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Forensic DNA practice is about identification, about establishing the identity of an 
individual, usually a suspect, a perpetrator or a victim. Yet in order to establish this 
identity, the individual has to be placed in the context of a population. The contribu-
tions in this special issue zoom in on this relation between the individual and the 
population. Our aim is to attend closely to the kind of work that forensic genetics 
is made to do; the kind of (legal, political, societal) infrastructures necessary for 
that work; and the ways it necessarily orders social relations, producing effects of 
proximity and distance between collectives, while apparently dealing only with the 
individual. Race—as a particular and highly charged kind of collective category—is 
a central concern in this special issue, and focusing on the tension between the indi-
vidual and the collective helps us to broaden its scope and view the different kinds 
of politics at stake when it becomes entwined in the work of forensic technologies.

In this introduction to the special issue ‘Doing the Individual and the Collective 
in Forensic Genetics: Governance, Race and Restitution’ we will first elaborate the 
relation between the individual and the population in the context of forensic genet-
ics, and address how ‘the population’ changed from being a problem for DNA evi-
dence in the early nineties to become a category of value for present-day applica-
tions. We will explicate the ways in which the valuing of population comes with 
a resurgence of race through the controversial UK case of the Night Stalker. We 
will then address other collectives that are valued and mobilised in forensic genetic 
research, arguing that this is part and parcel of forensic DNA being not solely an 
identification tool but also increasingly a tool to generate leads during the criminal 
investigation. Finally, as forensic genetic methods and technologies have nowadays 
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travelled to disparate fields, we will briefly address their role in migration and bor-
der management regimes and the dual processes of control of migrants and restitu-
tion through family reunification.

Population: from a problem to a category of value

As much as it has become a self-evident and a routine practice, forensic DNA has 
had a turbulent history. When Sir Alec Jeffreys introduced this technology in a fam-
ily reunion case concerning a Ghanaian family in the UK, its potential for the crimi-
nal justice system immediately became clear (Jeffreys et al. 1985). If a DNA profile 
could help to establish a link between an individual and other members of his fam-
ily (as was the case for the Ghanaian family), might it also work for the forensic 
identification of individuals (Gill et al. 1985)? At that time it was crucial that the 
VNTR and later STR markers were based on non-coding DNA.1 Since linking crime 
to genetics was quite a controversial move to make (Duster 1992, 2003), it was key 
that forensic genetic research would be based on non-coding DNA as not to reveal 
any personal information about a suspect of crime.2 Another issue was that of con-
tamination and the soundness of technologies and methods used. A number of cases, 
such as the US New York vs. Castro and the highly mediatised OJ Simpson trials, 
had demonstrated scientific misconduct, with ensuing heated debates about the effi-
cacy and soundness of the technology and organisation of the forensic work (Jasa-
noff 1995; Lander 1992). This led to recommendations for the securing, registration 
and transportation of evidence containing biological traces throughout the process 
from crime scene to court, and for rigorous protocols to enhance the rapid discov-
ery of contamination or admixture between samples within the laboratory.3 But the 
thorniest issue was that of population, an issue that led to controversy and debate, 
for example, in 1991 in the popular scientific magazine Science.

What was the problem? Although a DNA profile can potentially individualise 
and thus help to identify a person, this can only be done when it is compared to 
a population. This comparison is meant to quantify the likelihood that a particular 
individual’s profile is shared with other people because it is more common in the 
population to which the individual is thought to belong. In laboratory practice this 
is done by comparing the DNA profile to a reference population; a population that is 
deemed statistically representative of the bigger population in question. But what is 
a representative population (M’charek 2000)? In 1991, Richard Lewontin and Dan-
iel Hartl published a paper in the journal Science indicating that forensic laborato-
ries may not have access to relevant reference populations and that, in the absence 

