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Abstract

Muscle atrophy is a frequently observed complication, characterized by the loss of muscle mass and strength, which
diminishes the quality of life and survival. No effective therapy except exercise is currently available. In our previous
study, repressing miR-29b has been shown to reduce muscle atrophy. In our current study, we have constructed artifi-
cially engineered extracellular vesicles for the delivery of CRISPR/Cas9 to target miR-29b (EVs-Cas9-29b). EVs-Cas9-29b
has shown a favorable functional effect with respect to miR-29b repression in a specific and rapid manner by gene
editing. In in vitro conditions, EVs-Cas9-29b could protect against muscle atrophy induced by dexamethasone (Dex),
angiotensin Il (Angll), and tumor necrosis factor-alpha (TNF-a). And EVs-Cas9-29b introduced in vivo preserved muscle
function in the well-established immobilization and denervation-induced muscle atrophy mice model. Our work
demonstrates an engineered extracellular vesicles delivery of the miR-29b editing system, which could be potentially

used for muscle atrophy therapy.
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Introduction

Muscle atrophy is a systemic response to a variety of
pathologies such as heart failure, cancer, chronic kid-
ney disease, and chronic obstructive pulmonary disease
(COPD). It is also a condition observed as a consequence
of denervation, inactivity, and aging. Muscle atrophy is
caused by abnormal activation of protein degradation
and decreased protein synthesis [1, 2]. Moreover, mus-
cle atrophy is always associated with higher morbidity
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and mortality as well as a poor prognosis for patients
with a low quality of life [3]. Until now, there have been
no effective treatments for muscle atrophy except for
physical exercise [4—6]. Thus, the development of newer
methods to combat this debilitating ailment will benefit a
variety of clinical conditions.

miR-29b has been found to be upregulated in a
diverse set of diseases with muscle atrophy, such as
those induced by denervation, dexamethasone, fasting,
cancer cachexia, aging, and heart failure and conse-
quently reducing miR-29b has been observed to attenu-
ate it [4, 7]. Moreover, we also identified that exercise
attenuated muscle atrophy by suppressing miR-29b
expression [8]. Thus, the inhibition of miR-29b is sug-
gested to be a therapeutic target to counteract muscle
atrophy occurring under different disease conditions.
Currently, the miRNA inhibitors used commercially
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by the pharmaceutical industry are designed based on
Watson-Crick base pairing. These miRNA inhibitors,
including chemically synthesized antagomirs, anti-
sense inhibitors, and locked nucleic acids, are widely
used in the pre-clinical stage and in clinical trials [9].
However, the toxicity and unpredictable side effects of
these synthesized inhibitors limit the development of
anti-miRNA/miRNA mimics drugs. Fortunately, the
revolutionary clustered regularly interspaced short pal-
indromic repeat (CRISPR)-associated protein (Cas9)
can substitute the miRNA inhibitors as an effective tool
for disrupting miRNA.

Furthermore, our former study established CRISPR/
Cas9-based editing systems targeting miR-29b to treat
muscle atrophy by being packaged into lentivirus and
adeno-associated viruses (AAV) to facilitate gene deliv-
ery. This gene-editing system has indeed demonstrated
a therapeutic effect on multiple types of muscle atro-
phy by using in vivo mice model [10]. Thus, the miR-
29b editing system has been established as a promising
method to treat muscle atrophy. However, further stud-
ies are required to develop a more appropriate and safer
in vivo delivery system to better carry out clinical trans-
lational research.

Extracellular vesicles (EVs) are heterogeneous pop-
ulations of membrane-bound vesicles released by
various types of cells [11]. EVs play vital roles in inter-
cellular crosstalk by transferring RNAs, proteins, and
lipids from donor cells to recipient cells. The bilayered
lipid membrane could protect EV cargo from degrada-
tion in the circulation system [12]. Recently, EVs have
been explored as vehicles to deliver Cas9 ribonucleo-
protein (RNP) [13-20]. Engineered EVs could specifi-
cally deliver gene-editing system to the target organs.
Because of their low toxicity, low immunogenicity, and
high loading capacity [21-24], EVs offer several advan-
tages for delivering CRISPR/Cas9 compared to other
systems. In addition, due to the lack of viral nucleic
acid genomes, EVs could act as safe and stable delivery
vehicles.

In this study, we constructed an artificially engi-
neered extracellular vesicle-based delivery system with
CRISPR/Cas9 for targeting miR-29b (EVs-Cas9-29b).
EVs-Cas9-29b, through CRISPR/Cas9 gene editing,
could disrupt the expression of miR-29b both spe-
cifically and rapidly. EVs-Cas9-29b was observed to
protect against muscle atrophy in vitro induced by dex-
amethasone, angiotensin II, and tumor necrosis factor-
alpha. Further, EVs-Cas9-29b significantly improved
immobilization and denervation-induced muscle atro-
phy in mice. From these preliminary observations,
EVs-Cas9-29b shows promising role in acting as a ther-
apeutic tool for muscle atrophy.
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Results

Construction of engineered extracellular vesicle-based
CRISPR/Cas9 system for disrupting miR-29b

We had previously reported a gene-editing system based
on CRISPR/Cas9 that could treat muscle atrophy by sup-
pressing the expression of miR-29b [10]. The CRISPR/
Cas9 gene-editing system delivered by adeno-associated
virus (AAV) or lentivirus could protect against muscle
atrophy. Still, the therapeutic efficacy of these systems
in established muscle atrophy models was not up to our
expectations. The lower efficacy could be due to the
delayed expression of viral-vector carrying DNA. In this
study, we introduced an engineered extracellular vesicle-
based CRISPR/Cas9 system to disrupt the expression of
miR-29b to improve both the delivery efficiency and ther-
apeutic efficacy. According to NanoMEDIC (nanomem-
brane-derived extracellular vesicles for the delivery of
macromolecular cargo), a strategy proposed by Akitsu
Hotta [14], we constructed an engineered extracellu-
lar vesicle to package and deliver the Cas9 protein and a
small guide RNA (sgRNA) of miR-29b to the target tis-
sue for its rapid initiation of gene editing as shown in
Fig. la. Firstly, vesicular stomatitis virus-glycoprotein
(VSV-Q) is an envelope glycoprotein derived from vesic-
ular stomatitis virus and has been used to modify EVs to
increase the efficiency of their invasion of target tissues.
Secondly, A/C heterodimerizer (AP21967) is used as a
compound ligand to induce EV packaging to recruit Gag
proteins of HIV-1 (HIV Gag) and streptococcus pyogenes
Cas9 protein (spCas9). As a result, FKBP-binding domain
(FRB) N-terminal fused spCas9 and FK506-binding pro-
tein (FKBP12)-Gag could be non-covalently linked by
AP21967 as an adaptor and recruited into EVs. Thirdly,
to recruit miR-29b sgRNA into EVs, we used the guide
RNA as shown in our previous study [10]. Further, two
lentiviral vector components, Tat activation response ele-
ment (TAR, trans-activation response element) in the 5’
long terminal repeat (5’ LTR) promoter region, and an
extended Psi (W+) packaging signal were included. The
Psi (W+) signal binds specifically to the nucleocapsid of
Gag and carries sgRNA into EVs, where the sgRNA frag-
ment is cleaved and released by hammerhead (HH) and
hepatitis delta virus (HDV) ribozymes.

