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Layer-specific lipid signatures in 
the human subventricular zone 
demonstrated by imaging mass 
spectrometry
Mandana Hunter1,2, Nicholas J. Demarais3, Richard L. M. Faull1,4, Angus C. Grey   1,5 &  
Maurice A. Curtis1,4

The subventricular zone is a key site of adult neurogenesis and is also implicated in neurodegenerative 
diseases and brain cancers. In the subventricular zone, cell proliferation, migration and differentiation 
of nascent stem cells and neuroblasts are regulated at least in part by lipids. The human subventricular 
zone is distinctly layered and each layer contains discrete cell types that support the processes 
of neuroblast migration and neurogenesis. We set out to determine the lipid signatures of each 
subventricular layer in the adult human brain (n = 4). We utilised matrix-assisted laser desorption/
ionisation (MALDI) imaging mass spectrometry and liquid chromatography-mass spectrometry to 
characterise the lipidome of the subventricular zone, with histology and microscopy used for identifying 
anatomical landmarks. Our findings showed that the subventricular zone was rich in sphingomyelins 
and phosphatidylserines but deficient in phosphatidylethanolamines. The ependymal layer had an 
abundance of phosphatidylinositols, whereas the myelin layer was rich in sulfatides and triglycerides. 
The hypocellular layer showed enrichment of sphingomyelins. No discrete lipid signature was seen 
in the astrocytic ribbon. The biochemical functions of these lipid classes are consistent with the 
localisation we observed within the SVZ. Our study may, therefore, shed new light on the role of lipids 
in the regulation of adult neurogenesis.

Lipids are highly abundant in the brain, where they show great diversity of structure and function. In the brain, 
lipids perform a broad range of functions including membrane structure, metabolism, cell proliferation and sur-
vival, transcriptional regulation and intracellular signaling. However, their overwhelming structural diversity has 
relegated lipids to the least understood ‘ome’ of biology, with bioanalytical and computational tools to correct this 
deficit only now maturing. Lipids found in the brain fall into three major categories, defined by their structure 
and chemistry: cholesterol, phospholipids and sphingolipids1. The phospholipid category includes the following 
classes of lipids: phosphatidylcholines (PC), phosphatidylethanolamines (PE), phosphatidylinositols (PI), phos-
phatidylserines (PS). The sphingolipid category contains sphingomyelins (SM), cerebrosides, ceramides (Cer), 
sulfatides (ST), and gangliosides (GM). In this study, we investigated the lipid signature of the largest area of 
plasticity in the adult human brain, the subventricular zone (SVZ), in which we have no knowledge of the spe-
cific lipids, or indeed the classes of lipids, that are present. The role of lipids in stem cell biology and plasticity is 
becoming increasingly appreciated2. For instance, lysophosphatidic acid, a simple glycerophospholipid, may act 
as a potent neuromodulator by altering membrane potential, thereby influencing neural progenitor fate3. The 
same lipid also acts as a chemorepulsive molecule to cause neurite retraction and cell rounding, influencing the 
migration of neural progenitors and nascent neurons during corticogenesis4,5. Knobloch et al. highlighted the 
requirement for de novo lipogenesis in adult neurogenesis, where the rate-limiting lipogenic enzyme, fatty acid 
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synthase (FASN), shows higher expression in proliferating neural stem cells (NSCs) than their differentiated 
progeny both in vitro and in vivo6. In the same study, hierarchical clustering of lipid metabolomes successfully 
discriminated proliferating from non-proliferating NSCs derived from the murine SVZ and dentate gyrus, while 
the small molecule FASN inhibitor orlistat provided concentration-dependent inhibition of NSC proliferation as 
assessed by bromodeoxyuridine uptake. Transcriptomic studies identified lipid metabolism genes as among the 
most differentially expressed between populations of activated and quiescent NSCs. Single-cell RNA sequencing 
similarly revealed lipid biosynthesis and fatty acid metabolism genes to be highly expressed in NSCs derived from 
the SVZ7,8. Deranged fatty acid homoeostasis in the SVZ of Alzheimer’s disease brains has also been observed, 
where early lipid accumulation impairs neural progenitor activity9. Collectively, such studies suggest that coor-
dination of lipid synthesis and metabolism is involved in regulating the transition of NSCs from a quiescent 
(non-proliferating) to an active (proliferating) state. In light of these findings, and given that NSCs are highly 
responsive to external stimuli, we hypothesised the existence of a specialised lipid niche in the SVZ.

Adult neurogenesis occurs in the SVZ of the lateral ventricles and in the dentate gyrus of the hippocampus. 
This process requires the regulation of an ensemble of cellular programmes including the proliferation of NSCs, 
lineage commitment of neural progenitors, migration and differentiation into functional neurons and their sur-
vival and integration into existing brain circuits. Neurogenesis is modulated by signals arising cell-autonomously 
and extrinsically from the niche in which NSCs reside, indicating the high responsiveness of NSCs to environ-
mental molecular cues. Neurogenic responses of the SVZ are perturbed under disease conditions and have 
been studied intensively in the context of ageing, neurodegenerative diseases, psychiatric disorders and brain 
injury10,11. Moreover, a growing body of evidence supports the view that SVZ-resident NSCs can give rise to 
malignant brain tumours such as glioblastoma multiforme and subependymomas12–14. Understanding the cues 
that are present in the neurogenic niche and how they regulate neurogenesis is, therefore, an important objective. 
Furthermore, given the evident differences in the human SVZ relative to other animals, studying these phenom-
ena directly in humans is vital15,16.

