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Integrated genomic 
analysis of ovarian 
carcinoma

An analysis of patient ovarian carcinoma samples could aid the 
development of new treatments and diagnostics. In 316 high-grade 
ovarian adenocarcinoma samples, 96% had p53 mutations and 
22% had breast cancer 1 early onset (BRCA1) or BRCA2 mutations. 
Recurrent mutations in 7 other genes were also identified in 2%–6% 
of the analyzed sample cases. Next steps include analyzing additional 
tumor types.
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