C2C12 cells were used to produce the EVs, and cen-
trifugation at different speeds was performed to remove
other components apart from EVs. The process of EVs
production is shown in Fig. 1b. Engineered EVs were
characterized by western blotting to assess EV proteins,
fluorescent nanoparticle tracking analysis (FNTA), and
transmission electron microscope (TEM) assays. West-
ern blot analysis of the engineered EVs revealed that
they contain the EV markers such as CD9, CD63, and
TSG101, as well as the expected cargo proteins such as
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Fig. 1 Design of engineered extracellular vesicles delivering miR-29b editing system. a Schematic diagram of engineered extracellular vesicles.

b The flow chart used to synthesize engineered extracellular vesicles. ¢ Western blot analysis of Cas9, V-SVG, CD63, CD9, TSG101, GAPDH, TOM20,
Calnexin and APOA1 protein in engineered extracellular vesicles and C2C12 cells. d Fluorescent nanoparticle tracking analysis (FNTA) to determine
the size distribution of engineered extracellular vesicles. e Transmission electron microscopic (TEM) analysis of purified engineered extracellular
vesicles'structure and size (scale bar: 100 nm)
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modified Cas9, and V-SVG proteins. These engineered
EVs are negative for GAPDH, TOM20, Calnexin and
APOAL1 proteins (Fig. 1c). The size distribution of EVs
was confirmed to be 168.067+17.601 nm via FNTA
(Fig. 1d). TEM imaging confirmed the size and the mem-
brane-like morphological structure of EVs (Fig. 1e).

We next assessed the function of EVs-Cas9-29b. The
miR-29b expression levels were analyzed by qRT-PCR,
and miR-29b-3p (also known as miR-29b) was observed
to be reduced in EVs-Cas9-29b-treated C2C12 myo-
tubes, while the expression of miR-29a and miR-29c was
not affected (Fig. 2a, b). Moreover, EVs-Cas9-29b was
observed to not affect the expression of miR-29b-5p-1
and miR-29b-5p-2 in C2C12 myotubes (Additional file 1:
Fig. S1). The T7 endonuclease 1 (T7E1) mismatch detec-
tion assay showed that EVs-Cas9-29b caused significant
mutagenesis in the genomic DNA of miR-29b (Fig. 2c).
Thus, EVs-Cas9-29b could efficiently disrupt the expres-
sion of miR-29b through gene editing. We then wanted to
compare the time taken for EVs-Cas9-29b functionality
and the viral delivery RNPs (AAV8-SaCRISPR-miR-29b
and Lenti-CRISPR-miR-29b) that we used earlier [10].
The viral nucleic acid genome was examined by analyz-
ing the EVs by semi-quantitative PCR and then examin-
ing the DNA using agarose gel electrophoresis. And we
found that EVs-Cas9-29b lacked any viral DNA (Addi-
tional file 1: Fig. S2).

We added EVs-Cas9-29b, AAV8-SaCRISPR-miR-29b
and Lenti-CRISPR-miR-29b to C2C12 myotubes, and
collected these cells at different time points to analyze
the Cas9 protein expression. The Cas9 protein level
was highest at 6 h after EVs-Cas9-29b delivery and
decreased quickly, whereas after AAV8-SaCRISPR-
miR-29b and Lenti-CRISPR-miR-29b treatment, the
Cas9 protein was shown to increase at 48 h (Fig. 2d).
Furthermore, qRT-PCR on the treated cells showed
that EVs-Cas9-29b could silence miR-29b in 24 h, while
AAV8-saCRISPR-miR-29b and Lenti-CRISPR-miR-29b
did not affect the expression of miR-29b at this short
time (Fig. 2e). The rapid increase of Cas9 protein and
the corresponding silencing of miR-29b in a short time
suggest that the EVs-Cas9-29b delivery system could
function as a high-efficiency disruption system against
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miR-29b and contribute towards muscle atrophy
therapy.

We wanted to confirm the efficiency of EVs-Cas9-29b
is primarily due to its uptake by C2C12 cells. Therefore,
C2C12 cells incubated with DiD-labeled EVs-Cas9-29b
were analyzed using flow cytometry and fluorescence
microscopy. Nearly all cells showed EVs-Cas9-29b
uptake demonstrated by a strong perinuclear fluores-
cence (Fig. 3). These results indicated that EVs-Cas9-
29b treatment was extremely effective as seen by its
high uptake in C2C12 cells.

EVs-Cas9-29b attenuates muscle atrophy in vitro

To understand if EVs-Cas9-29b has any protective
effects against atrophy induced in cultured C2C12
myotubes, EVs-Cas9-29b was added to the medium
of C2C12 myotubes, and a muscle atrophy model was
induced by treatment with dexamethasone (Dex). In
Dex-induced muscle atrophy in vitro, EVs-Cas9-29b
could reverse the decrease of myotube size and inhibit
the elevation of muscle atrophy marker genes such as
muscle-specific RING-finger 1 (MuRF-1) and Atrogin-1
(Fig. 4a). Consistently, angiotensin II (Ang II) and
tumor necrosis factor alpha (TNF-a)-induced myotube
atrophy were also significantly reversed by EVs-Cas9-
29b application as determined by the myotube size and
expression levels of Atrogin-1 and MuRF-1 (Fig. 4b, c).
These data suggest that EVs-Cas9-29b could reverse
muscle atrophy in vitro.

Therapeutic use of EVs-Cas9-29b attenuates
immobilization-induced muscle atrophy in vivo

To investigate the clinical prospects of EVs-Cas9-29b
in muscle atrophy, we then determined the therapeutic
effects of EVs-Cas9-29b on established muscle atrophy
models induced by immobilization (IMO). EVs-Cas9-
29b was injected into the gastrocnemius (GA) mus-
cles followed by IMO operation of the hind limbs, and
muscle atrophy was evaluated after EV treatment for 5
weeks (Fig. 5a). EVs-Cas9-29b could inhibit the expres-
sion of miR-29b in both sham and IMO-treated mice
(Fig. 5b). In addition, Cas9 protein was observed to
be enriched specifically in the muscle tissues of mice

(See figure on next page.)

Fig.2 EVs-Cas9-miR-29b inhibits the expression of miR-29b by gene editing. a gRT-PCR analysis of the expression of miR-29b in C2C12
myotubes after treatment with EVs-Cas9-29b at different doses (n=6 per group). b gRT-PCR analysis of the expression of miR-29a and miR-29¢
in C2C12 myotubes after treatment with EVs-Cas9-29b at a dose of 1 x 10'? particles/mL (n=6 per group). ¢ Diagram of miR-29b pre-miRNA
hairpin structure and the protospacer adjacent motif (PAM) for the gRNA. And T7El assays for the mutation at the miR-29b-1 and miR-29b-2 in
C2C12 myotubes treated with EVs-Cas9-29b. d Western blot analysis for the Cas9 protein in C2C12 myotubes after treatment with EVs-Cas9-29b,
AAV8-SaCRISPR-miR-29b and Lenti-CRISPR-miR-29b. @ qRT-qPCR analysis of the expression of miR-29b in C2C12 myotubes after treatment with
EVs-Cas9-29b, AAV8-SaCRISPR-miR-29b and Lenti-CRISPR-mIiR-29b for 24 h (n =6 per group). Data were presented as mean = SD. Statistical
significance was determined using Student t test (a,b,e). *P <0.05; **P <0.01; ns, no significance
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through flow cytometry (n=3 per group). b Representative images of C2C12 cells incubated with DiD-labeled EVs-Cas9-29b for 4 h (n=3 per
group; scale bar: 50 um), Red, DiD-labeled EV; Blue, DAPI. Data were presented as mean = SD. Statistical significance was determined using Student
t test (@). ***P<0.01
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(See figure on next page.)

