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Computational models

Identification of drug 
targets using analysis of 
common side effects 

A side-effect profile analysis suggests that chemically unrelated 
compounds with similar side effects may also share targets and 
could, on that basis alone, be repurposed for other indications. A 
computational network analysis of 746 drugs revealed that 261 of 1,018 
possible side-effect similarities occurred for chemically dissimilar drugs 
from different indications. Moreover, in vitro binding assays confirmed 
that 13 of these similarities were supported by a common molecular 
target. Further studies are necessary to validate the targets predicted 
using the method in combination with in vitro assays, cell-based assays 
and animal testing. 
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