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Abstract

Background: A brief exposure to systemic hypoxia (i.e., hypoxic preconditioning; HPC) prior to transient middle
cerebral artery occlusion (tMCAo) reduces infarct volume, blood-brain barrier disruption, and leukocyte migration.
CCL2 (MCP-1), typically regarded as a leukocyte-derived pro-inflammatory chemokine, can also be directly
upregulated by hypoxia-induced transcription. We hypothesized that such a hypoxia-induced upregulation of CCL2
is required for HPC-induced ischemic tolerance.

Methods: Adult male SW/ND4, CCL2-null, and wild-type mice were used in these studies. Cortical CCL2/CCR2
message, protein, and cell-type specific immunoreactivity were determined following HPC (4 h, 8% O2) or room air
control (21% O2) from 6 h through 2 weeks following HPC. Circulating leukocyte subsets were determined by
multi-parameter flow cytometry in naïve mice and 12 h after HPC. CCL2-null and wild-type mice were exposed to
HPC 2 days prior to tMCAo, with immunoneutralization of CCL2 during HPC achieved by a monoclonal CCL2
antibody.

Results: Cortical CCL2 mRNA and protein expression peaked at 12 h after HPC (both p < 0.01), predominantly in
cortical neurons, and returned to baseline by 2 days. A delayed cerebral endothelial CCL2 message expression (p <
0.05) occurred 2 days after HPC. The levels of circulating monocytes (p < 0.0001), T lymphocytes (p < 0.0001), and
granulocytes were decreased 12 h after HPC, and those of B lymphocytes were increased (p < 0.0001), but the
magnitude of these respective changes did not differ between wild-type and CCL2-null mice. HPC did decrease
the number of circulating CCR2+ monocytes (p < 0.0001) in a CCL2-dependent manner, but immunohistochemical
analyses at this 12 h timepoint indicated that this leukocyte subpopulation did not move into the CNS. While HPC
reduced infarct volumes by 27% (p < 0.01) in wild-type mice, CCL2-null mice subjected to tMCAo were not
protected by HPC. Moreover, administration of a CCL2 immunoneutralizing antibody prior to HPC completely
blocked (p < 0.0001 vs. HPC-treated mice) the development of ischemic tolerance.

Conclusions: The early expression of CCL2 in neurons, the delayed expression of CCL2 in cerebral endothelial cells,
and CCL2-mediated actions on circulating CCR2+ monocytes, appear to be required to establish ischemic tolerance
to focal stroke in response to HPC, and thus represent a novel role for this chemokine in endogenous
neurovascular protection.

Background
Preconditioning occurs when an organism, tissue, or cell
is exposed to a stressful, but non-damaging, stimulus
that initiates genomic reprogramming for protection
from subsequent injury [1-3]. One well-established
model to induce “ischemic tolerance” in the central

nervous system (CNS) utilizes a brief exposure to sys-
temic hypoxia as the preconditioning stimulus (hypoxic
preconditioning; HPC) to promote neurovascular pro-
tection in stroke [4-7]. Mechanistically, hypoxia activates
survival-promoting signaling pathways responsible for
altering gene expression via the upregulation of
hypoxia-inducible factor-1 (HIF-1) [8]. HIF-1 modifies
the expression of effector pathways that ultimately come
to define the ischemia-tolerant phenotype, in part
through the specific upregulation of HIF-1 in cortical
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neurons [8]. Following ischemia, HIF-1 mediated
mechanisms contribute to cortical repair via the homing
of progenitor cells to the site of injury [9], the upregula-
tion of pro-angiogenic molecules [10,11], and the upre-
gulation of erythropoietin [10,12].
CCL2, or monocyte chemoattractant protein (MCP)-1,

is one of only two chemokines under the direct tran-
scriptional control of HIF-1a regulation [13]. CCL2 is
predominantly produced by astrocytes and resident
microglia, and is traditionally known for its role in
recruiting neutrophils and macrophages [14], as well as
circulating neuroblasts [15], to sites of cortical injury
under multiple pathological states. CCL2 is a full com-
petitive agonist to its receptor, CCR2 [11], a Gai-
coupled receptor that modulates its signaling based on
binding to individual CC-motif chemokines [12]. CCR2
is found on virtually all CNS cell types, including neu-
rons, glial, endothelial, and immune cells [13-16], and is
the only known receptor for CCL2 - although CCR2
also binds the chemokines CCL7, CCL8, CCL13, and
CCL16 [16]. Several studies suggest a detrimental role
for CCL2 in the progression of stroke injury, as both
CCL2-/- [17] and CCR2-/- [18] mice exhibit reduced
infarct volumes compared to wild-type controls.
Given its well-documented pro-inflammatory roles,

CCL2 seems an unlikely candidate for inducing neuro-
protection. However, since it is well established that
harmful stimuli at higher doses can - at lower doses -
serve as preconditioning stimuli, a role for chemokines
in general, and CCL2 in particular, in the induction of
ischemic tolerance is not necessarily unexpected. Indeed,
several traditionally pro-inflammatory stimuli, including
lipopolysaccharide (LPS) [18,19], tumor necrosis factor-
a (TNF-a) [20], and even brief ischemia [21], upregulate
signaling pathways that induce stroke tolerance. Evi-
dence for the contribution of CCL2 to upstream cellular
signaling during injury and repair shows that CCL2-
CCR2 signaling upregulates transcription factors, includ-
ing MCP-1-induced protein (MCPIP) [19] and Ets-1
[20], in monocytes and endothelial cells to initiate
angiogenesis, a process that is critical to stroke recovery
[21]. In addition, overexpression of CCL2 in cardiac
myocytes protects during myocardial ischemia by activa-
tion of SAPK/JNK1/2 pathway [22], although, by impli-
cation, the activity of other signal transduction pathways
downstream of CCR2 receptor activation (e.g., MAPK,
ERK, and phospholipase C) may also participate in this
epigenetic response [15,23,24].
Because of the direct upregulation of CCL2 by hypoxia

and these signaling intermediary roles, we investigated
whether CCL2 participates as a mediator of HPC-
induced tolerance to stroke. We found that a single
exposure to systemic hypoxia (our HPC stimulus)
rapidly upregulates CCL2 mRNA and protein early in

cortical neurons, with a delayed upregulation of CCL2
message in cortical microvessels. In the periphery, HPC
reduced circulating granulocyte, T lymphocyte, and
monocyte populations, while increasing B lymphocytes,
in a CCL2-independent manner. However, CCL2 regu-
lated the transmigration of CCR2+ monocytes out of the
peripheral blood in response to HPC. Moreover, in mice
that lack bioavailable CCL2, either through genetic
knockout or immunoneutralization, ischemic tolerance
to HPC was not achieved, providing causal evidence for
CCL2, likely produced by both neurons, cerebral
endothelial cells, and circulating leukocytes, as a proxi-
mal signaling factor in HPC-induced gene induction
pathways. While the fundamental mechanisms of CNS
preconditioning have been under investigation for a
couple of decades, this is the first evidence of chemo-
kine signaling being critical to the induction of ischemic
tolerance.

Methods
Hypoxic preconditioning (HPC)
The respective Institutional Animal Care and Use Com-
mittees at Washington University School of Medicine
and University of Texas, Southwestern Medical Center
approved all experimental procedures. Some experi-
ments (i.e., those for CCL2 message and protein quanti-
fication, and immunohistochemistry) were carried out
using SW/ND4 mice (Harlan Bioproducts) to match
previously published results [5]. With the identification
of CCL2 message and protein upregulation after HPC,
remaining studies designed to assess causality were car-
ried out in CCL2-/-/CX3CR1

GFP/+ mice on a C57BL/6
background (courtesy of Dr. Keiko Hirose, Washington
University), with CCL2+/+/CX3CR1

GFP/+ and C57BL/6
wild-type controls. CX3CR1

GFP/+ mice have one func-
tioning copy of the fractalkine receptor, CX3CR1, on
monocytes, macrophages, and some dendritic/NK cells,
which also fluoresce green. All studies used adult male
mice, 25-35 g and 9-12 week old, randomized to experi-
mental groups. Mice were preconditioned in modified
home cages, with food and water available, and normo-
baric 8% O2 supplied continuously (1.5 L/min) for 4 h
[5]. Outflow air was monitored via an oxygen analyzer
(Vascular Technologies) to confirm the degree of ambi-
ent hypoxia. Naïve/control animals had no exposure to
hypoxia.