Fig. 4 EVs-Cas9-29b attenuates muscle atrophy in vitro. a Immunofluorescent staining and quantification (n =4 per group; scale bar: 100 um;
Green, MF-20, represents the myotube); gRT-PCR analysis of Atrogin-1 and MuRF-1 expression (n=6 per group) in C2C12 myotubes after treatment
with EVs-Cas9-29b in Dex-induced muscle-atrophy model. b Immunofluorescent staining and quantification (n =4 per group; scale bar: 100 pm;
Green, MF-20, represents the myotube); gRT-PCR analysis of Atrogin-1 and MuRF-1 expression (n=6 per group) in C2C12 myotubes after treatment
with EVs-Cas9-29b in Ang Il-induced muscle-atrophy model. ¢ Immunofluorescent staining and quantification (n=4 per group; scale bar: 100 um;
Green, MF-20, represents the myotube); gRT-PCR analysis of Atrogin-1 and MuRF-1 expression (n=6 per group) in C2C12 myotubes after treatment
with EVs-Cas9-29b in TNF-a-induced muscle-atrophy model. Data were presented as Mean = SD. Statistical significance was determined by
Two-way ANOVA with Tukey test (a-c). *P <0.05; **P <0.01 and ***P <0.001
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treated with EVs-Cas9-29b, but not in other organs
(Fig. 5c and Additional file 1: Fig. S3a). These data
indicate that EVs-Cas9-29b was successfully delivered
into the skeletal muscle cells and worked effectively,
without any side effects in other organs.

The extent of muscle atrophy was then assessed.
Compared to the controls, EVs-Cas9-29b therapy sig-
nificantly increased the weight of the mouse gastroc-
nemius muscle, repressed the expression of Atrogin-1
and MuRF-1, increased the cross-sectional area of
myofibers in IMO-treated mice (Fig. 5d—g). Next, we
determined the AKT/FOXO3A/mTOR growth path-
way by western blot. In IMO-treated mice, the phos-
phorylation of AKT(S473), FOXO3A(S253), mTOR,
P70S6K, and EIF-4EBP1 were decreased, while EVs-
Cas9-29b therapy could reverse that (Fig. 5 h). In
addition, Insulin growth factor 1 (IGF1) and phos-
phatidylinositol 3-kinase (PI3K)(p85«x) have been
previously identified as target genes of miR-29b [25].
Therefore, we analyzed their protein levels in IMO-
treated mice that underwent EVs-Cas9-29b ther-
apy. Western blot showed that EVs-Cas9-29b could
increase the IGF-1 and PI3K(p85«) in IMO-treated
mice (Additional file 1: Fig. S3b). Besides, EVs-Cas9-
29b therapy did not affect inflammation in immobili-
zation-induced muscle atrophy (Additional file 1: Fig.
S3c). Taken together, our data suggest that the admin-
istration of EVs-Cas9-29b could attenuate muscle atro-
phy induced by IMO.

Therapeutic use of EVs-Cas9-29b attenuates

denervation-induced muscle atrophy in vivo

We further determined the therapeutic effects of EVs-
Cas9-29b on denervation (Den) -induced muscle atrophy.
As previously detected in the IMO-induced muscle atro-
phy model, the mice were subjected to denervation sur-
gery, followed by the injection of EVs-Cas9-29b into the
gastrocnemius muscle for 5 weeks of therapy (Fig. 6a).
After confirming that EVs-Cas9-29b was indeed deliv-
ered and worked efficiently in skeletal muscles (Fig. 6b,
c and Additional file 1: Fig. S4a), a similar approach was
undertaken in the IMO-induced muscle atrophy model to

Page 8 of 16

detect EV delivery and efficacy. EVs-Cas9-29b could treat
Den-induced muscle atrophy by increasing the muscle
weight and cross-sectional area of myofibers, suppress-
ing Atrogin-1 and MuRF-1 expression and reactivating
the AKT-FOXO3A-mTOR signaling pathway (Fig. 6d-
h). Besides, EVs-Cas9-29b could restore the expression
of IGF-1 and PI3K(p85a) (Additional file 1: Fig. S4b).
Furthermore, EVs-Cas9-29b therapy does not cause an
inflammatory response in the muscles of the denervated
mice (Additional file 1: Fig. S4c). Taken together, our
study suggests that EVs-Cas9-29b could be a promising
therapy for Den-induced muscle atrophy.

Discussion
In this study, we provide a muscle atrophy therapy
method by using an engineered extracellular vesicle
delivery system, that carries the miR-29b editing system
mediated by CRISPR/Cas9 (EVs-Cas9-29b).

miRNAs have been reported to play a crucial role in
various biological processes and in many disease pheno-
types. miRNAs were thought to be likely therapeutic tar-
gets due to their small size and powerful regulation. Thus,
the investigation of miRNA therapy for diseases has gar-
nered increasing interest from researchers [26]. Unfor-
tunately, until now, no miRNA therapy has been used in
clinical practice, even though some have entered phase I
or phase II clinical trials. There are some limitations to
miRNA therapy. Off-target effects and toxicity are critical
obstacles in miRNA drug development [26]. To increase
stability, chemically modified oligonucleotides are being
used in clinical trials and preclinical stages. Synthetic
double-stranded small RNA molecules have been used
to restrict the corresponding miRNA using methods
such as antisense oligonucleotides (ASOs), modification
of locked nucleic acids (LNAs), and 2’-O-methoxyethyl
modified antagomirs [27]. Due to the induction of an
abnormal immune response, the clinical trials for MRX34
have been halted [28]. Thus, newer strategies need to be
conceived to avoid such complications. The CRISPR/
Cas9 system is not only a precise genome modification
method and a promising tool for therapeutic applications
but could act as a powerful inhibitor of miRNA with a

(See figure on next page.)

Fig. 5 EVs-Cas9-29b therapy attenuate immobilization induced muscle atrophy in vivo. a Schematic diagram of experimental design process.

b gRT-PCR analysis for the expression of miR-29b in gastrocnemius muscle of mice injected with EVs-Cas9-29b in IMO-induced muscle atrophy
(n=8,8,9,8). c Western blot analysis for Cas9 protein in gastrocnemius muscle of mice injected with EVs-Cas9-29b in IMO-induced muscle

atrophy (n=6). d Gastrocnemius muscle morphology, weight and Gastrocnemius weight/body Weight ratio of mice injected with EVs-Cas9-29b

