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Assays & screens

Stable isotope labeling 
with amino acids in cell 
culture (SILAC)-based 
identification of small 
molecule protein targets 
in cells

A combination of SILAC and affinity enrichment may help identify 
protein targets of small molecules for drug and probe design. Using 
a competition-based SILAC–small molecule identification strategy, 
about 600 proteins could be quantified from a single pull-down assay. 
Application of this method to kinase inhibitors and immunophilin 
ligands validated its utility by selectively identifying known binders of 
these molecules. The method is being used by the authors to elucidate 
the pathways modulated by several small molecule therapeutic 
candidates for cancer.
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