Quantitative rt-PCR
Animals were sacrificed 6 h through 2 week following
hypoxic preconditioning (HPC). Following isoflurane
overdose, animals were transcardially perfused with 20
mL 0.01 M PBS with heparin (1,000 units/mL) in
RNAse-free sterile water. The neocortex was removed,
and total RNA was isolated from cortical homogenates
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using standard techniques [25]. In the remaining hemi-
sphere, a microvessel fraction (including largely capil-
laries, but also some small arterioles and venules) was
isolated by differential centrifugation in sucrose buffer
[5]. Primers (Integrated DNA Technologies, Coralville,
IA) for CCL2 and CCR2 were normalized against copies
of the housekeeping gene ribosomal 18S during quanti-
tative real-time PCR (qPCR).

Cerebral whole cell lysate immunoblotting
Animals were sacrificed as stated above for qPCR.
Whole cell homogenates of perfused neocortices in lysis
buffer were immunoblotted using standard protocols
[7]. 85 μg of protein/well was loaded (10-20% gel; Bio-
Rad, Hercules, CA), blocked, and incubated overnight in
primary antibody solution (1:1000, CCL2 (Abcam, Cam-
bridge, MA); 1:1000, CCR2 (Novus, Littleton, CO);
1:40,000, b-actin). Secondary antibodies (1:10,000; LiCor,
Lincoln, NE) were image captured using the Li-Cor
Odyssey Infrared Imaging System.

Confocal immunofluorescent histochemistry
Animals were sacrificed 6 h through 2 week following
HPC, at times corresponding to the quantitative rt-PCR
analysis. Mice were transcardially perfused (20 mL 0.01
M PBS, 40 mL 4% paraformaldehyde/0.01 M PBS), brains
cryoprotected in 30% sucrose, and sectioned at 10 μm in
the coronal plane. Representative sections from the MCA
territory were blocked and stained using standard proce-
dures [5,25]. Primary antibodies detected CCL2 (1:20;
PeproTech, Rocky Hill, NJ), neurons (NeuN 1:100; Milli-
pore, Billerica, MA), astrocytes (GFAP 1:200; Molecular
Probes, Grand Island, NY), or endothelial cells (CD31
1:50; BD Pharmingen, Franklin Lakes, NJ), followed by
secondary antibodies (Alexa Fluor 488, 568, 598; 1:300;
Invitrogen, Grand Island, NY) and counterstain (ToPro3;
1:300; Invitrogen). All photomicrograph images were
obtained using an Olympus (Center Valley, PA) Fluoview
(FV1000) confocal laser-scanning microscope or a Nano-
zoomer 2.0 (Hamamatsu, Bridgewater, NJ).

Whole blood staining for flow cytometry
Blood was collected into EDTA-containing microtubes
and stained to identify circulating leukocytes. After
blocking Fc receptors with anti-CD16/CD32 (BD Bios-
ciences, Billerica, MA), whole blood was stained with
the following titrated antibodies (Ab): anti-CD45 APC
to identify hematopoietic cells; anti-TCRb PE-Cy5 to
identify T lymphocytes; anti-CD4 PE-Texas Red to iden-
tify lymphocyte subsets; anti-Gr1 APC-Cy7 (BD Bios-
ciences) to identify granulocytes and monocytes; anti-
CD19 Alexa Fluor 700 to identify B lymphocytes; anti-
CD11b Pacific Blue to identify monocytes (eBioscience,
San Diego, CA); and anti-CCR2-PE (R&D Systems,

Minneapolis, MN). Isotype-matched monoclonal antibo-
dies were used to determine non-specific binding. Red
blood cells were lysed using FACsLyse (BD Biosciences)
according to the manufacturer’s directions. Cells were
immediately collected on the FACSAria (BD Bios-
ciences) equipped with Diva Software. Data were ana-
lyzed using Flowjo software (Treestar, Ashland, OR).

Transient focal cerebral ischemia
Mice were anesthetized using a brief exposure to 4%
isoflurane/70% NO2/30% O2, with 1.8% isoflurane as a
maintenance dose for the remainder of the procedure,
as detailed previously [4,26,27]. In all mice, laser Dop-
pler flowmetry (LDF; TSI, Inc., Shoreview, MN) mea-
sured relative change in cortical blood flow. Briefly,
following topical preparation of the scalp, an incision at
the temporal muscle exposed the left middle cerebral
artery (MCA) territory, and the probe tip was targeted
to the MCA territory based on anatomical landmarks.
For transient middle cerebral artery occlusion (tMCAo),
a ventral midline incision on the neck exposed the left
common carotid artery, which was permanently ligated
proximal to the suture placement. A silicon-coated, 6.0-
gauge, nylon suture, 12 mm in length, was advanced
9.0-10.5 mm to transiently block the origin of the MCA,
and confirmed with a second LDF reading, with > 80%
reduction in relative blood flow to baseline required for
inclusion. Body temperature was maintained at 37°C
throughout the surgical procedure; animals were placed
in a heated incubator (34°C) during ischemia. After
either 35 or 45 min, animals were re-anesthetized, con-
tinued occlusion of the MCA confirmed by LDF, and
the suture withdrawn. Successful reperfusion of the
MCA territory was defined as a return of cortical blood
flow > 50% of baseline at 10 min. Animals not meeting
the above criteria were removed from the study.

Infarct quantification
Animals were sacrificed 24 h following tMCAo by iso-
flurane overdose, then transcardially perfused with 20
mL heparinized saline. Upon removal of brains and
gross examination, animals that underwent subarach-
noid hemorrhage at the Circle of Willis, secondary to
suture placement, were excluded from further analysis.
Brains were sectioned on a 1.5-mm thick brain matrix
and exposed to 2,3,5-triphenyl tetrazolium chloride
(TTC) to delineate infarct regions. Infarct volumes were
quantified by a blinded observer using standard image
analysis software and corrected for edema based on cor-
responding right hemispheric areas as control [4,27].

CCL2 immunoneutralization
Either control rat IgG IIb, or monoclonal CCL2 anti-
body (both from R&D Systems, Minneapolis, MN), were
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administered (2 mg/kg in sterile PBS, i.p.) 3 h before
HPC [28].

Statistical analyses
Data are presented as mean ± standard error of the
mean (SEM), and the necessary group size confirmed by
power analysis. Statistical comparisons were evaluated
using student’s t-test or one-way ANOVA, with Bonfer-
roni post-hoc analysis (Prism, GraphPad, LaJolla, CA),
for all experiments except the neurologic deficit scores,
which were evaluated using Mann-Whitney rank sum
test. Outliers outside the 95% confidence interval were
excluded from final analysis, but are shown as open cir-
cles in the figures. Significance was determined as p <
0.05.

Results and discussion
Hypoxic preconditioning upregulates an early CCL2
response within the CNS
It is now appreciated that hypoxia stabilizes the alpha
subunit of HIF-1, allowing it to dimerize to the beta
subunit, translocate, and transcribe a host of both injur-
ious and pro-survival genes in hypoxic cells, the relative
expression of which depends on the severity and dura-
tion of hypoxic stimulus [29]. CCL2 contains a HIF-1
binding motif within its promoter region [13], and in
vitro studies confirm hypoxia’s ability to upregulate
CCL2 in a HIF-1-dependent manner [13,30]. While in
vivo systemic hypoxic exposure rapidly upregulates
CCL2 expression in the periphery [31,32], whether brief
hypoxia affects CCL2 within the CNS in a similar way
was not known prior to our investigation. We therefore
quantified CCL2 mRNA expression in hemispheric cor-
tical homogenates from mice exposed to HPC 6 h
through 2 week earlier (n = 7-8/group). Six hours after
HPC, cortical CCL2 mRNA expression was increased 3-
fold over naïve, and peaked at 11-fold over naïve 12 h
after HPC (p < 0.01; Figure 1A). The elevation in corti-
cal CCL2 message was fading by 24 h and was not dis-
tinguishable from baseline 2 days or 2 week after HPC.
Our immunoblot analyses confirmed that cortical CCL2
protein expression also peaked at 12 h, with a 1.6-fold
increase (p < 0.01) over naïve levels, and returned to
baseline by 2 days following HPC (n = 4-7/group; Figure
1B). The expression change we observed, with a 12-h
peak in CCL2 protein levels, was earlier than that occur-
ring after permanent focal stroke [33], which suggests a
potentially unique role for CCL2 following a mild, non-
injurious hypoxic stimulus relative to its actions follow-
ing complete ischemia. Since CCL2 is best known as a
chemoattractant for monocytes/macrophages [15], we
isolated microvessels from the remaining hemisphere of