in IMO-induced muscle atrophy (n=28_8,9,8). @ qRT-PCR analysis for the expression of Atrogin-1 and MuRF-1 in gastrocnemius muscle of mice
injected with EVs-Cas9-29b in IMO-induced muscle atrophy (n=8,8,9,8). f-g HE staining and WGA staining for myofiber of mice injected with
EVs-Cas9-29b in IMO-induced muscle atrophy (n=28,8,9,8; scale bar:100 um:). h Western blot analysis of AKT/FOXO3A/mTOR pathway (AKT, FOXO3A,
mTOR, P70S6K, 4EBP1) in gastrocnemius muscle of mice injected with EVs-Cas9-29b in IMO-induced muscle atrophy (n =6 per group). Data were
presented as mean = SD. Statistical significance was determined by Two-way ANOVA with Tukey test (b-h). *P <0.05; **P <0.01 and ***P <0.001
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lasting effect. Therefore, we chose to develop a novel
CRISPR-based genome editing method against miR-29b
for muscle atrophy therapy. CRISPR/Cas9 system was
previously delivered using lentivirus and adeno-associ-
ated viruses (AAV) for in vivo gene therapy [10]. Due to
the limitations of viral genomic DNA packaging capac-
ity (5 KB) and safety during conventional viral delivery,
further clinical translational research is required so as to
develop a more appropriate and safer transport system.
With multiple advantages such as overcoming the nat-
ural barriers, stability in circulation, low immunogenic-
ity, high packaging capacity, and high engineerability,
EVs are considered as promising vehicles for drug deliv-
ery [21, 29]. Importantly, EVs have also been explored as
delivery vehicles for Cas9 RNPs for genome editing [30—
32]. NanoMEDIC [14], GEDEX (Genome editing with
designed extracellular vesicles) [19], ARMMs [33], Nano-
blades [34], VEsiCas [18], Gesicles [17], and aptamer/
ABP system [20] have all been reported to transport the
CRISPR/Cas9 system for gene editing. NanoMEDIC is
an all-in-one EV delivery system, with a fused FKBP12
with lentiviral Gag protein, and fused FRB with SpCas9
protein. The FKBP12 and FRB interaction is induced by
AP21697, thus bringing Cas9 protein to Gag and is then
packaged into EVs. A long RNA, triggered by HIV ¥
packaging signal, undergoes self-cleavage by ribozymes
and releases the sgRNA when being loaded into EVs.
NanoMEDIC reduces off-target activity and improves
the on- to off-target ratio of DNA plasmid. This weighs
favorably for the clinical application of the NanoMEDIC
system. The miR-29b editing system (EVs-Cas9-29b),
delivered by the NanoMEDIC system, could repress the
expression of miR-29b by introducing mutagenesis in
pri-miR-29b-1 and — 2. This shows that the editing sys-
tem could be successfully transported into the skeletal
muscle cells. Importantly, as the EVs-Cas9-29b were
derived from myoblasts, they have low immunogenicity
during the skeletal muscle therapy. We also discovered
that inflammation-related genes (TNF-, IL-6, and IL-1b)
showed no changes even after 5 weeks of EVs-Cas9-29b
therapy in IMO- and Den-induced muscle atrophy which
is coincidentally the endpoint of the treatments. Derived
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from C2C12 myoblasts, the components from myoblast,
such as DNA, protein, or RNA may package in EVs-
Cas9-29b. Fortunately, the components from myoblast
are usually not toxic for the skeletal muscles. Thus, EVs-
Cas9-29b was suitable for skeletal muscle therapy. Still,
future studies will need to focus on removing any redun-
dant components of EVs-Cas9-29b.

Compared to viral delivery, engineered EVs lacking
viral nucleic acid genome have made the “carrier” safer
without their insertion in the genome of the recipient cell
(Additional file 1: Fig. S2). Packing Cas9 protein, rather
than DNA plasmid expression vectors, lets the system
work faster, which makes this a more effective thera-
peutic choice for early treatment. Using this system, an
effective therapy has been demonstrated for established
muscle atrophy models induced by immobilization and
denervation, which makes this system more suitable for
clinical application. Comparing the aspect of therapeutic
efficacy, while AAV8-delivered CRISPR/SaCas9 therapy
increased the muscle weight by 10.8% in IMO-induced
muscle atrophy as shown in our previous study, EVs-
Cas9-29b therapy improved the muscle weight further by
22.5% as observed in this study. Additionally, Cas9 pro-
tein can be degraded in the recipient cells, unlike AAV-
mediated Cas9 expression that persists for a long time.
Short-lived Cas9 protein could reduce the probability of
off-target mutagenesis.

Although the Cas9 protein was only enriched in the
gastrocnemius muscle in our therapy experiments via
intramuscular injection, targeted delivery of EVs-Cas9-
29b should be further developed. It is exciting to model
targeted therapy using surface engineering of EVs which
could be an effective method to confer cell-type target-
ing specificity. By adding a guiding protein or targeting
polypeptide to the membrane protein of EVs, there have
been reports of specific tissue or organ targeting EVs that
were successfully used in pre-clinical stages. For example,
rabies virus glycoprotein (RVG) peptide has been used
to develop neuro-specific EV [35]. miR-124-loaded RVG
EVs could be transferred to ischemic regions of the cor-
tex and promote neurogenesis by intravenous injection
[36]. Engineered chondrocyte affinity peptide EVs could

(See figure on next page.)

Fig. 6 FVs-Cas9-29b therapy attenuate denervation induced muscle atrophy in vivo. a Schematic diagram of the experimental design process.

b gRT-PCR analysis for the expression of miR-29b in gastrocnemius muscle of mice injected with EVs-Cas9-29b in Den-induced muscle atrophy
(n=10,10,8,8). c Western blot analysis of the Cas9 protein in gastrocnemius muscle of mice injected with EVs-Cas9-29b in Den-induced muscle
atrophy (n=6). d Gastrocnemius muscle morphology, weight and Gastrocnemius weight/body Weight ratio of mice injected with EVs-Cas9-29b in
Den-induced muscle atrophy (n=10,10,8,8). € gRT-PCR analysis of Atrogin-1 and MuRF-1 expression in gastrocnemius muscle of mice injected with
EVs-Cas9-29b in Den-induced muscle atrophy (n=10,10,8,8). f-g HE staining and WGA staining for myofiber of mice injected with EVs-Cas9-29b in
Den-induced muscle atrophy (HE:n=9,10,8,8; scale bar:100 um; WGA: n=10,10,8,8; scale bar:100 um). h. Western blot analysis for AKT/FOXO3A/
mTOR pathway (AKT, FOXO3A, mTOR, P70S6K, 4EBP1) in gastrocnemius muscle of mice injected with EVs-Cas9-29b in Den-induced muscle atrophy
(n=6 per group). Data were presented as mean = SD. Statistical significance was determined by Two-way ANOVA with Tukey test (b-h). *P < 0.05;

**P <0.01 and ***P <0.001
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carry miR-140 to chondrocytes in the joints and amelio-
rate osteoarthritis [37]. After extensive screening, certain
skeletal muscle targeting peptides could be identified and
ligated onto the extra- membrane of EVs to improve the
targeted therapy against skeletal muscular diseases.
There are a few limitations to this study. As a proof
of concept for clinical application, the comprehensive
systemic effects or unwelcome side effects should have
been taken into consideration. These aspects need to be
taken into account in future studies to improve the clar-
ity, purity, efficiency, efficacy and specificity during such
targeted-therapeutic EVs production.

Conclusions

In conclusion, we successfully constructed an engineered
extracellular vesicle delivery system for miR-29b gene-
editing that could be used as an effective therapeutic
strategy against muscle atrophy.

Methods

Plasmids

Plasmids required for packaging EVs were obtained from
Addgene, including pHLS-EFla-FKBP12-Gag (Addgene
ID: 138,476); pHLS-EF1a-FRB-SpCas9-A (Addgene ID:
138,477); pcDNA1-Tat (Addgene ID: 138,478); pVSV-G
(Addgene ID: 138,479). The construction method of vec-
tor plasmid carrying sgRNA is as follows:

Step 1 - Clone sgRNA into pENTR-AmCyan.

To clone sgRNA (targeting sequence 5-CCTAAA
ACACTGATTTCAAA-3' site) into pENTR-AmCyan
(Addgene ID: 138,481), the fragment containing sgRNA
5-CGGCCGACCGAATTCGCGGCCTTTAGGCTG
ATGAGTCCGTGAGGACGAAACGAGTAAGCT
CGTCCCTAAAACACTGATTTCAAAGTTTTAG
AGCTATGCTGGAAACAGCATAGCAAGTTAAAAT
AAGGCTAGTCCGTTATCAACTTGAAAAAGTGGC
ACCGAGTCGGTGCTTTTTTTTTGGCCGGCATGG
TCCCAGCCTCCTCGCTGGCGCCGGCTGGGCAAC
ATGCTTCGGCATGGCGAATGGGACGGCCGCTCT
AGAACTCGGCCG-3' was synthesized by GENEWIZ
(Suzhou, China). pPENTR-AmCyan is digested into linear
by restriction enzyme Egal (NEB, MA, USA, R3505), and
the synthesized fragment is cloned into the vector using
ClonExpress MultiS one-step cloning kit (Vazyme, Nan-
jing, China, C113-01).

Step 2 - Clone sgRNA into PL-5 L-GW-A.

