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Assays & screens

Protein mass 
spectrometry using Lys-
N metalloendopeptidase 

A variant of protein mass spectrometry that uses Lys-N 
metalloendopeptidase for proteolysis rather than the standard enzyme 
trypsin could be useful for analyzing post-translational modifications 
associated with cancer and other diseases. In combination with cation 
exchange chromatography and electron transfer dissociation mass 
spectrometry, the technique identified nearly 1,900 peptides in human 
kidney cell lysate. Further research includes de novo sequencing and 
post-translational analysis of the proteome of avocado and ostrich.
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