Figure 1 Unique temporal profiles of hypoxic preconditioning
induced upregulation of CCL2 message and protein in brain.
HPC (4 h, 8%O2) induces an early (A) 11-fold increase in cortical
CCL2 mRNA and (B) 1.5-fold increase in CCL2 protein in cortical
whole cell lysates, as well as a delayed (C) 3.5-fold increase in CCL2
mRNA expression in cortical endothelial cells (black bars) relative to
naïve animals. CCR2 message and protein (grey bars) did not
significantly change relative to naïve expression in cortical
homogenates (A, B), but did in endothelial homogenates (C) within
the same animals at 24 h after HPC. *p < 0.05 vs. respective
expression level in naïves.
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the same animals to quantify CCL2 mRNA expression
in cerebral endothelium (Figure 1C). We found HPC-
induced changes in cerebral endothelial cell CCL2
expression, but not temporally parallel with that we
observed in cortical homogenates. Specifically, no
changes in expression occurred between 6 h and 24 h
after HPC, but a large 3.5-fold increase (p < 0.05) in
expression was evidenced in the microvessel fraction 2
days after HPC. By 2 week post-HPC, expression levels
were back to baseline. CCL2 expression within the vas-
culature is required for CCR2+ monocyte rolling, adher-
ence, and extravasation from blood into tissue beds
[34,35]. Thus, this may reflect one aspect of the ‘effector
phenotype’ established by the prior HPC stimulus,
wherein the recruitment of monocytes to the brain
could be enhanced at times more coincident with stroke
onset (2 d), and not during the time of peak CCL2
expression (6-12 h), when CCL2 acts as a proximal sig-
naling mediator for inducing adaptive responses in resi-
dent brain cells to protect them from a future ischemic
event.
Ischemic injury in vivo upregulates CCL2 in several

CNS cell types, including neurons [36,37], astrocytes
[30,33,38,39], macrophages/microglia [33,39], and
endothelial cells [37]. Because our qPCR analysis of the
cortical microvascular fraction showed no upregulation
of CCL2 message at 12 and 24 h after HPC, but our
mRNA and protein measures in cortical homogenates
revealed increased CCL2 expression at these times, we
used a immunohistochemical approach to determine
which remaining cell type contributed to the HPC-
induced response. Figure 2 shows a temporal immuno-
histochemical analysis of HPC-induced CCL2 protein
expression in the cortex, and our neuronal, astrocyte,
and endothelial cell colocalization results. As with our
qPCR and immunoblot findings, the strongest CCL2
immunoreactivity occurred 12 h and 24 h following
HPC, and neurons were the predominant cell type
expressing this chemokine. Regions with reactive,
GFAP-positive astrocytes were rare, but typically found
in cortical layer V/VI, near the corpus callosum, if pre-
sent; nevertheless, there was minimal astrocyte expres-
sion of CCL2 in these regions during these times. A
very small number of macrophages were also identified
in the cortex at 6 h after HPC, and all of these coloca-
lized with CCL2 (data not shown). Taken together, our
results indicate that HPC induces a relatively rapid and
highly neuron-specific upregulation of CCL2 within
hours of the hypoxic exposure, and a delayed upregula-
tion in cerebral endothelium two days after hypoxia,
which suggested to us the hypothesis that this chemo-
kine may contribute to the induction of the genomic
reprogramming underpinning the ischemia-tolerant phe-
notype. Moreover, the finding of inactivation of HIF-1

transcription in neurons in vitro increases hypoxia-
induced cell death, whereas the inactivation of HIF-1 in
astrocytes in co-cultures is neuroprotective [40], is also
consonant with our hypothesis that a brief, neuron-spe-
cific upregulation of CCL2, and perhaps other HIF-1
target genes, ultimately promote the ischemia-resistant
phenotype.
At no time after HPC was the cortical expression of

the CCL2 receptor, CCR2, significantly affected,
although there were trends for both CCR2 mRNA (p =
0.06) and protein (p = 0.10) expression increases over
naïve levels at 12 h following HPC (Figure 1A, B). In
addition, there was no discernable qualitative difference
in cortical CCR2 immunohistochemical expression fol-
lowing HPC (data not shown). There was a brief transi-
ent upregulation of endothelial CCR2 mRNA (p < 0.05)
at 24 h after HPC that preceded the endothelial upregu-
lation of CCL2 mRNA at 2 days. However, this response
was not identified immunohistochemically at the protein
level (Figure 1C). Although others have shown that, at
least in monocytes, CCR2 message is downregulated fol-
lowing in vitro hypoxia [41], our in vivo findings indi-
cate that HPC upregulates CCR2 within at least two
resident brain cells, each along a distinct timeline. Even
without a concomitant upregulation in CCR2 expres-
sion, the HPC-induced early upregulation in CCL2 pro-
duction by neurons, and later in microvessels, is likely
to have functional consequences, and implies CCL2-
mediated autocrine/paracrine signaling is critical to the
induction of ischemic tolerance.

Hypoxic preconditioning alters circulating monocyte,
granulocyte, and lymphocyte populations, but
independent of CCL2
Given that HPC is a systemic stimulus, hypoxia-induced
changes in CCL2 expression in the periphery - particu-
larly in circulating immune cells - may also contribute
to the establishment of the ischemia-tolerant phenotype.
We therefore examined whether HPC affected circulat-
ing white blood cell populations, and whether CCL2
modulates this response. Figure 3A shows the frequency
of leukocyte subsets in whole blood, based on a CD45+

gating [42], in both wild-type CX3CR1
GFP/+ and CCL2-

null mice, under naïve conditions, and 12 h after HPC,
the time when peak CCL2 protein expression occurred
within the CNS. Under resting conditions, the genetic
deletion of CCL2 (n = 7) resulted in higher basal levels
of Gr1+ granulocytes (26% increase) and B lymphocytes
(28% increase) compared to wild-type CX3CR1

GFP/+

mice (n = 5), although the increases in each subpopula-
tion were not statistically significant. TCRb+ T lympho-
cytes were similarly elevated in CCL2-null mice (28%
over wild-type), and this increase was significant (p <
0.0001). In contrast, CD11b+ monocytes were
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significantly decreased in CCL2-deficient animals (43%
below wild-type; p < 0.001), which also resulted in a sig-
nificant, 70% reduction in CD11b+ monocytes expres-
sing the CCL2 receptor CCR2+ (p < 0.0001; Figure 3B).
This previously reported monocytopenia in the blood of
CCL2-null mice [43] reflects the loss of the highly speci-
fic CCL2/CCR2-mediated release of monocytes, but not
neutrophils or lymphocytes, from the bone marrow of
these animals [44,45].
In response to the mild systemic hypoxia of HPC, the

peripheral distribution of leukocyte subsets was affected,
but in a predominantly CCL2-independent manner. Spe-
cifically, HPC reduced TCRb+ T lymphocyte and CD11b
+ monocyte populations in both CX3CR1

GFP/+ wild type
(n = 6; p < 0.0001 for both subsets) and CCL2-null (n =
5; p < 0.001 for both subsets) mice. While these popula-
tions are significantly different in HPC-treated CCL2-
null mice compared to HPC-treated wild-types, the
magnitude of reduction for both TCRb+ T lymphocytes
(36% vs. 29%, respectively) and CD11b+ monocytes (82%
vs. 63%, respectively) was similar - a reflection of the
different baseline expression levels found in naïve ani-
mals and not an altered response to HPC in the absence
of CCL2. HPC induced a similar magnitude of downre-
gulation of Gr1+ granulocytes in both wild-type mice
(47% reduction vs. naïve) and CCL2-null mice (44%

reduction vs. naïve), and again the response did not dif-
fer between genotypes. B lymphocytes increased in
response to HPC, with a 2.4-fold increase in
CX3CR1

GFP/+ wild-types (p < 0.0001) and a 1.8-fold
increase in CCL2-null mice (p < 0.0001) which, when
normalized to all CD45+ cells, was also unaffected by
the presence or absence of CCL2 (37% vs. 38%,
respectively).