Gateway = LR Clonase” II Enzyme mix (Thermo
Fisher Scientific, MA, USA, 11,791,020) was performed
with PL-5 L-GW-A-sgRNA and PL-5 L-GW-A to obtain
PL-5 L-RGR (miR-29b)-AmCyan-A.
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Cell culture and treatment

C2C12 cells (mouse skeletal myoblasts) were obtained
from ATCC and cultured in Dulbecco’s modified Eagle’s
medium (DMEM, Corning, NYC, USA, 10-013-CV) with
10% Fetal bovine serum (Biological Industries, Beit HaE-
mek, Israel) and 1% Penicillin-Streptomycin (KeyGEN,
Nanjing, China, KGY0023) at 37 C supplemented with
5% CO,. To differentiate into myotubes, C2C12 myo-
blasts cells were cultured in a differentiation medium
(DMEM containing 2% horse serum and 1% penicillin
and streptomycin) and the entire differentiation pro-
cess lasted about 4 days. EV-depleted fetal bovine serum
(FBS) was obtained after overnight centrifugation at
100,000 g at 4 °C (Beckman Coulter, Avanti JXN-30). For
screening the optimum concentration, EVs were added to
the medium for 24 h at different doses. For determining
the function of EVs in muscle atrophy in vitro, EVs were
added to the medium at a dose of 1 x 10'° particles/mL
for 24 h, then muscle atrophy was induced. Dexametha-
sone (Dex, Sigma, MO, USA, D4902), TNF-a (Pepro-
Tech, NJ, USA, 315-01 A), and Ang II (Sigma, MO, USA,
A9525) were used to induce muscle atrophy at the cellu-
lar level according to previously reported methods [4].

EVs production

C2C12 cells were seeded onto a 10 cm culture dish at
the density of 4 million/dish. When the cells prolifer-
ated to 80% density, pHLS-EFla-FKBP12-Gag (10 pg),
pHLS-EF1la-FRB-SpCas9-A (10 pg), pcDNA1-Tat (2 pg),
pVSV-G (5 pg), PL-5 L-29b-AmCyan-A (10 pg) were
transfected into the cells using the transfection reagent
PEI Max (1 pg/pL; Polyethylenimine Linear MW40000,
Kingmorn, Shanghai, China KE1098). The ratio of plas-
mid and transfection reagent was 1:3 (m/m). 12 h after
transfection, medium was changed using exosome-free
FBS, and the cell culture supernatant was collected 48 h
after the medium change.

Isolation and purification of EVs

First, the collected medium was centrifuged at 300-g for
10 min at 4 °C to remove all living cells. Subsequently, the
supernatant was transferred to a new centrifuge tube, and
the dead cells were removed by centrifugation at 2,000
g for 10 min at 4 °C. The supernatant was then trans-
ferred to a new centrifuge tube, centrifuged at 10,000-g
for 30 min at 4 °C to remove cell debris, and finally the
supernatant was transferred onto an ultracentrifuge tube,
and centrifuged at 4 °C at 100,000 g for 70 min to obtain
EVs. An appropriate amount of PBS was used to dissolve
the pellet.
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Fluorescent nanoparticle tracking analysis (FNTA)

In order to exclude non-membrane-structured nanopar-
ticles and to detect the content of exosomes in nanopar-
ticles more accurately, extracted EVs (1.4 x 10'° particles)
were incubated with 10 pg/mL DiO (Beyotime Biotech-
nology, Shanghai, China, C1038) at 37 °C for 30 min and
then centrifuged at 100,000xg for 70 min to remove
excess dye, and fluorescently labeled EVs were resus-
pended in 2 ml sterile PBS. To calibrate the accuracy of
the ZetaView Nanoparticle Tracking Analyzer (Particle
Metrix) for measuring fluorescent EVs, fluorescent PS
beads YG-488 (Particle Metrix, 120 — 0102) were diluted
250,000 times using sterile H,O without nanoparticles,
and were injected into the instrument and calibrated.
Then, the fluorescently labeled EVs were diluted 2,500
times using sterile PBS without nanoparticles, and the
fluorescently labeled EVs were injected into the instru-
ment using a syringe to set the parameters according
to the instrument’s operation manual, by tracking the
Brownian motion of the exosomes and combining the
Stokes-Einstein equation to calculate the number of par-
ticles of fluorescently labeled EVs and the size of parti-
cle diameter. The EV measurements were repeated three
times for each sample.

Transmission electron microscopy (TEM)

For TEM analyses to identify EVs, the purified exosomes
were resuspended in PBS without nanoparticles, and
20 pl of EVs were mixed with an equal volume of 4%
PFA. The fixed EVs were further diluted 20-fold with
2% PFA, 5 pl of this was put on the copper mesh, was let
to stand for 1 min, then filter paper was used to absorb
excess liquid. After being washed with double distilled
water for three times and the copper mesh was left to dry
naturally, and the EVs were then observed using electron
microscope. The images were captured under a LVEM5
transmission electron microscope (Delong America,
Montreal, QC, Canada).

Validation of EVs uptake

Extracted EVs were incubated with 2 pg/mL DiD (Beyo-
time Biotechnology, Shanghai, China, C1039) at 37 °C for
30 min and then centrifuged at 100,000 xg for 70 min to
remove excess dye. C2C12 cells were seeded onto 12-well
plates at a concentration of 40,000 cells /ml. After 12 h,
DiD-labeled EVs were added to the cells. After an incu-
bation of 4 h, the cell supernatant was removed, washed
three times with PBS, and digested with trypsin. Then,
the cells were resuspended in PBS, their fluorescence
intensity was detected using a flow cytometry (CytoFlex,
Beckman, USA). To detect cellular EV uptake with confo-
cal microscopy, C2C12 cells were seeded onto p-Slide 8
well glass plates (Ibidi, Grifelfing, Germany) at a density
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of 10,000 cells/ml, and DiD-labeled EVs were added to
the cells after 12 h. After an incubation of 4 h, cells were
washed 3 times with PBS, and then fixed with 4% PFA for
15 min. The nuclei were then stained with DAPI (Key-
GEN, China, KGA215) and imaging of the uptake of fluo-
rescently DiD-labeled EVs by C2C12 was detected using
confocal microscopy (FV3000, Olympus, Japan).

Quantitative real-time polymerase chain reactions
(qRT-PCR)
Total RNA in cells or tissues was extracted using RNA
isolater Total RNA Extraction Reagent (Vazyme, Nan-
jing, China, R401-01). Subsequently, the RNA reverse
transcription experiment was performed using the
SuperScript First-Strand Synthesis System for RT-PCR
(Thermo Fisher Scientific, MA, USA, 11,904,018) to syn-
thesize cDNA. Real-time fluorescent quantitative PCR
experiments were performed using the SYBR Green PCR
kit (Takara, Shiga, Japan RR820A). The relative mRNA
levels were measured using the 27244 method and 18 S
rRNA was used as the internal control. For miRNA, 5 S
rRNA was used as the internal control and the bulge loop
miRNA qPCR primer set (RiboBio, Guangzhou, China)
was used. The primers used are as follows:

mmu-18S rRNA-Forward: 5-TCAAGAACGAAAGTC
GGAGG-3/;

mmu-18S rRNA -Reverse: 5'-GGACATCTAAGGGCA
TCAC-3/;

mmu-Atrogin-1- Forward: 5'-CAGCTTCGTGAGCGA
CCTC-3/;

mmu-Atrogin-1- Reverse: 5-GGCAGTCGAGAAGTC
CAGTC-3;

mmu-MuRF-1- Forward: 5-GTGTGAGGTGCCTAC

TTGCTC-3’;
mmu-MuRF-1- Reverse: 5-GCTCAGTCTTCTGTC
CTTGGA-3/;
mmu-IL-1B- Forward: 5-GCAACTGTTCCTGAA
CTCAACT-3/;

mmu-IL-1B- Reverse: 5-ATCTTTTGGGGTCCGTCA
ACT-3%

mmu-IL-6- Forward: 5-TAGTCCTTCCTACCCCAA
TTTCC-3/;

mmu-IL-6- Reverse: 5-TTGGTCCTTAGCCACTCC
TTC-3/

mmu-TNF-a-
AGATG-3/;

mmu-TNF-a-
TGAGTG-3'.