1 Variable number tandem repeats and short tandem repeats. On the shift from VNTRs to STRs, see 
Kahn (2012).
2 This was also an important argument in various legislations; for the Dutch legislation see M’charek 
(2008) and Toom (2011).
3 For example, the US National Research Council (1996) produced a study with recommendations on 
this issue. In Europe most forensic laboratories have to be accredited and work according to ISO stand-
ards.
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thereof, statistical mistakes can occur (Lewontin and Hartl 1991).4 Although they 
made a number of suggestions to handle the so-called population sub-structures 
and the associated statistical issues, their critique was seen as a potential bomb 
under the newly introduced forensic DNA technology. Science thus invited Ranajit 
Chakraborty and Kenneth Kid to publish a ‘counter-article’ in the same issue. They 
argued that the problem of population sub-structures could be countered by specific 
uses of the already available DNA databanks (Chakraborty and Kidd 1991). How-
ever, the controversy was further fuelled by the publication of the report DNA Tech-
nology in Forensic Science in 1992, under the aegis of the US National Research 
Council. In the report, the problem of population sub-structures was acknowledged 
and suggestions, similar to those made by Lewontin and Hartl, were put forward to 
counter those problems. It would take another couple of years for this controversy 
to come to a closure. The precondition that one cannot produce an individualising 
DNA profile without comparison to a representative population had thus caused 
problems for the forensic community. Meanwhile, forensic DNA has come of age. It 
has bypassed the problem of the representative population through the size of data-
bases and the availability of ever more genetic markers.

While initially ‘population’ constituted a threat to the validity of the DNA pro-
file, particularly in cases where the profile does not individualise but rather hints 
at commonalities within a specific population, it is precisely this latter quality that 
is gaining interest. Particularly in the absence of a specific suspect, using DNA to 
help determine in which population s/he might be found could provide leads for the 
investigating police. Population has thus moved from a problem to a category of 
value. To demonstrate this investigative use of DNA profiling and the convoluted 
relation between the individual and the population, we will briefly discuss an exem-
plary case.

Population and race: the case of the Night Stalker

This case took place in the south of London between 1992 and 2009. It was a sensa-
tional case, involving at least 203 victims of sexual abuse, rape or burglary, mostly 
elderly women aged between 65 and 90 years. The perpetrator struck in cycles, and 
often at night, a reason why he came to known as the “Night Stalker”. He did not 
leave fingerprints, but occasionally left DNA in sperm or in skin particles found 
under the fingernails of his victims. Although all these offences could be linked to 
a single perpetrator via DNA, despite all efforts, his identity could not be tracked 
down. In 2006, 14 years later, the help of the American company DNA Print 
Genomics was called in. This company, since bankrupt, had developed a DNA wit-
ness kit that could produce hints about the appearance of the unknown suspect. ‘His 
partial driver’s licence photo’ was promised. In practice they provided a statement 
about his sex and a probabilistic account of his genetic geographical descent based 

4 For an early controversial case in the US involving an Abenaki Indian victim in Franklin County in 
Vermont, see Lewontin (1993); and for a Dutch case involving a Turkish suspect, see M’charek (2000).
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on Ancestry Informative markers (AIMs) (see e.g. M’charek 2008; Sankar 2012). 
As a result the ‘partial DNA passport photo’ of the Night Stalker was as follows: 
male, with a geographical origin of 82% Sub-Saharan Africa, 12% Native American 
and 6% European.

Given the specific colonial history of the UK and the effect thereof on post-colo-
nial migration patterns, the profile based on the probabilistic results was squarely 
translated by the investigating police into the suspect was a black Caribbean man.5 
The police reports stated that advanced DNA techniques were used and that they 
indicated that the suspect probably had Afro-Caribbean ethnicity, probably from the 
Windward Islands. But what were these ‘advanced DNA techniques’? They entailed 
the enrolment of hundreds of police officers with a Caribbean background, who were 
more or less forced to give DNA so as to optimise the utility of the DNA witness kit. 
Since the kit was produced in the US it was not representative of the UK popula-
tion. The ‘advanced technologies’ allowed the forensic geneticists to conclude that 
the suspect probably originated from the Windward Islands. In practice this meant 
that 21,500 men would fit the profile and that thousands of men residing in Lon-
don neighbourhoods with large populations of Caribbean background were asked to 
donate DNA (Johnston 2006). Men who refused to cooperate were threatened and 
pressured to do so (Greenwood 2009). Four years later, a suspect was arrested. Del-
roy Easton Grant turned out to be a Londoner with Jamaican background. He was 
not found based on the DNA profile. His car was spotted on CCTV images at an 
ATM where he withdrew money from the bank account of one of his victims.

