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Endocrine disease

Obesity Not applicable A meta-analysis of genome-wide association 
studies revealed multiple SNPs that could be useful 
biomarkers for predicting susceptibility to obesity. 
The meta-analysis of 15 previously published 
studies found that six loci contained SNP variants 
significantly associated with increased body mass 
index (BMI; p<5×10−8). In a second, new genome-
wide study, seven additional loci were found to 
contain SNP variants significantly associated with 
increased BMI and weight (p<1.6×10−7). Next steps 
include functional studies in animal models and 
identifying rare variants of the genes that may 
have a stronger association with obesity than those 
identified in the papers.
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Patent and licensing 
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analysis unavailable; 
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unpatented; licensing 
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Genetics Inc. 
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Hjartason, deCode 
Genetics, Reykjavik, 
Iceland 
e-mail: 
johann@decode.is
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