Forward: 5-AGGCACTCCCCCAAA

Reverse: 5-CCACTTGGTGGTTTG

T7 endonuclease | (T7El) assay
The genomic DNA of the tissue or cells treated with
EVs were used as template, and the fragment encoding
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miR-29b was amplified by PCR using specific primers:
miR-29b-1 Forward: 5-GCTGCACCGTGAATGTGT
AA-3’, miR-29b-1 Reverse: 5-AGGTCTTCATCCGAG
CATGG-3’; miR-29b-2 Forward: 5-TGTACATATGTT
GAATGGATTTGGT-3/, miR-29b-2 Reverse: 5-TGC
TGCAACCAGGACTGAAT-3'. KOD Plus Neo (Toyobo,
Osaka, Japan, KOD-401) was used for PCR. The puri-
fied PCR product was denatured and annealed in NEB
buffer 2 (NEB, MA, USA, B7002S) in a total volume of
20pL. The denaturation and annealing steps are as fol-
lows: 95 °C, 5 min; 95-75 C, — 0.1 C/cycle, 200 times;
75-15C, — 0.1°C/cycle, 600 times; hold at 4 C. 1U of
T7EN1 enzyme (NEB, MA, USA, M0302S) was added to
the PCR product and digested at 37 °C for 1 h, followed
by separation of the digested product using 2% agarose,
stained with GelRED, and images were captured by
ChemiDoc XRS (Bio-Rad, PA, USA).

Mouse models

Eight-week-old male C57BL/6] mice were purchased
from Charles River (Beijing, China) and maintained in
the SPF laboratory animal facility of Shanghai Univer-
sity (Shanghai, China). All procedures with animals
were performed in accordance with the guidelines on
the use and care of laboratory animals for biomedical
research published by the National Institutes of Health
(No. 85—23, revised 1996), and the experimental proto-
col was reviewed and approved by the ethical committee
of Shanghai University. A detailed method of the mouse
muscle atrophy models has been previously described in
our work [4]. Briefly, for the mouse muscle atrophy treat-
ment experiment, the mouse sciatic nerve was cut to
make a denervation muscle atrophy model and the sham
mice were generated by the same process but without
cutting off the sciatic nerve. The hind limbs of the experi-
mental mice group were fixed by a screw (0.4 x 8 mm) to
construct an immobilization muscle atrophy model and
while the sham mice were not fixed. For EVs-Cas9-29b
therapy, the mice received an intramuscular injection of
EVsat 1, 2, 4, 6, 14, 21, and 28 days after surgery at the
dose of 8.5x 10'° particles/mice. The mice were sacri-
ficed on day 35. Gastrocnemius was harvested, muscle
weight and body weight were measured. Muscle speci-
mens were either immediately snap-frozen using liquid
nitrogen and stored at -80 °C for further analyses, or
embedded for histological analyses.

Western blot

PI buffer containing PMSF (KeyGEN, Nanjing, China,
KGP701) was used to prepare protein lysates for cell and
tissue samples. The BCA protein assay kit (Thermo Fisher
Scientific, MA, USA, 23,225) was used to determine the
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concentration of protein samples. The protein samples
were separated using SDS-PAGE gel, and the proteins
were then transferred onto a PVDF membrane, which
was then blocked and incubated with the primary anti-
body and the secondary antibody consecutively, and then
visualized using the High-sig ECL Western Blotting Sub-
strate (Tanon, Shanghai, China, 180-501). GAPDH was
used as the loading control. Primary antibodies used in
this study were as follows: P-AKT (S473) (1:1000, Cell
Signaling Technology, MA, USA, 4060 S), AKT (1:1000,
Proteintech, Wuhan, China, 10176-2-AP), P-FOXO3A
(5253) (1:1000, Cell Signaling Technology, MA, USA,
9466 S), FOXO3A (1:1000, Abclonal Technology,
Wuhan, China, A9270), P-mTOR (1:1000, Cell Signal-
ing Technology, MA, USA), mTOR (1:1000, Cell Signal-
ing Technology, MA, USA, 2972 §), P-P70S6K (1:1000,
Cell Signaling Technology, MA, USA, 9204 S), P70S6K
(1:1000, Cell Signaling Technology, MA, USA, 9202 S),
P-4EBP1 (1:1000, Abclonal Technology, Wuhan, China,
AP0030), 4EBP1 (1:1000, Abclonal Technology, Wuhan,
China, A19045), Cas9 (1:1000, abcam, Cambridge, Eng-
land, ab191468), VSV-G (1:1000, abcam, Cambridge,
England, ab183497), CD9 (1:1000, Santa Cruz, TX,
USA, sc-13,118), CD63 (1:1000, Santa Cruz, TX, USA,
sc-5275), PI3 Kinase P85-a (1:500, Proteintech, Wuhan,
China, 11748-1-AP), IGF-1 (1:500, Abclonal Technol-
ogy, Wuhan, China, A12305), TSG-101 (1:500, Abclonal
Technology, Wuhan, China, A1692), TOM-20 (1:1000,
Proteintech, Wuhan, China, 11802-1-AP), Calnexin
(1:500, Abclonal Technology, Wuhan, China, A15631),
APOA1 (1:500, Abclonal Technology, Wuhan, China,
A14211) and GAPDH (1:10000, Bioworld Technology,
Nanjing, China, AP0063).

Immunofluorescence staining

Myotubes were fixed with 4% paraformaldehyde for
20 min at room temperature. After permeabilizing
with 0.5% Triton X-100, the myotubes were blocked
with 5% bovine serum albumin (BSA) for 2 h at room
temperature. They were then incubated with primary
antibody MF-20 (1:100, DSHB, IA, USA, AB-2,147,781)
overnight at 4 °C. The next day, the samples were incu-
bated with their corresponding secondary fluorescence
conjugated antibodies, Alexa Fluor® 488 AffiniPure
Goat Anti-Mouse IgG (H+L) (1:200, Jackson Immu-
noResearch Laboratories, PA, USA, 115-545-003) at
room temperature for 2 h while being protected from
light. After washing the samples with PBS, nuclei were
stained for DAPI (1:2000, KeyGen, Nanjing China,
KGA215) and imaged. Leica fluorescence microscope
(Wetzlar, Germany, DM i8) with a 20x objective lens
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was used to take fluorescence images. The diameter of
the myotubes were analyzed using Image ] software
(NIH, USA) and a minimum of 40 myotubes were
imaged for each group.

Detection and statistics of muscle fiber cross-sectional area
H&E staining and wheat germ agglutinin (WGA) stain-
ing were used to detect the cross-sectional area of
mouse gastrocnemius muscle fibers, which has been
described in detail in our previous study [10].

For H&E staining, each slide was imaged using a 20x
magnification on a Leica microscope (Wetzlar, Ger-
many, DM3000) to take 20-40 fields of view per sample.
The area of the myofibers was analyzed using Image |
software (NIH, USA), with a minimum of 400 fibers per
mouse being analyzed.

WGA lectin staining was performed as it is a fast, reli-
able and an inexpensive method used for skeletal muscle
fiber, compared to other antibody-based techniques[38].
The frozen tissue sections were stained with WGA
(1:200, Sigma, MO, USA), and photographed with Carl
Zeiss fluorescence microscope (Oberkochen, Germany,
Axio Imager M2) at 20x magnification, and the area of
the myofibers was analyzed with Image ] software with a
minimum of 400 fibers per mouse being counted.