This example makes clear that in the absence of a suspect, individualising DNA is 
not very helpful. It is rather the collective, to which the unknown suspect is deemed 
to belong, that becomes relevant in the criminal investigation. However, race and 
racism are never far away when using this technology. Not only did the probabilistic 
estimation of geographical descent lead to the ‘responsibilisation’ of a specific col-
lective within the UK police force in order to be able to deliver an ‘advanced DNA 
technology’ for this case, it also incriminated and racialised a large number of inno-
cent citizens. The translation of African descent, through a colonial legacy, into a 
black Caribbean man, together with the profiling of a specific group of people, did 
not simply produce a collective, but a racialised collective. This is one of our main 
concerns in addressing the relation between the individual and the collective in this 
special issue.

The tension between the individual and the collective

All the authors in this special issue explore in depth the relation between the indi-
vidual and the collective in forensic genetics and forensics more widely. They attend 
to it as a constant tension or “resonance” (Hopman and M’charek 2020, this issue). 
To be sure, this tension in the specific context of forensic genetics has been noted 
before (Kahn 2012; M’charek 2000, 2008; Schwartz-Marín et al. 2015). But in this 

5 For a similar move in a Dutch forensic case, see (Jong and M’charek 2018).
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special issue, the authors make it a key focus of their analysis, showing how the 
individual and the collective are not opposed, but immanent in each other and in 
a relation of mutual constitution, producing ambivalent moral and political affor-
dances. All authors are particularly keen on unravelling the category of population 
and seeing how it is entrained by apparently individualising technologies and pro-
cedures. While solving crime and catching a dangerous murderer is, prima facie, 
a good thing, the collective category ‘population of interest’ can be dangerous 
and may easily spill over into ‘suspect population’ (Cole and Lynch 2006) or even 
‘criminals’ (M’charek et al. 2020). Moreover, as shown above and demonstrated in 
the contributions of Simon Cole and David Skinner and that of Roos Hopman and 
Amade M’charek, in practices of crime investigation, population is easily racialised.

In this issue, our contributors cover diverse themes that, however, fit into a sim-
ple but handy classification of fields in which forensic genetics and forensics more 
widely operate. On one side of the spectrum, these technologies are put to work in 
matters of governance, policing, control, regulation and surveillance, often raising 
issues of discrimination. Themes that have been studied in the literature include the 
architecture of DNA databases, what goes into them and how this is regulated, how 
DNA databases can be used by the state and the private sector for these purposes, 
and how data can creep and bleed into other databases and functions; privacy, demo-
cratic transparency and accountability; and questions of evidence and expertise—
how DNA came to be seen as authoritative in forensics, criminal investigation and 
crime management, and how it operates in practice (Cho and Sankar 2004; Heine-
mann et al. 2012; Hindmarsh and Prainsack 2010; Lynch and Jasanoff 1998; Toom 
2010; Skinner and Wienroth 2019). Included in this area is the way forensic genet-
ics may provide mechanisms to discriminate against racialised categories and, in so 
doing, rematerialise and authorise ‘race’ itself in diverse forms (genetic, phenotypic, 
cultural) (Chow-White and Duster 2011; Fullwiley 2011; Kahn 2012; M’charek 
2008; Smay and Armelagos 2000).

On the other side of spectrum, forensic technologies also deployed as tools in 
matters of restitution, reconciliation, care, and the search for justice and citizen and 
human rights. Researchers have addressed the role of forensics in identifying indi-
viduals in cases of massacres, human rights abuses and disappearances, reuniting 
body remains with relatives, and providing evidence for associated claims by citi-
zens against the state (and agents seen as its proxies) for abuse and/or negligence 
(Penchaszadeh 2011; Rosenblatt 2015; Schwartz-Marín and Cruz-Santiago 2016; 
Smith 2013; Wagner 2008). Included here are instances in which data from DNA 
ancestry testing may be involved in support of legal claims by racialised and ethnic 
groups for access to resources (reparations, land, group membership, legal state rec-
ognition) (Hamilton 2012). This going together of ‘nativism’ and biological/genetic 
identities may contribute to the naturalisation of collective identities and the ‘rema-
terialisation’ of race (M’charek et al. 2014).