CCL2 mediates the movement of CCR2+ monocytes from
blood following hypoxic preconditioning
The only CCL2-dependent effect of HPC on the distri-
bution of leukocyte subsets related to CCR2+/CD11b+

monocytes. In wild-type mice, the 78% of monocytes
that express CCR2 under resting conditions was reduced
to 42% (p < 0.0001) following HPC, suggesting that
about half of the CCR2+ monocytes move out of the
peripheral circulation in response to HPC. Conversely,
in CCL2-null mice, HPC actually resulted in an increase
in the fraction of CCR2+ monocytes, from 23% to 49%
(p < 0.0001), although this may reflect the movement of
non-CCR2+ monocytes out of the blood of CCL2-null
mice, considering non-CCR2+ monocytes constitute 77%
of all monocytes in the knockouts. Coronal sections
from the brains of the same mice used for the flow cyto-
metry studies described above show a similar and evenly

Figure 2 CCL2 protein expression in brain after HPC. (A) Temporal immunohistochemical analyses for CCL2 protein shows an early
colocalization (at 6, 12, and 24 h) of CCL2 protein (red; middle panel) with NeuN-positive neurons (green; left panel) in the cortical grey matter
after HPC (4 h, 8%O2). CCL2 reactivity was minimal in naïve animals and again at 2 days and 2 week after HPC. (B and C) Additional
immunolabeling confirmed that CCL2 protein did not colocalize with (B) CD31-positive cortical endothelial cells (green; left panel), or with (C)
GFAP-positive reactive astrocytes (green; left panel) within 24 h of HPC. ToPro3 (blue; right panel) was used in all photomicrographs as a general
nuclear stain, and merged images are shown at the far right for each time point.
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distributed resident monocyte population in both wild-
type and CCL2-null mice at 12 h after HPC (Figure 3C-
E). Given the well-known immune privilege of the CNS,
which serves to limit leukocyte extravasation from the
circulation into the brain under non-pathological condi-
tions [25], we would contend that the mild hypoxic sti-
mulus was not sufficient to increase monocyte
extravasation across an intact blood-brain barrier in
either wild-type or knockout mice. In fact, even during
an increase in monocyte recruitment into the brain
under bacterial pathogen-induced neuroinflammation,
CCL2 gene deletion did not affect extravasation [46],
due to either a CCR1-mediated chemotaxis [44,45,47],
or the expression of CCL7 and CCL12 in CCL2-null
mice [43]. Monocyte subpopulations extravasate into
mesentery, lung, and skeletal muscle in response to mild
hypoxia [48-50], which could account for their early
movement out of the circulation in our study; future
investigations should determine whether monocytes
enter the brain at any later post-hypoxic timepoints.

The delayed upregulation of CCL2 expression in cere-
bral endothelial cells 2 days after HPC would be consis-
tent with such a possibility.

Hypoxic preconditioning does not provide tolerance to
transient focal stroke in CCL2-deficient mice
Because the neuronal upregulation of HIF-1 is neuro-
protective [40], and to test our hypothesis that HPC
requires the HIF-mediated upregulation of neuronal
CCL2 to induce the protective phenotype, we examined
the ability of HPC to induce ischemic tolerance in
CCL2-null mice following transient focal stroke [4]. Fig-
ure 4A shows 24 h post-stroke infarct volumes for non-
preconditioned CCL2-null mice, and HPC-treated
CCL2-null mice in response to a 45-min tMCAo. In the
absence of CCL2, HPC exhibited no protective effect
with respect to infarct volume (114 ± 16 mm3; n = 5)
compared to non-preconditioned controls (114 ± 8
mm3; n = 6). These infarct volumes, however, are larger
than those reported in prior studies of CCL2-/- mice

Figure 3 HPC affects peripheral blood leukocyte populations. (A) Whole blood staining identified baseline difference for TCRb+ T
lymphocytes and CD11b+ monocytes in naïve (i.e., not exposed to hypoxia) CCL2 knockout (KO) mice versus naïve wild-type (WT) CX3CR1GFP/+

mice. HPC reduced Gr-1+ granulocytes, T lymphocytes, and monocytes, while increasing CD19+ B lymphocytes, to a similar extent in both
strains. Data are shown as the mean percent of CD45+ cells in the peripheral blood. (B) Representative staining for the chemokine receptor CCR2
on circulating monocytes showed significant strain differences at naïve levels that were equalized at 12 h after HPC. Whole blood was stained
and expression of CCR2 by CD45+CD11b+ monocytes was determined by comparison with monocytes stained with an isotype-matched control
antibody. (C, D, E) Representative cortical sections from animals in the above experiment display a similar distribution pattern and morphology
of resident CX3CR1-expressing monocytes/microglia at 12 h after HPC when seen at (D) 20 × and (E) 40 × magnification within the area
denoted by the white rectangle. (F) CCL2 staining in adjacent sections, denoted by the white squares in cortical and subcortical areas. *p < 0.05,
**p < 0.0001 vs. control.
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following a 30-min tMCAo [51], and following perma-
nent MCAo [17]. While infarct volumes in the latter
study were similar to our previous experience with per-
manent MCAo [5], the smaller infarct volumes following
tMCAo that others reported may be due to the use of
different infarct quantification methods, as well as the
shorter 30-min duration of ischemia. Schilling and col-
leagues [51] stained intermittent coronal sections with
Toluidine Blue, and visually determined the infarct at
the time of sectioning - which may have resulted in the
exclusion of the most rostral and caudal portions of the
infarct that are included using our TTC quantification
protocol. We also examined another cohort of mice sub-
jected to a 35-min tMCAo to ensure that the extent of
damage caused by a 45-min occlusion did not mask or
overwhelm any potential HPC-induced protection (Fig-
ure 4B). Again, HPC-treated CCL2-null mice had infarct
volumes (87 ± 10 mm3; n = 10) nearly identical to non-
preconditioned CCL2-nulls (91 ± 16 mm3; n = 9).

Taken together, the results from these two cohorts con-
firm our hypothesis that CCL2 is required for HPC-
induced tolerance to transient focal stroke.
Finally, recent studies show conflicting roles for the

influence of CX3CR1 on the progression of ischemic
injury, with genetic deletion of either CX3CL1 (i.e., frac-
talkine) or CX3CR1 decreasing post-stroke ischemic
injury [52-54], whereas administration of CX3CL1 to
wild-type rodents, with intact immune systems, promot-
ing neuroprotection and long-term behavioral recovery
[52]. Because our CCL2-null mice are on a CX3CR1

GFP/

+ background, with one functional copy of the fractalk-
ine receptor replaced by GFP in all CD11b+ monocytes
[55], we deemed it necessary to demonstrate that the
single-copy deletion of CX3CR1 in the CCL2-null mice
did not potentially mask cerebroprotection induced by
HPC. However, as shown in Figure 4C, we confirmed
that HPC prior to a 35-min tMCAo significantly
reduced infarct volumes in CX3CR1

GFP/+ mice (32 ± 7
mm3; n = 5; p < 0.01) compared to non-preconditioned
controls (62 ± 6; n = 6), indicating that the single-copy
deletion of CX3CR1 had no effect on the ability of HPC
to promote stroke tolerance.

