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Computational models

Computational model 
to predict tumor 
genotype and response 
to oncogene-targeted 
treatments

A computational model based on quantitative imaging and markers 
of survival and death signaling could help predict which patients will 
respond to oncogene-targeted cancer therapy. In mice with lung cancer 
or lymphoma, a computational model that incorporates quantitative 
tumor imaging data plus survival and death process measurements was 
able to model tumor growth and response to oncogene-targeted therapy. 
In human lung cancer patients, the model predicted which patients 
had epidermal growth factor receptor (EGFR)-driven cancers and 
would respond to erlotinib with 93% accuracy. Next steps include larger 
prospective clinical trials. 
Tarceva erlotinib, a small molecule EGFR inhibitor from Astellas Pharma 
Inc., Chugai Pharmaceutical Co. Ltd. and Roche, is marketed to treat 
non–small cell lung cancer (NSCLC) and pancreatic cancer.
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