The contributions to this special issue can be distinguished in terms of these 
two broad domains of concern, but they also indicate some overlap between them, 
suggesting there is a continuum at work. The articles by Cole, Skinner, Hopman 
and M’charek, and Vailly and Bouagga all focus squarely on the use of forensics 
in the criminal justice system and its use in solving crime. Nevertheless, we can 
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see—particularly in the article by Vailly and Bouagga—that these uses give rise to 
reactions that, engaging with the technologies themselves, attempt to protect citizens 
from perceived infringements on privacy and rights. The articles by Tapaninen and 
Helèn, and Smith and García-Deister focus on the use of forensics in contexts of 
migration, where, while there is a concern with reuniting families, protecting immi-
grants who lack the expected forms of documentation, and repatriating the remains 
of dead people to their ‘proper’ locations, there are also clearly strong elements of 
governance, control and the policing of national boundaries. In all cases, the collec-
tives (re)produced by the forensic focus on the individual suspect, criminal, immi-
grant or dead body also involve processes of racialisation, which work to reproduce 
and reconfigure the racial categories operating in that context.

Forensics in crime solving

The way forensic technologies operate in the investigation of crime often show 
some common elements. First, apparently individualising techniques invoke collec-
tive categories (often racialised), which can also be used in reverse, i.e. to profile an 
unknown individual. Second, the way these collectives are defined is based on self 
or official classifications and this reveals the inherently problematic, but very com-
mon, process by which samples of individuals are initially defined in terms of social 
categories (e.g. white, black, Caribbean, European, etc.), the individuals are then 
clustered according to their genetic/physical profile (e.g. the frequencies of certain 
markers), and finally that genetic profile is used to describe the social category in 
‘real’ (i.e. genetically validated) terms. This involves a particular relation between 
collective and individual: the social and biological are aligned collectively (i.e. the 
genetic profile drawn from a sample of individuals is taken as a description of the 
whole social category they were chosen to represent); then individuals are judged in 
terms of that collective alignment (i.e. any individual identified as belonging to that 
social category will have that genetic profile), when the social collective was based 
on a certain sample of individual identifications to start with.

This circular process emerges clearly in the contribution by Simon Cole (2018, 
this issue). He compares three different forensic technologies, from the classical fin-
gerprint identification, through hair microscopy to microbiome forensics and dem-
onstrates that, despite the aim of identifying an individual suspect, each of these 
technologies strikes a balance, in different ways, between the individual and the 
population. While the success of fingerprint identification is due to its capacity to 
individualise, therewith establishing what Cole calls a template and revering indi-
vidualised identification as the telos of forensic technologies, microscopic hair anal-
ysis is valued not because it individualises (which it cannot effectively do) but rather 
because it helps to cluster individuals into collective categories, such as ‘black’ or 
‘Mexican’. By contrast, microbiome forensics challenges the whole idea of an indi-
vidual as a person’s microbiomes are constantly changing through space and time. 
However, this unruly variation can be tamed through using the collective as a value. 
Gender, race and family function as classifications through which the microbiome is 
made relevant for forensic use.
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David Skinner (2018, this issue) looks at the movement between the individual 
and collective involved in DNA databases used for policing purposes, when these 
include data on racial identity, raising issues of the over-representation of racialised 
minorities that are targeted by the police in the first place and which are then tar-
geted again—now with the backing of statistics—because they are over-represented 
as criminals and suspects in the database. Drawing on the case of the national DNA 
police database in the UK, Skinner argues that, with the increasing salience of foren-
sic racial phenotyping and the use of forensic visual technologies that depend on a 
racial-visual logic, the social and ethical implications of database usage and racial 
phenotyping of suspects become particularly thorny. Attempts to critique racialisa-
tion in phenotyping on ontological grounds, as bad science or biological determin-
ism, miss the ways in which the contemporary race object can encompass corporeal, 
digital and discursive elements. Skinner also contends that some of the standard 
ELSI discourse about the invasion of privacy and infringement of rights aligns with 
a view of racism as series of (aberrant) individual acts; this neglects the operation 
of structural processes of racism that create the collective disadvantage that means 
young black men are over-represented in the database.