Immunoneutralization of CCL2 during hypoxic
preconditioning blocks neuroprotection
If the HPC-induced neuronal and/or cerebral endothe-
lial production of CCL2 acts as part of an autocrine/
paracrine signaling mechanism, then preventing the
CCL2-induced activation of CCR2 receptors should also
inhibit HPC-induced tolerance in a manner similar to
the effects of CCL2 gene deletion. To test this hypoth-
esis, we immunoneutralized CCL2 during HPC in wild-
type mice using a dose of monoclonal, anti-CCL2 neu-
tralizing antibody that was shown previously to reduce
infarct volumes in obese mice when administered intra-
peritoneally 3 h before stroke onset [28]. Figure 4D
depicts infarct volumes 24 h following tMCAo in non-
preconditioned mice, and in preconditioned mice with
and without the CCL2 neutralizing antibody. Note that,
in untreated mice, HPC reduced infarct volume by 27%
(75 ± 6 mm3; n = 12 vs. 102 ± 6 mm3; n = 15; p <
0.01). However, in mice receiving the antibody, the
development of HPC-induced tolerance was blocked,
resulting in infarct volumes (117 ± 5 mm3; n = 9; p =
0.16) significantly greater than HPC-treated mice with
control IgG antibody (87.4 mm3; n = 11; p < 0.01), and
15% greater than nonpreconditioned controls. Our
demonstration of the loss of the ischemia-tolerant phe-
notype by a CCL2-immunoneutralizing antibody, parti-
cularly when considered together with our
aforementioned results in CCL2-null mice, serves as
additional evidence implicating CCL2 in the HPC-
induced triggering of the downstream signaling

Figure 4 Genetic and pharmacologic evidence for CCL2
involvement in HPC-induced stroke tolerance. (A and B) HPC-
induced ischemic tolerance was lacking in CCL2-null animals with
HPC completed 2 days prior to (A) a 45-min tMCAo (n = 6) or (B) a
35-min tMCAo (n = 9) tMCAo, versus control CCL2-null mice with
tMCAo but no prior HPC (n = 6 and n = 10, respectively). (C) HPC
promoted ischemic tolerance to a 35-min tMCAo in CX3CR1GFP/+

wild-type mice. (D) In WT mice, HPC 2 days prior to tMCAo (n = 12)
reduced infarct volume resulting from 45-min of tMCAo versus
controls with tMCAo but no prior HPC (n = 15).
Immunoneutralization of CCL2 prior to HPC reversed this protection
relative to untreated control mice with HPC (n = 9), and relative to
control mice given the IgG-isotype control antibody prior to HPC (n
= 11). Individual values (black-filled circles), mean (black horizontal
bars), 75% confidence interval (gray box), and values (open circles)
that fell outside of the 95% confidence interval (whiskers) are given.
*p < 0.05, **p < 0.0001 vs. HPC.
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mechanisms that, in turn, are responsible for the
changes in gene expression required for HPC-induced
tolerance.
While our findings indicate that CCL2 is clearly

implicated in the establishment of HPC-induced neu-
roprotection, it is unclear whether neuronal CCL2
mRNA and protein upregulation, cerebral endothelial
cell CCL2 mRNA upregulation, and/or a peripheral
recruitment of CCR2-expressing monocytes by CCL2,
are required for triggering the genomic reprogramming
responsible for ischemic tolerance to stroke. Although
our findings implicate neurons as the predominant
source of early CCL2 protein within the cortex follow-
ing HPC, our histological findings would suggest they
do not recruit from the circulation and into the CNS
significant numbers of CCR2-expressing monocytes at
the time of peak levels of CCL2 expression. In fact, in
addition to monocytes, HPC appears to drive several
leukocyte subpopulations out of the circulation, includ-
ing granulocytes and T lymphocytes. Future flow cyto-
metry experiments could determine (more definitively
than immunohistochemistry) if any of these leukocyte
subpopulations enter the CNS in response to HPC,
and over what time periods after HPC. Perhaps the
delayed upregulation of cerebral endothelial CCL2 that
we observed two days after HPC helps promote CCR2+

monocyte extravasation into the CNS at this later
time, given that CCL2 expression is required for
monocyte rolling and adherence to the venular
endothelium [34,35]. This HPC-induced, CCL2-
mediated recruitment of CCR2+ monocytes from the
periphery by cerebral endothelial cells would likely be
blocked by a systemically-delivered CCL2 immunoneu-
tralizing antibody, which could have contributed to the
loss of HPC-induced stroke tolerance in mice receiving
such treatment. Currently, few studies suggest any pro-
tective roles for monocytes in stroke injury and repair
[56]. However, an elegant series of experiments follow-
ing acute skeletal muscle injury show that CCL2 must
be expressed by all three compartments - bone mar-
row, monocytes, and the injured skeletal muscle - to
initiate phagocytosis of injured tissue and subsequent
regeneration [43]. Thus, it is not inconceivable that the
production of CCL2 from multiple cell types, and its
subsequent autocrine, paracrine, and chemotactic
actions, are needed to signal the induction of a pan-
cellular ischemia-tolerant phenotype. A similar inter-
play between the neuronal-, endothelial-, and circulat-
ing immune cell-derived CCL2 and surrounding cells
may also be foundational to the protective effects of
“remote” preconditioning observed in both clinical and
preclinical studies [57-60].

While hypoxia, via HIF-1, upregulates CCL2, it
would be of interest to determine if the genomic
reprogramming induced by other preconditioning sti-
muli also involves CCL2 signaling. Indeed, several
well-described preconditioning stimuli, including LPS,
TNF-a, interferon, and interleukin-1 beta (IL-1b),
upregulate CCL2 [15]. Moreover, overexpression of
CCL2 in cardiac myocytes mimics preconditioning
through the upregulation of the phosphorylated SAPK/
JNK1/2, but not ERK1/2 or p38, pathway [22], but
whether these or similar signaling intermediates are
involved in response to the more broad HPC stimulus
is not presently known. The autocrine actions of neu-
ronal CCL2 could also modulate post-stroke plasticity
during recovery, given that exogenous CCL2 increases
firing rates and excitatory postsynaptic transmission in
CA1 hippocampal neurons [61], and/or influences neu-
rotransmission - since CCR2 colocalizes with neuro-
transmitters in the cortex [62]. In addition to these
novel, plasticity-based, neuronal functions, the para-
crine effects of neuron- and cerebral endothelial cell-
derived CCL2 on neighboring astrocytes, microglia,
and other cells within the CNS, and on circulating
immune cells, warrants further investigation.

Conclusions
Stroke affects over 800,000 individuals per year in the
United States, and although its rank as a cause of
death has fallen to fourth, it remains the primary con-
tributor to long-term adult disability [63]. Every effort
should therefore be made to understand not only
stroke pathology, but also any endogenous mechanisms
that can be induced to establish a sustained ischemia-
tolerant phenotype. Over a decade ago, we reported
that a single exposure to systemic hypoxia, similar to
levels tolerated by humans [64,65], imparted a period
of tolerance to subsequent stroke injury [4]. In the
present investigation, we showed that the neuronal and
cerebral endothelial cell expression of CCL2 is upregu-
lated in response to HPC. We also demonstrated a
concomitant, predominantly CCL2-independent altera-
tion in circulating leukocyte subpopulations by HPC.
The spatio-temporal basis of these changes will require
further refinement, particularly with regard to the
potential for a delayed, endothelial cell-based, CCL2-
mediated recruitment of monocytes into the CNS.
Regardless, our findings that CCL2 gene deletion, or
its immunoneutralization during HPC, robustly
blocked HPC-induced stroke tolerance implicates
CCL2 in its induction. Thus, this work advances a fun-
damentally new role for CCL2: Initiating the host of
epigenetic changes in response to hypoxic
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preconditioning that ultimately establish a neurovascu-
lar-protective phenotype in the CNS.

Abbreviations
Ab: antibodies; APC: antigen-presenting cell; CCL2: chemokine (C-C motif)
ligand 2; CCR2: chemokine (C-C motif) receptor 2; CNS: central nervous
system; CX3CL1: chemokine (C-X3-C motif) ligand 1; CX3CR1: CX3C
chemokine receptor 1; D: day; EDTA: ethylenediaminetetraacetic acid; ERK:
extracellular-signal-regulated kinase; GFAP: glial fibrillary acidic protein; GFP:
green fluorescent protein; H: hour; HIF-1: hypoxia-inducible factor-1; HPC:
hypoxic preconditioning; IgG: Immunoglobulin G; IL-1β: interleukin-1 beta;
KO: knockout; LDF: laser Doppler flowmetry; MAPK: mitogen-activated
protein kinase; MCA: middle cerebral artery; MCP-1: monocyte
chemoattractant protein-1; mRNA: messenger ribonucleic acid; NK: natural
killer; PBS: phosphate buffered saline; qPCR: quantitative real-time
polymerase chain reaction; SAPK/JNK: stress-activated protein kinase/c-Jun
NH2-terminal kinase; SEM: standard error of the mean; SW: Swiss-Webster;
TCRβ: T cell receptor β; TTC: tetrazolium chloride; tMCAo: transient middle
cerebral artery occlusion; TNF-α: tumor necrosis factor-α; WT: wild-type.

