County, Hebei Province, China. Chin J Virol
2005, 21:21–25.

44. Santos N, Hoshino Y: Global distribution of rotavirus serotypes/genotypes
and its implication for the development and implementation of an
effective rotavirus vaccine. Rev Med Virol 2005, 15:29–56.

45. Fankhauser RL, Monroe SS, Noel JS, Humphrey CD, Bresee JS, Parashar UD,
Ando T, Glass RI: Epidemiologic andmolecular trends of “Norwalk-like
viruses” associated with outbreaks of gastroenteritis in the United
States. J Infect Dis 2002, 186:1–7.

46. Victoria M, Carvalho-Costa FA, Heinemann MB, Leite JP, Miagostovich M:
Prevalence and molecular epidemiology of noroviruses in hospitalized
children with acute gastroenteritis in Rio de Janeiro, Brazil, 2004. Pediatr
Infect Dis J 2007, 26:602–606.

doi:10.1186/1743-422X-10-302
Cite this article as: Sai et al.: Epidemiology and clinical features of
rotavirus and norovirus infection among children in Ji’nan, China.
Virology Journal 2013 10:302.


	Abstract
	Background
	Methods
	Results
	Conclusions

	Background
	Results
	Discussion
	Conclusions
	Materials and methods
	Fecal specimen collection
	Viral RNA extraction
	Detection of rotavirus
	Detection of norovirus
	Statistical analysis
	Abbreviations

	Competing interests
	Authors’ contributions
	Acknowledgements
	Author details
	References