Vailly and Bouagga (2019, this issue) are also interested in the individual–collec-
tive dynamic as it is enacted in databases. The article explores the ethical and politi-
cal problems with the French DNA profile database identified by its opponents and 
critics, who draw on national traditions of Republican individualism and privacy to 
contest what they see as a creeping encroachment of surveillance and related forms 
of governance. First, the database creates a collective category of ‘suspect’, which is 
disproportionate to any real or suspected offences (offences often seen by database 
critics as in reality political actions of protest linked to an ethical project of citi-
zenship). Second, this collective category includes family members of suspects and 
criminals, who may be wholly innocent; and it includes a new category created by 
legislation linked to the database, consisting of people convicted only of the offence 
that they refused to give a DNA sample when they were first arrested (but not nec-
essarily convicted). A different aspect of the collectivity produced by the database 
is the fact that DNA profiles using supposedly non-coding markers (which are the 
only ones allowed under French law) may in fact be usable to generate knowledge 
about medical conditions and geographical or ‘ethnic’ origins. Even if the database 
is never actually used for this purpose (which is technically illegal), critics point to 
unknown possible abuses in the future, and make comparisons to historical abuses 
of paper-based databases in Vichy France.

Hopman and M’charek (2020, this issue) complexify the dynamics between the 
individual and the collective by unpacking the emerging forensic technology of 
DNA phenotyping. This technology, aimed at giving a face to an unknown indi-
vidual, usually an unknown suspect, based solely on DNA, is not one unified tech-
nology but currently consists of three technological practices that produce differ-
ent versions of the face and thus different relations between the individual and the 
collective. Hopman and M’charek provide an ethnographic analysis demonstrating 
how the focus on pigmentary traits produces a probabilistic rendition of the face, 
the focus on facial features contributes to a metrically rendered face, while a focus 
on genetic ancestry contributes to a geographically ordered face. These different 
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approaches to the face all aspire to produce individuality, yet all necessarily also 
produce the collective. This prompts the question: when and where does the col-
lective shift into race? Since the different approaches to the face have a long and 
racialised history, this article examines how this history is folded into present-day 
knowledge and so contributes to the racialisation of probabilistic categories of the 
collective. Hopman and M’charek show that race surfaces both in the laboratories 
and beyond them when forensic results travel to the police and become part of the 
criminal investigation.

Forensics, migration and restitution

Turning now to the articles that focus on the processes of restitution that can sit 
alongside those of discipline and control, Tapaninen and Helén (2019, this issue) 
explore the use of DNA and other non-genetic types of evidence adduced in fam-
ily reunification procedures involving immigrant families in Finland, introducing the 
theme of the family as a collective. They show that although DNA is valued as a 
definitive proof of relatedness—including by immigrants whose dependents some-
times lack official papers—it does not displace other kinds of evidence, such as nar-
ratives that draw on concepts of how an individual may be seen by immigrants as 
legitimately related to the collective family unit in non-genetic ways (for example, 
by adoption, whether formal or informal, and relations created by processes of car-
ing). However, the use of DNA is double-edged and is also deployed to keep out 
some immigrants when genetic ties do not exist and their narratives about being a 
legitimate but non-genetic part of the family are not believed by immigration offic-
ers. This scepticism is nurtured by the presence of another collective, ‘Somalis’, 
whose family structures the officers are dubious about and find hard to read. In this 
sense, Tapaninen and Helén reinforce the statement made by Smith and García-
Deister (this volume): “although individuation is the key goal of forensic science, 
collective identities, including race, class, gender, and nationality, become obliga-
tory passage points in the path towards individuation”.