Acknowledgements
We recognize NIH RO1 HL79278 (JMG), NIH P01 NS32636 (JMG), American
Heart Association (AMS), and Spastic Paralysis Research Foundation of the
Illinois-Eastern Iowa District of Kiwanis International for generously funding
this research. Dr. Stowe was also supported by The Hope Center for
Neurological Disorders, Washington University School of Medicine. We thank
Dr. Keiko Hirose at Washington University for the breeding pairs of CCL2-/-/
CX3CR1GFP/+ mice. We would also like to thank Rehana Z. Hussain and Erin
Shubel (UT Southwestern) for technical assistance.

Author details
1Department of Neurological Surgery, Washington University School of
Medicine, 660 S. Euclid Ave., Box 8057, St. Louis, MO 63110, USA. 2Cell
Biology & Physiology, Washington University School of Medicine, St. Louis,
MO, USA. 3Department of Neurology and Neurotherapeutics, UT
Southwestern Medical Center, Dallas, TX, USA. 4Neurology Section, VA North
Texas Health Care Systems, Dallas, TX, USA.

Authors’ contributions
AMS and JMG conceived of the study, designed the experiments, and co-
wrote the manuscript. BKW conducted the CCL2 immunoneutralization
studies, helped edit the manuscript, and made several other intellectual
contributions to this work. ABF performed all of the rt-PCR and Western blot
experiments, with the help of JLP. RH and JLP conducted the
immunohistochemistry studies. AMS, PDC, ML, and OS designed and
conducted the flow cytometry and immunohistochemical studies and aided
in interpretation of data. All authors read and approved the final manuscript.

Competing interests
The authors declare that they have no competing interests.

Received: 5 July 2011 Accepted: 16 February 2012
Published: 16 February 2012

References
1. Dirnagl U, Becker K, Meisel A: Preconditioning and tolerance against

cerebral ischaemia: from experimental strategies to clinical use. Lancet
Neurol 2009, 8:398-412.

2. Gidday JM: Cerebral preconditioning and ischaemic tolerance. Nat Rev
Neurosci 2006, 7:437-448.

3. Pignataro G, Scorziello A, Di Renzo G, Annunziato L: Post-ischemic brain
damage: effect of ischemic preconditioning and postconditioning and
identification of potential candidates for stroke therapy. FEBS J 2009,
276:46-57.

4. Miller BA, Perez RS, Shah AR, Gonzales ER, Park TS, Gidday JM: Cerebral
protection by hypoxic preconditioning in a murine model of focal
ischemia-reperfusion. NeuroReport 2001, 12:1663-1669.

5. Stowe AM, Altay T, Freie AB, Gidday JM: Repetitive hypoxia extends
endogenous neurovascular protection for stroke. Ann Neurol 2011,
69:975-985.

6. Lin AM, Dung SW, Chen CF, Chen WH, Ho LT: Hypoxic preconditioning
prevents cortical infarction by transient focal ischemia-reperfusion. Ann
N Y Acad Sci 2003, 993:168-178.

7. Wacker BK, Park TS, Gidday JM: Hypoxic preconditioning-induced cerebral
ischemic tolerance: role of microvascular sphingosine kinase 2. Stroke
2009, 40:3342-3348.

8. Taie S, Ono J, Iwanaga Y, Tomita S, Asaga T, Chujo K, Ueki M: Hypoxia-
inducible factor-1alpha has a key role in hypoxic preconditioning. J Clin
Neurosci 2009, 16:1056-1060.

9. Ceradini DJ, Kulkarni AR, Callaghan MJ, Tepper OM, Bastidas N,
Kleinman ME, Capla JM, Galiano RD, Levine JP, Gurtner GC: Progenitor cell
trafficking is regulated by hypoxic gradients through HIF-1 induction of
SDF-1. Nat Med 2004, 10:858-864.

10. Bernaudin M, Nedelec AS, Divoux D, MacKenzie ET, Petit E, Schumann-
Bard P: Normobaric hypoxia induces tolerance to focal permanent
cerebral ischemia in association with an increased expression of
hypoxia-inducible factor-1 and its target genes, erythropoietin and
VEGF, in the adult mouse brain. J Cereb Blood Flow Metab 2002,
22:393-403.

11. Marti HJ, Bernaudin M, Bellail A, Schoch H, Euler M, Petit E, Risau W:
Hypoxia-induced vascular endothelial growth factor expression precedes
neovascularization after cerebral ischemia. Am J Pathol 2000, 156:965-976.

12. Prass K, Scharff A, Ruscher K, Lowl D, Muselmann C, Victorov I, Kapinya K,
Dirnagl U, Meisel A: Hypoxia-induced stroke tolerance in the mouse is
mediated by erythropoietin. Stroke 2003, 34:1981-1986.

13. Mojsilovic-Petrovic J, Callaghan D, Cui H, Dean C, Stanimirovic DB,
Zhang W: Hypoxia-inducible factor-1 (HIF-1) is involved in the regulation
of hypoxia-stimulated expression of monocyte chemoattractant protein-
1 (MCP-1/CCL2) and MCP-5 (Ccl12) in astrocytes. J Neuroinflammation
2007, 4:12.

14. Sheehan JJ, Zhou C, Gravanis I, Rogove AD, Wu YP, Bogenhagen DF,
Tsirka SE: Proteolytic activation of monocyte chemoattractant protein-1
by plasmin underlies excitotoxic neurodegeneration in mice. J Neurosci
2007, 27:1738-1745.

15. Semple BD, Kossmann T, Morganti-Kossmann MC: Role of chemokines in
CNS health and pathology: a focus on the CCL2/CCR2 and CXCL8/CXCR2
networks. J Cereb Blood Flow Metab 2010, 30:459-473.

16. O’Boyle G, Brain JG, Kirby JA, Ali S: Chemokine-mediated inflammation:
Identification of a possible regulatory role for CCR2. Mol Immunol 2007,
44:1944-1953.

17. Hughes PM, Allegrini PR, Rudin M, Perry VH, Mir AK, Wiessner C: Monocyte
chemoattractant protein-1 deficiency is protective in a murine stroke
model. J Cereb Blood Flow Metab 2002, 22:308-317.

18. Dimitrijevic OB, Stamatovic SM, Keep RF, Andjelkovic AV: Absence of the
chemokine receptor CCR2 protects against cerebral ischemia/reperfusion
injury in mice. Stroke 2007, 38:1345-1353.

19. Niu J, Azfer A, Zhelyabovska O, Fatma S, Kolattukudy PE: Monocyte
chemotactic protein (MCP)-1 promotes angiogenesis via a novel
transcription factor, MCP-1-induced protein (MCPIP). J Biol Chem 2008,
283:14542-14551.

20. Stamatovic SM, Keep RF, Mostarica-Stojkovic M, Andjelkovic AV: CCL2
regulates angiogenesis via activation of Ets-1 transcription factor. J
Immunol 2006, 177:2651-2661.

21. Wei L, Erinjeri JP, Rovainen CM, Woolsey TA: Collateral growth and
angiogenesis around cortical stroke. Stroke 2001, 32:2179-2184.

22. Martire A, Fernandez B, Buehler A, Strohm C, Schaper J, Zimmermann R,
Kolattukudy PE, Schaper W: Cardiac overexpression of monocyte
chemoattractant protein-1 in transgenic mice mimics ischemic
preconditioning through SAPK/JNK1/2 activation. Cardiovasc Res 2003,
57:523-534.

23. Conductier G, Blondeau N, Guyon A, Nahon JL, Rovere C: The role of
monocyte chemoattractant protein MCP1/CCL2 in neuroinflammatory
diseases. J Neuroimmunol 2010, 224:93-100.

24. Yadav A, Saini V, Arora S: MCP-1: chemoattractant with a role beyond
immunity: a review. Clin Chim Acta 2010, 411:1570-1579.