Statistical analysis

Data are represented as mean+SD. An unpaired,
two-tailed Student’s t test was used for comparisons
between the two groups. Two-way ANOVA with Tukey
test was performed to compare multiple groups. All
analyses were performed using GraphPad Prism 8.0.
Differences with p <0.05, were considered significant.

Abbreviations

EVs: Extracellular vesicles; Dex: Dexamethasone; Angll: Angiotensin I; TNF-a:
Tumor necrosis factor alpha; CRISPR: Clustered regularly interspaced short pal-
indromic repeat; AAV: Adeno-associated virus; FNTA: Fluorescent nanoparticle
tracking analysis; TEM: Transmission electron microscopic assays; IMO: Immo-
bilization; Den: Denervation; MuRF-1: Muscle-specific RING-finger 1; atrogin-1/
MAFbx: muscle atrophy F-box; T7El: T7 Endonuclease I.

Supplementary Information

The online version contains supplementary material available at https://doi.
0rg/10.1186/512951-022-01508-4.

Additional file 1: Figure S1. EVs-Cas9-miR-29b does not affect the
expression of miR-29b-5p-1/2 Figure S2. EVs-Cas9-29b lacks viral nucleic
acid genome Figure S3. Enrichment of Cas9 protein, the expression

of IGF-1, PI3K(p85a), and the expression of inflammation-related genes
in mice therapy with EVs-Cas9-29b in immobilization induced muscle
atrophy Figure S4. Enrichment of Cas9 protein, the expression of IGF-1,
PI3K(p85a), and the expression of inflammation-related genes in mice
therapy with EVs-Cas9-29b in denervation induced muscle atrophy.

Page 150f 16

Acknowledgements

This work was supported by the National Key R&D Program of China (Grant
Numbers 2020YFA0803800 to J.L.), National Natural Science Foundation of
China (82020108002 and 81911540486 to J.X.; 81900359 to J.L.), Innovation
Program of Shanghai Municipal Education Commission (2017-01-07-00-09-
E00042 to J.X), the grant from Science and Technology Commission of Shang-
hai Municipality (22010500200 to J.L; 20022255400 and 21XD1421300 to
JX), the "Dawn” Program of Shanghai Education Commission (195G34 to J.X.),
the Shanghai Sailing Program (19YF 1416400 to J.L.), the “Chen Guang" project
supported by the Shanghai Municipal Education Commission and Shanghai
Education Development Foundation (19CG45 to J.L).

Author contributions

JX and JL designed the study, instructed all experiments, and drafted the man-
uscript. RC, WY, YZ, XZ, BJ, TY, YY, WX and HC. performed the experiments and
analyzed the data. JG, GL, PG and GV provided technical assistance and revised
the manuscript. All the authors read and approved the final manuscript.

Data availability

The authors declare that all data supporting the findings of this study are
available within the paper and Additional file. The materials used in this study
is available from the corresponding author upon reasonable requests.

Declarations

Ethics approval and consent to participate
All animal treatments or procedures were approved by Ethics Committee of
Shanghai University.

Consent for publication
Not applicable.

Competing interests
The authors declare no conflict of interest.

Author details

VInstitute of Geriatrics, The Sixth People’s Hospital of Nantong), School

of Medicine, Shanghai University, Affiliated Nantong Hospital of Shanghai Uni-
versity, Shanghai University, Nantong 226011, China. “Cardiac Regeneration
and Ageing Lab, Institute of Cardiovascular Sciences, Shanghai Engineering
Research Center of Organ Repair, School of Life Science, Shanghai University,
333 Nan Chen Road, Shanghai 200444, China. >Division of Pain Management,
Huadong Hospital Affiliated to Fudan University, Shanghai 200040, China.
“Cardiovascular Division of the Massachusetts General Hospital, Harvard
Medical School, Boston, MA 02114, USA. °Institute of Biochemistry and Cellular
Biology, National Research Council of Italy, Napoli 80131, Italy.

Received: 21 February 2022 Accepted: 7 June 2022
Published online: 27 June 2022

References

1. CohenS, Nathan JA, Goldberg AL. Muscle wasting in disease: molecu-
lar mechanisms and promising therapies. Nat Rev Drug Discov.
2015;14:58-74.

2. Gorzal, Sorge M, Secli L, Brancaccio M. Master regulators of muscle
atrophy: role of costamere components. Cells. 2021;10:61.

3. EvansWJ, Morley JE, Argilés J, Bales C, Baracos V, Guttridge D, Jatoi A,
Kalantar-Zadeh K, Lochs H, Mantovani G. Cachexia: a new definition. Clin
Nutr. 2008;27:793-9.

4. LiJ,Chan MC, YuY, BeiY, Chen P, Zhou Q, Cheng L, Chen L, Ziegler O,
Rowe GC. miR-29b contributes to multiple types of muscle atrophy. Nat
Commun. 2017;8:1-15.

5. Guo S, Huang, Zhang Y, Huang H, Hong S, Liu T. Impacts of exercise
interventions on different diseases and organ functions in mice. J sport
Health Sci. 2020;9:53-73.

6. Scott D, Johansson J, Gandham A, Ebeling PR, Nordstrom P, Nordstrom
A. Associations of accelerometer-determined physical activity and
sedentary behavior with sarcopenia and incident falls over 12 months


https://doi.org/10.1186/s12951-022-01508-4
https://doi.org/10.1186/s12951-022-01508-4

Chen et al. Journal of Nanobiotechnology

20.

21
22.

23.

24.

25.

26.

27.

28.

29.

(2022) 20:304

in community-dwelling Swedish older adults. J Sport Health Sci.
2021;10:577-84.

LiJ,Yang T, Sha Z Tang H, Hua X, Wang L, Wang Z, Gao Z, Sluijter JP, Rowe
GC. Angiotensin ll-induced muscle atrophy via PPARy suppression is
mediated by miR-29b. Mol Ther Nucleic Acids. 2021;23:743-56.

Liu Q, Chen L, Liang X, Cao Y, Zhu X, Wang S, Li J, Gao J, Xiao J. Exercise
attenuates angiotensin-induced muscle atrophy by targeting PPAR-
gamma/miR-29b. J Sport Health Sci. 2021. https://doi.org/10.1016/j jshs.
2021.06.002.

Bajan S, Hutvagner G. RNA-based therapeutics: from antisense oligonu-
cleotides to miRNAs. Cells. 2020;9:137.

LiJ,Wang L, Hua X, Tang H, Chen R, Yang T, Das S, Xiao J. CRISPR/Cas9-
mediated miR-29b editing as a treatment of different types of muscle
atrophy in mice. Mol Ther. 2020;28:1359-72.

. van Niel G, D’Angelo G, Raposo G. Shedding light on the cell biology of

extracellular vesicles. Nat Rev Mol Cell Biol. 2018;19:213-28.

Elsharkasy OM, Nordin JZ, Hagey DW, de Jong OG, Schiffelers RM, Andal-
oussi SE, Vader P. Extracellular vesicles as drug delivery systems: why and
how? Adv Drug Deliv Rev. 2020;159:332-43.

Chen R, Huang H, Liu H, Xi J, Ning J, Zeng W, Shen C, Zhang T, Yu G, Xu

Q. Friend or foe? Evidence indicates endogenous exosomes can deliver
functional gRNA and Cas9 protein. Small. 2019;15:1902686.

Gee P, Lung MS, Okuzaki Y, Sasakawa N, Iguchi T, Makita Y, Hozumi H,
Miura Y, Yang LF, Iwasaki M. Extracellular nanovesicles for packaging of
CRISPR-Cas9 protein and sgRNA to induce therapeutic exon skipping. Nat
Commun. 2020;11:1-18.

