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Yu.P. Zelinsky was born in Karelia, in Belomorsk.
This small, highly distinctive town is located at the
mouth of the Vyg, a famous salmon river. The remark-
able fish called semga by coast dwellers and the Atlan-
tic salmon, by ichthyologists of the world, became the
main object of study of the researcher.

As early as during his study at Petrozavodsk Univer-
sity (1966–1971), he participated in integrated studies
of Atlantic salmon performed at the Laboratory of
Ecology of Fish and Aquatic Invertebrates of the Insti-
tute of Biology of the Karelian Branch of the USSR
Academy of Sciences (Now, the Karelian Research
Center of the Russian Academy of Sciences).

Later during his postgraduate studies at Moscow
State University, headed by the USSR Academy of Sci-
ences Corresponding Member G.V. Nikolsky, Zelinsky
used methods of morphological and karyological anal-
ysis for studying the ways of dispersal of Atlantic

salmon into the southern part of the White Sea Basin
from the Baltic Basin. Data obtained during recent
years using novel molecular–genetic methods con-
firmed his hypothesis.

After postgraduate studies, Zelinsky continued to
work at the Karelian Branch of the USSR Academy of
Sciences. Many years of labor—expeditions, scrupu-
lous treatment of the material, and analysis of multilin-
gual literature—enabled him to prepare a monograph
on Atlantic salmon (Zelinsky, 1985) that is actively
used by specialists to this day. In this paper, the
researcher generalized a vast amount of data. Besides,
he advanced a bold suggestion concerning the origin of
the karyotype of the Atlantic salmon as a result of
simultaneous fusion of several chromosomes of the
ancestral species—brown trout.

This idea enabled Zelinsky to regard the evolution
of all Salmonoidei in a new way. He collected and
treated increasingly new samples of salmonids, core-
gonids, and graylings and analyzed world literature on
the karyotypes of these fish. Three homological series
including species of different families with the number
of chromosomes about 60, 80, and 100 became increas-
ingly distinct. The pioneer of these series, G. Svardson
considered them polyploid series; however, this
assumption was not confirmed. Zelinsky gave another
explanation: series are formed due to simultaneous
fusion of several chromosomes. As a result, of species
with 100 chromosomes, species with 80 chromosomes
originate, and of them, are species with 60 chromo-
somes.

The existence of these homological series causes no
doubts in specialists. It seems to us possible to name
them the Svardson–Zelinsky series in honor of their
pioneer and in honor of a researcher who explained the
reason of their emergence.

Zelinsky was interested not only in Salmonoidei; he
began studies of other fish groups that emerged via polyp-
loidy—cyprinids and acipenserids. The researcher
planned to prepare a comprehensive work on regularities
of the evolution of groups of fish of polyploid origin.

At the same time, Zelinsky did not limit himself to
the study of fundamental problems. The studies of
karyotypes provided him arguments that enabled him to
protest against the insistently advocated idea about the
belonging of two groups of Pacific salmon—

 

Paras-
almo

 

 and 

 

Oncorhynchus

 

—to one genus. He was among
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those who first raised the problem of protection of the
gene pool during artificial reproduction of salmon.
Under the severe conditions of the early 1990s, he man-
aged to organize several expeditions to regions of diffi-
cult access and collected, kept in liquid nitrogen, and
delivered to genetic banks the samples of sperm of sev-
eral rare forms of Salmonidae.

Unfortunately, the blow inflicted to our science by
perestroika strongly affected Zelinsky also. The organi-
zation of expeditions, the search for needed equipment,
reagents, and finances required much energy and time.
The health of the researcher was shaken, and he was
induced to leave the native North and to begin to work
at the Tula Pedagogical Institute. In Tula, Zelinsky con-
tinued to struggle with a tangle of severe diseases and,
until his last days, did not stop his scientific work.

He had an opportunity to see the results of his numerous
followers. The study of the gene pool of Russian popula-
tions of Atlantic salmon initiated by Zelinsky is continued at
the present time by several Russian and foreign (Scottish,
Norwegian, Finnish) specialists. Homological series by the
number of chromosomes in Salmonoidei—the Svardson–
Zelinsky series—are intensively studied too.
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