25. McCandless EE, Wang Q, Woerner BM, Harper JM, Klein RS: CXCL12 limits
inflammation by localizing mononuclear infiltrates to the perivascular

Stowe et al. Journal of Neuroinflammation 2012, 9:33
http://www.jneuroinflammation.com/content/9/1/33

Page 10 of 12

http://www.ncbi.nlm.nih.gov/pubmed/19296922?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/19296922?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/16715053?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/19087199?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/19087199?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/19087199?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/11409736?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/11409736?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/11409736?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/21437933?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/21437933?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/12853311?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/12853311?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/19644058?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/19644058?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/19447625?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/19447625?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/15235597?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/15235597?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/15235597?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/11919510?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/11919510?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/11919510?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/11919510?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/10702412?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/10702412?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/12829864?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/12829864?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/17474992?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/17474992?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/17474992?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/17301181?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/17301181?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/19904283?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/19904283?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/19904283?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/17081610?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/17081610?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/11891436?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/11891436?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/11891436?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/17332467?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/17332467?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/17332467?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/18364357?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/18364357?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/18364357?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/16888027?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/16888027?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/11546914?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/11546914?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/12566125?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/12566125?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/12566125?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/20681057?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/20681057?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/20681057?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/20633546?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/20633546?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/17114479?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/17114479?dopt=Abstract


space during experimental autoimmune encephalomyelitis. J Immunol
2006, 177:8053-8064.

26. Stowe AM, Adair-Kirk TL, Gonzales ER, Perez RS, Shah AR, Park TS,
Gidday JM: Neutrophil elastase and neurovascular injury following focal
stroke and reperfusion. Neurobiol Dis 2009, 35:82-90.

27. Gidday JM, Gasche YG, Copin JC, Shah AR, Perez RS, Shapiro SD, Chan PH,
Park TS: Leukocyte-derived matrix metalloproteinase-9 mediates blood-
brain barrier breakdown and is proinflammatory after transient focal
cerebral ischemia. Am J Physiol Heart Circ Physiol 2005, 289:H558-H568.

28. Terao S, Yilmaz G, Stokes KY, Ishikawa M, Kawase T, Granger DN:
Inflammatory and injury responses to ischemic stroke in obese mice.
Stroke 2008, 39:943-950.

29. Semenza GL: Regulation of oxygen homeostasis by hypoxia-inducible
factor 1. Physiology 2009, 24:97-106.

30. Xu Q, Wang S, Jiang X, Zhao Y, Gao M, Zhang Y, Wang X, Tano K,
Kanehara M, Zhang W, Ishida T: Hypoxia-induced astrocytes promote the
migration of neural progenitor cells via vascular endothelial factor, stem
cell factor, stromal-derived factor-1alpha and monocyte chemoattractant
protein-1 upregulation in vitro. Clin Exp Pharmacol Physiol 2007,
34:624-631.

31. Chao J, Donham P, van Rooijen N, Wood JG, Gonzalez NC: MCP-1/CCL2
Released from Alveolar Macrophages Mediates the Systemic
Inflammation of Acute Alveolar Hypoxia. Am J Respir Cell Mol Biol 2011,
45:53-61.

32. Marisa C, Lucci I, Di Giulio C, Bianchi G, Grilli A, Patruno A, Reale M: MCP-1
and MIP-2 expression and production in BB diabetic rat: effect of
chronic hypoxia. Mol Cell Biochem 2005, 276:105-111.

33. Gourmala NG, Buttini M, Limonta S, Sauter A, Boddeke HW: Differential and
time-dependent expression of monocyte chemoattractant protein-1
mRNA by astrocytes and macrophages in rat brain: effects of ischemia
and peripheral lipopolysaccharide administration. J Neuroimmunol 1997,
74:35-44.

34. Gerszten RE, Garcia-Zepeda EA, Lim YC, Yoshida M, Ding HA, Gimbrone MA
Jr, Luster AD, Luscinskas FW, Rosenzweig A: MCP-1 and IL-8 trigger firm
adhesion of monocytes to vascular endothelium under flow conditions.
Nature 1999, 398:718-723.

35. Maus U, Henning S, Wenschuh H, Mayer K, Seeger W, Lohmeyer J: Role of
endothelial MCP-1 in monocyte adhesion to inflamed human
endothelium under physiological flow. Am J Physiol Heart Circ Physiol
2002, 283:H2584-H2591.

36. Ivacko J, Szaflarski J, Malinak C, Flory C, Warren JS, Silverstein FS: Hypoxic-
ischemic injury induces monocyte chemoattractant protein-1 expression
in neonatal rat brain. J Cereb Blood Flow Metab 1997, 17:759-770.

37. Nishi T, Maier CM, Hayashi T, Saito A, Chan PH: Superoxide dismutase 1
overexpression reduces MCP-1 and MIP-1 alpha expression after
transient focal cerebral ischemia. J Cereb Blood Flow Metab 2005,
25:1312-1324.

38. Liu XS, Zhang ZG, Zhang RL, Gregg SR, Wang L, Yier T, Chopp M:
Chemokine ligand 2 (CCL2) induces migration and differentiation of
subventricular zone cells after stroke. J Neurosci Res 2007, 85:2120-2125.

39. Yan YP, Sailor KA, Lang BT, Park SW, Vemuganti R, Dempsey RJ: Monocyte
chemoattractant protein-1 plays a critical role in neuroblast migration
after focal cerebral ischemia. J Cereb Blood Flow Metab 2007,
27:1213-1224.

40. Vangeison G, Carr D, Federoff HJ, Rempe DA: The good, the bad, and the
cell type-specific roles of hypoxia inducible factor-1 alpha in neurons
and astrocytes. J Neurosci 2008, 28:1988-1993.

41. Bosco MC, Puppo M, Santangelo C, Anfosso L, Pfeffer U, Fardin P,
Battaglia F, Varesio L: Hypoxia modifies the transcriptome of primary
human monocytes: modulation of novel immune-related genes and
identification of CC-chemokine ligand 20 as a new hypoxia-inducible
gene. J Immunol 2006, 177:1941-1955.

42. Gocke AR, Cravens PD, Ben LH, Hussain RZ, Northrop SC, Racke MK, Lovett-
Racke AE: T-bet regulates the fate of Th1 and Th17 lymphocytes in
autoimmunity. J Immunol 2007, 178:1341-1348.

43. Lu H, Huang D, Ransohoff RM, Zhou L: Acute skeletal muscle injury: CCL2
expression by both monocytes and injured muscle is required for repair.
FASEB J 2011, 25:3344-3355.

44. Martin AP, Rankin S, Pitchford S, Charo IF, Furtado GC, Lira SA: Increased
expression of CCL2 in insulin-producing cells of transgenic mice

promotes mobilization of myeloid cells from the bone marrow, marked
insulitis, and diabetes. Diabetes 2008, 57:3025-3033.

45. Wang Y, Cui L, Gonsiorek W, Min SH, Anilkumar G, Rosenblum S,
Kozlowski J, Lundell D, Fine JS, Grant EP: CCR2 and CXCR4 regulate
peripheral blood monocyte pharmacodynamics and link to efficacy in
experimental autoimmune encephalomyelitis. J Inflamm (Lond) 2009, 6:32.

46. Drevets DA, Dillon MJ, Schawang JE, Stoner JA, Leenen PJ: IFN-gamma
triggers CCR2-independent monocyte entry into the brain during
systemic infection by virulent Listeria monocytogenes. Brain Behav
Immun 2010, 24:919-929.

47. Dagkalis A, Wallace C, Xu H, Liebau S, Manivannan A, Stone MA, Mack M,
Liversidge J, Crane IJ: Development of experimental autoimmune uveitis:
efficient recruitment of monocytes is independent of CCR2. Invest
Ophthalmol Vis Sci 2009, 50:4288-4294.

48. Burke DL, Frid MG, Kunrath CL, Karoor V, Anwar A, Wagner BD,
Strassheim D, Stenmark KR: Sustained hypoxia promotes the
development of a pulmonary artery-specific chronic inflammatory
microenvironment. Am J Physiol Lung Cell Mol Physiol 2009, 297:L238-L250.