Smith and García-Deister (2019, this issue) themselves focus on how, in the 
Mexico–US borderlands, living bodies are seen as threats and are restricted in their 
movement, while dead body remains (including tissue and DNA samples) become a 
site of value for science and governance and cross the border quite easily and safely 
in scientific exchanges. The return of bodies and body parts in the name of family 
reunification and care involves ultimately identifying the family of a person, using 
DNA (or sometimes fingerprints). But because of lack of resources and sufficient 
DNA data, this goal is rarely accomplished and, in the meantime, the focus is on 
forensically determining the ‘correct’ national location for the body. Locating the 
nationality of unidentified dead bodies raises tricky questions—was the person an 
undocumented Mexican migrant who died north of the border or a homeless US 
Mexican–American citizen? The process of determining nationality involves nego-
tiations between multiple forms of bureaucratic and scientific data and knowledge, 
to determine who the person was, where the body belongs, and who has the sci-
entific authority to speak and to act in this respect. In the process, identifying an 
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individual body as a Mexican or US citizen effectively reinforces not only already 
tenacious collective categories, such as nation, but also race. Not surprisingly this is 
all framed by assertions of state power insofar as both Mexico and the United States 
are intent on exercising sovereignty over their borders and this entails being able to 
assign individual dead bodies to specific nation-states—i.e. “necro-sovereignty”.

Conclusion

The papers in this special issue work on the assumption that the individual and the 
collective are always in a relational flux (M’charek 2000). Forensic genetics is, in 
one sense, all about identifying the unique individual and locating him or her in 
time and place. In another sense, however, a collective classificatory dimension 
is always involved: individuals are often considered as members of a category—
gender, of course, but also national, racial or ethnic, a population (M’charek 2000, 
2008; Schwartz-Marín et al. 2015). As described earlier on, forensic DNA matching 
is always carried out in relation to a reference population; as the articles in this spe-
cial issue show, DNA identifications for policing and other forensic purposes often 
make reference to the racialised identity of a suspect, as forensic practice in the past 
also did.

The individualised dimension evokes what Deleuze (1990) called a “society of 
control”, where governance (and business) relies on constant, real-time monitoring 
of the modulations of masses, consisting not of individuals, but dividuals; assembled 
profiles (assemblage individuals, one could say) that are registered through CCTV, 
biometrics, loyalty cards, cookies, etc., which all generate ‘big data’ in which com-
puter software and AI algorithms can identify patterns or risky behaviour (Ruppert 
2009). The collective dimension recalls what Deleuze calls Foucauldian “discipli-
nary societies”, in which individuals are classified into categories, using census-like 
counting techniques; the categories are then bounded and policed as such. The ten-
sion between the individual and the collective is more general and, for example, not 
dissimilar from that observed in ‘personalised’ genetic medicine (Prainsack 2015), 
which in practice targets individuals as members of a category sharing a given trait, 
who can be targeted with a relevant drug, such as BiDil (Kahn 2013).

The tense but mutually constitutive relationship between the individual and the 
collective can be understood as an indication of the way different modes of power—
Deleuzean control and Foucauldian discipline—combine in today’s society, as 
Foucault himself was well aware (Foucault 2007). We have known for some time 
that the apparent potential of genomics to dismantle racial categories by virtue of 
its combination of intense individualisation (everyone is unique) and intense col-
lectivisation (we are all the same) is countered by the powerful tendencies in the 
same genomic science to work with collective categories in between these two levels 
of intensity, such as race, nation, ethnicity, etc. (e.g. Wade et al. 2014, 2015). Data 
at the individual level (or sub-individual in the sense of a specific aspect of a per-
son’s behaviour or specific DNA markers) get moulded by algorithms and biostatis-
tical software into collective patterns, such as profiles of consumption preferences, 
work habits and health risks or geographical groupings. These patterns can be used 
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in projects of control and discipline that often reproduce familiar collective catego-
ries of race, nation, class and gender, which underwrite the structure of modernity 
within which science is located.
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