Kim SM, Yang Y, Oh SJ, Hong Y, Seo M, Jang M. Cancer-derived exosomes
as a delivery platform of CRISPR/Cas9 confer cancer cell tropism-depend-
ent targeting. J Control Release. 2017;266:8-16.

Ye Y, Zhang X, Xie F, Xu B, Xie P, Yang T, Shi Q, Zhang C-Y, Zhang Y, Chen

J. An engineered exosome for delivering sgRNA: Cas9 ribonucleo-
protein complex and genome editing in recipient cells. Biomater Sci.
2020;8:2966-76.

Campbell LA, Coke LM, Richie CT, Fortuno LV, Park AY, Harvey BK.
Gesicle-mediated delivery of CRISPR/Cas9 ribonucleoprotein complex for
inactivating the HIV provirus. Mol Ther. 2019;27:151-63.

Montagna C, Petris G, Casini A, Maule G, Franceschini GM, Zanella I, Conti
L, Arnoldi F, Burrone OR, Zentilin L. VSV-G-enveloped vesicles for traceless
delivery of CRISPR-Cas9. Mol Ther Nucleic Acids. 2018;12:453-62.
Lains¢ek Dk, Kadunc L, Keber MMe, Bratkovic¢ IH, Romih R, Jerala R.
Delivery of an artificial transcription regulator dCas9-VPR by extracellular
vesicles for therapeutic gene activation. ACS Synth Biol. 2018;7:2715-25.
Yao X, Lyu P, Yoo K, Yadav MK, Singh R, Atala A, Lu B. Engineered extracel-
lular vesicles as versatile ribonucleoprotein delivery vehicles for efficient
and safe CRISPR genome editing. J Extracellular Vesicles. 2021;10:e12076.
Liang YJ, Duan L, Lu JP, Xia J. Engineering exosomes for targeted drug
delivery. Theranostics. 2021;11:3183-95.

Maji S, Yan IK, Parasramka M, Mohankumar S, Matsuda A, Patel T. In vitro
toxicology studies of extracellular vesicles. J Appl Toxicol. 2017;37:310-8.
Zhu X, Badawi M, Pomeroy S, Sutaria DS, Xie Z, Baek A, Jiang J, Elgamal
OA, Mo X, Perle K, et al. Comprehensive toxicity and immunogenicity
studies reveal minimal effects in mice following sustained dosing of
extracellular vesicles derived from HEK293T cells. J Extracell Vesicles.
2017,6:1324730.

Saleh AF, Lazaro-Ibanez E, Forsgard MA, Shatnyeva O, Osteikoetxea

X, Karlsson F, Heath N, Ingelsten M, Rose J, Harris J, et al. Extracellular
vesicles induce minimal hepatotoxicity and immunogenicity. Nanoscale.
2019;11:6990-7001.

LiJ, Chan MC, YuY, BeiY, Chen P, Zhou Q, Cheng L, Chen L, Ziegler O,
Rowe GC, et al. miR-29b contributes to multiple types of muscle atrophy.
Nat Commun. 2017;8:15201.

Yin JY, Qian ZY, Chen YQ, Li Y, Zhou X. MicroRNA regulatory networks in
the pathogenesis of sarcopenia. J Cell Mol Med. 2020;24:4900-12.
Rupaimoole R, Slack FJ. MicroRNA therapeutics: towards a new era for
the management of cancer and other diseases. Nat Rev Drug Discov.
2017;16:203-22.

Ling H, Girnita L, Buda O, Calin GA. Non-coding RNAs: the cancer genome
dark matter that matters! Clin Chem Lab Med. 2017,55:705-14.

He N, Zhang Y, Zhang S, Wang D, Ye H. Exosomes: cell-free therapy for
cardiovascular diseases. J Cardiovasc Trans| Res. 2020;13:713-21.

Page 16 of 16

30. Kostyushev D, Kostyusheva A, Brezgin S, Smirnov V, Volchkova E, Luka-
shev A, Chulanov V. Gene editing by extracellular vesicles. Int J Mol Sci.
2020;21:7362.

31. Yip BH.Recent advances in CRISPR/Cas9 delivery strategies. Biomolecules.
2020;10:839.

32. Kim D, Le QV,Wu YN, Park J, Oh YK. Nanovesicle-mediated delivery sys-
tems for CRISPR/Cas genome editing. Pharmaceutics. 2020;12:1233.

33. Wang Q, Yu J, Kadungure T, Beyene J, Zhang H, Lu Q. ARMMs as a versatile
platform for intracellular delivery of macromolecules. Nat Commun.
2018;9:960.

34, Mangeot PE, Risson V, Fusil F, Marnef A, Laurent E, Blin J, MournetasV,
Massourides E, Sohier TJM, Corbin A, et al. Genome editing in primary
cells and in vivo using viral-derived Nanoblades loaded with Cas9-sgRNA
ribonucleoproteins. Nat Commun. 2019;10:45.

35. El-Andaloussi S, Lee Y, Lakhal-Littleton S, Li J, Seow Y, Gardiner C, Alvarez-
Erviti L, Sargent IL, Wood MJ. Exosome-mediated delivery of siRNA in vitro
and in vivo. Nat Protoc. 2012;7:2112-26.

36. Yang J, Zhang X, Chen X, Wang L, Yang G. Exosome mediated delivery of
miR-124 promotes neurogenesis after ischemia. Mol Ther Nucleic Acids.
2017;7:278-87.

37. LiangY, Xu X, Li X, Xiong J, Li B, Duan L, Wang D, Xia J. Chondrocyte-
targeted microRNA delivery by engineered exosomes toward a cell-free
osteoarthritis therapy. ACS Appl Mater Interfaces. 2020;12:36938-47.

38. Kostrominova TY. Application of WGA lectin staining for visualization of
the connective tissue in skeletal muscle, bone, and ligament/tendon
studies. Microsc Res Tech. 2011;74:18-22.

Publisher’s Note
Springer Nature remains neutral with regard to jurisdictional claims in pub-
lished maps and institutional affiliations.

Ready to submit your research? Choose BMC and benefit from:

fast, convenient online submission

thorough peer review by experienced researchers in your field

rapid publication on acceptance

support for research data, including large and complex data types

gold Open Access which fosters wider collaboration and increased citations

maximum visibility for your research: over 100M website views per year

K BMC

At BMC, research is always in progress.

Learn more biomedcentral.com/submissions



https://doi.org/10.1016/j.jshs.2021.06.002
https://doi.org/10.1016/j.jshs.2021.06.002

	Delivery of engineered extracellular vesicles with miR-29b editing system for muscle atrophy therapy
	Abstract 
	Introduction
	Results
	Construction of engineered extracellular vesicle-based CRISPRCas9 system for disrupting miR-29b
	EVs-Cas9-29b attenuates muscle atrophy in vitro
	Therapeutic use of EVs-Cas9-29b attenuates immobilization-induced muscle atrophy in vivo
	Therapeutic use of EVs-Cas9-29b attenuates denervation-induced muscle atrophy in vivo

	Discussion
	Conclusions
	Methods
	Plasmids
	Cell culture and treatment
	EVs production
	Isolation and purification of EVs
	Fluorescent nanoparticle tracking analysis (FNTA)
	Transmission electron microscopy (TEM)
	Validation of EVs uptake
	Quantitative real-time polymerase chain reactions (qRT-PCR)
	T7 endonuclease I (T7EI) assay
	Mouse models
	Western blot
	Immunofluorescence staining
	Detection and statistics of muscle fiber cross-sectional area
	Statistical analysis

	Acknowledgements
	References