49. Chao J, Donham P, van Rooijen N, Wood JG, Gonzalez NC: Monocyte
chemoattractant protein-1 released from alveolar macrophages
mediates the systemic inflammation of acute alveolar hypoxia. Am J
Respir Cell Mol Biol 2011, 45:53-61.

50. Gonzalez NC, Wood JG: Alveolar hypoxia-induced systemic inflammation:
what low PO(2) does and does not do. Adv Exp Med Biol 2010, 662:27-32.

51. Schilling M, Strecker JK, Schabitz WR, Ringelstein EB, Kiefer R: Effects of
monocyte chemoattractant protein 1 on blood-borne cell recruitment
after transient focal cerebral ischemia in mice. Neuroscience 2009,
161:806-812.

52. Cipriani R, Villa P, Chece G, Lauro C, Paladini A, Micotti E, Perego C, De
Simoni MG, Fredholm BB, Eusebi F, Limatola C: CX3CL1 is neuroprotective
in permanent focal cerebral ischemia in rodents. J Neurosci 2011,
31:16327-16335.

53. Denes A, Ferenczi S, Halasz J, Kornyei Z, Kovacs KJ: Role of CX3CR1
(fractalkine receptor) in brain damage and inflammation induced by
focal cerebral ischemia in mouse. J Cereb Blood Flow Metab 2008,
28:1707-1721.

54. Soriano SG, Amaravadi LS, Wang YF, Zhou H, Yu GX, Tonra JR, Fairchild-
Huntress V, Fang Q, Dunmore JH, Huszar D, Pan Y: Mice deficient in
fractalkine are less susceptible to cerebral ischemia-reperfusion injury. J
Neuroimmunol 2002, 125:59-65.

55. Geissmann F, Jung S, Littman DR: Blood monocytes consist of two
principal subsets with distinct migratory properties. Immunity 2003,
19:71-82.

56. Sugiyama Y, Yagita Y, Oyama N, Terasaki Y, Omura-Matsuoka E, Sasaki T,
Kitagawa K: Granulocyte colony-stimulating factor enhances
arteriogenesis and ameliorates cerebral damage in a mouse model of
ischemic stroke. Stroke 2011, 42:770-775.

57. Dave KR, Saul I, Prado R, Busto R, Perez-Pinzon MA: Remote organ
ischemic preconditioning protect brain from ischemic damage following
asphyxial cardiac arrest. Neurosci Lett 2006, 404:170-175.

58. Ren C, Gao X, Steinberg GK, Zhao H: Limb remote-preconditioning
protects against focal ischemia in rats and contradicts the dogma of
therapeutic time windows for preconditioning. Neuroscience 2008,
151:1099-1103.

59. Wenwu Z, Debing Z, Renwei C, Jian L, Guangxian Y, Pingbo L, Xinmin Z:
Limb ischemic preconditioning reduces heart and lung injury after an
open heart operation in infants. Pediatr Cardiol 2009, 31:22-29.

60. Ali ZA, Callaghan CJ, Lim E, Ali AA, Nouraei SA, Akthar AM, Boyle JR, Varty K,
Kharbanda RK, Dutka DP, Gaunt ME: Remote ischemic preconditioning
reduces myocardial and renal injury after elective abdominal aortic
aneurysm repair: a randomized controlled trial. Circulation 2007, 116:
I98-I105.

61. Zhou Y, Tang H, Liu J, Dong J, Xiong H: Chemokine CCL2 modulation of
neuronal excitability and synaptic transmission in rat hippocampal
slices. J Neurochem 2011, 116:406-414.

62. Banisadr G, Gosselin RD, Mechighel P, Rostene W, Kitabgi P, Melik
Parsadaniantz S: Constitutive neuronal expression of CCR2 chemokine
receptor and its colocalization with neurotransmitters in normal rat
brain: functional effect of MCP-1/CCL2 on calcium mobilization in
primary cultured neurons. J Comp Neurol 2005, 492:178-192.

Stowe et al. Journal of Neuroinflammation 2012, 9:33
http://www.jneuroinflammation.com/content/9/1/33

Page 11 of 12

http://www.ncbi.nlm.nih.gov/pubmed/17114479?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/19393318?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/19393318?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/15764676?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/15764676?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/15764676?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/18239178?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/19364912?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/19364912?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/17581219?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/17581219?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/17581219?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/17581219?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/20813992?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/20813992?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/20813992?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/16132691?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/16132691?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/16132691?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/9119977?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/9119977?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/9119977?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/9119977?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/10227295?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/10227295?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/12388329?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/12388329?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/12388329?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/9270493?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/9270493?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/9270493?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/15829914?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/15829914?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/15829914?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/17510981?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/17510981?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/17191078?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/17191078?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/17191078?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/18287515?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/18287515?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/18287515?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/16849508?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/16849508?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/16849508?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/16849508?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/17237380?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/17237380?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/21697550?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/21697550?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/18633103?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/18633103?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/18633103?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/18633103?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/20211719?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/20211719?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/20211719?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/19357362?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/19357362?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/19465514?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/19465514?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/19465514?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/20813992?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/20813992?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/20813992?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/20204767?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/20204767?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/19374937?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/19374937?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/19374937?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/22072684?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/22072684?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/18575457?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/18575457?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/18575457?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/11960641?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/11960641?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/12871640?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/12871640?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/21257824?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/21257824?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/21257824?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/16781056?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/16781056?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/16781056?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/18201834?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/18201834?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/18201834?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/19787388?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/19787388?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/17846333?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/17846333?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/17846333?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/21105875?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/21105875?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/21105875?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/16196033?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/16196033?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/16196033?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/16196033?dopt=Abstract


63. Lloyd-Jones D, Adams RJ, Brown TM, Carnethon M, Dai S, De Simone G,
Ferguson TB, Ford E, Furie K, Gillespie C, et al: Heart disease and stroke
statistics-2010 update: a report from the American Heart Association.
Circulation 2010, 121:e46-e215.

64. Katayama K, Matsuo H, Ishida K, Mori S, Miyamura M: Intermittent hypoxia
improves endurance performance and submaximal exercise efficiency.
High Alt Med Biol 2003, 4:291-304.

65. Wiesner S, Haufe S, Engeli S, Mutschler H, Haas U, Luft FC, Jordan J:
Influences of normobaric hypoxia training on physical fitness and
metabolic risk markers in overweight to obese subjects. Obesity (Silver
Spring) 2010, 18:116-120.

doi:10.1186/1742-2094-9-33
Cite this article as: Stowe et al.: CCL2 upregulation triggers hypoxic
preconditioning-induced protection from stroke. Journal of
Neuroinflammation 2012 9:33.

Submit your next manuscript to BioMed Central
and take full advantage of: 

• Convenient online submission

• Thorough peer review

• No space constraints or color figure charges

• Immediate publication on acceptance

• Inclusion in PubMed, CAS, Scopus and Google Scholar

• Research which is freely available for redistribution

Submit your manuscript at 
www.biomedcentral.com/submit

Stowe et al. Journal of Neuroinflammation 2012, 9:33
http://www.jneuroinflammation.com/content/9/1/33

Page 12 of 12

http://www.ncbi.nlm.nih.gov/pubmed/20019324?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/20019324?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/14561235?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/14561235?dopt=Abstract

	Abstract
	Background
	Methods
	Results
	Conclusions

	Background
	Methods
	Hypoxic preconditioning (HPC)
	Quantitative rt-PCR
	Cerebral whole cell lysate immunoblotting
	Confocal immunofluorescent histochemistry
	Whole blood staining for flow cytometry
	Transient focal cerebral ischemia
	Infarct quantification
	CCL2 immunoneutralization
	Statistical analyses

	Results and discussion
	Hypoxic preconditioning upregulates an early CCL2 response within the CNS
	Hypoxic preconditioning alters circulating monocyte, granulocyte, and lymphocyte populations, but independent of CCL2
	CCL2 mediates the movement of CCR2+ monocytes from blood following hypoxic preconditioning
	Hypoxic preconditioning does not provide tolerance to transient focal stroke in CCL2-deficient mice
	Immunoneutralization of CCL2 during hypoxic preconditioning blocks neuroprotection

	Conclusions
	Acknowledgements
	Author details
	Authors' contributions
	Competing interests
	References