The human SVZ is comprised of four anatomically distinct layers – a superficial ependymal layer (lamina I) 
that interfaces with the ventricular cavity, a hypocellular layer (lamina II) that contains few cell bodies but houses 
a dense network of glial fibrillary acid protein (GFAP)-positive astrocytic processes, an astrocytic ribbon with 
resident NSCs (lamina III) and finally a heavily myelinated zone (lamina IV) that transitions to the underlying 
parenchyma of the caudate nucleus (CN)17,18. Notably, processes of stem-cell-like astrocytes in the third lamina 
occasionally intercalate with multi-ciliated ependymal cells in the first layer, where they may be involved in the 
reception of soluble signals from the ventricular cerebrospinal fluid (CSF)19. The first lamina, therefore, includes 
both ependymal cell bodies and astrocytic processes. The SVZ laminae exhibit intimate functional interactions 
but differ in their cellular compositions and biological properties. To investigate the lipidome of the SVZ in the 
adult human brain, we utilised matrix-assisted laser desorption/ionisation (MALDI) imaging mass spectrome-
try (IMS). MALDI IMS provides an ideal approach to the high-throughput analysis of lipid neurochemistry by 
simultaneously interrogating the relative abundance and spatial distribution of many ionised species. Moreover, 
the small raster widths achieved by the modern commercial MALDI IMS instruments provide high resolution 
and thus unique opportunities to investigate the macromolecular composition of the SVZ. Here, we report a 
comprehensive analysis of the lipidome of the SVZ in the human brain and demonstrate that the most abundant 
lipid classes in each layer align closely with the specific function of that layer.

Results
The human SVZ has a distinct lipidomic signature.  To characterise the lipidome of the SVZ, MALDI-
TOF (time of flight) imaging of CN sections containing the SVZ from four neurologically-normal cases was 
performed. IMS was conducted at the highest achievable resolution (i.e. 10 µm raster width with minimum laser 
diameter) within an imaging region encompassing a medial section of the SVZ and a ventral area of the CN 
parenchyma. Analysis regions corresponding to the SVZ and CN were defined by reference to histological hae-
matoxylin, eosin and luxol fast blue (HE-LFB) stains and the spectral data for these two regions were compared 
individually within sections then collectively between cases. Fourier transform-ion cyclotron resonance (FT-ICR) 
mass spectrometry (MS) and liquid chromatography-tandem mass spectrometry (LC-MS/MS) techniques and 
a comprehensive statistical pipeline were employed to identify lipids that were consistently either abundant or 
scarce in the SVZ relative to the parenchyma of the CN (see Fig. 1 for methodology). MALDI-TOF IMS detected 
649 and 379 discrete m/z signals in positive and negative ionisation modes, respectively. In each ionisation mode, 
the principal component analysis identified eight components that explained 100% of the variance between the 
SVZ and CN regions (Fig. 2a,b) based on their respective summary spectra, which are mean spectra generated 
from the addition of all mass spectra in each anatomically-defined region. Notably, the SVZ and the CN had 
marked and consistent differences in the intensity of prominent components, indicating distinct lipid profiles 
and confirming differences in lipid ion abundances between these two regions to be a major source of variance 
in the MALDI IMS data. This observation was extended by performing a second series of within-sample prin-
cipal component analyses (one for each case) to identify sources of spectral variance between individual laser 
ablation points. Twenty components were obtained for data collected in positive and negative ionisation modes; 
in the latter case, 20 components explained near-complete (>99.995%) variance in the data, whereas the former 
approached an asymptote at 70% of variance explained (Fig. S1). Overlaying the resulting component intensity 
maps with HE-LFB stains (Fig. 2c,d, Fig. S1a,b) identified anatomic co-localisation of multiple components with 
the SVZ, further confirming lipidomic specialisation of this region to be a major feature of the MALDI IMS data. 
Interestingly, the greatest difference in component profiles was evident between the ependymal and myelin lay-
ers (e.g. Fig. 2d, Fig. S1b; see Fig. 2e for the anatomical structure of the SVZ laminae), suggesting that these two 
laminae are most distinct in their lipid profiles, whereas the hypocellular and astrocytic layers were less clearly 
discriminated by principal component analysis.
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Identification of SVZ-associated lipids.  To elucidate the specific molecules that contributed to the SVZ 
lipid profile, a pipeline for the statistical analysis of the MALDI IMS data was developed by integrating three com-
plementary approaches: 1, co-localisation analysis (Pearson correlation for m/z signals anatomically associated 
with the SVZ); 2, receiver operating characteristics (ROC; favouring m/z signals providing maximal specificity 
and sensitivity to discriminate the SVZ from the CN across all intensity values of the analyte); 3, one-sample 
t-tests with Benjamini-Hochberg correction for multiple hypotheses (favouring m/z signals with differing mean 

Figure 1.  Schematic overview of the experimental approach. (a) Matrices were applied to fresh frozen CN 
sections sampled from the medial aspect of the SVZ indicated by the red rectangle. IC = internal capsule, 
CN = caudate nucleus. (b,c) MALDI imaging was performed with 10 µm raster scanning in x and y directions. 
(d,e) Summary spectra yielded ion intensity maps for hundreds of lipid analytes. (f) Post-MALDI stained 
sections were co-registered with MALDI images to define SVZ and CN analysis regions. (g) Multivariate 
statistics were used to identify ions with differential abundance in the SVZ relative to the CN. (h) The 
corresponding lipids were identified my FT-ICR mass spectrometry and liquid chromatography-tandem mass 
spectrometry.
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intensities between SVZ and CN summary spectra). The statistical metrics from each of these approaches (corre-
lation coefficients, areas under the ROC curves (AUC) and FDR-corrected P-values, respectively) were collated 
to derive a list of m/z signals either consistently abundant or scarce in the SVZ relative to the CN. The identities 
of the corresponding lipids were then assigned by accurate mass matching and structural analysis generated by 
on-tissue MALDI-FT-ICR and LC-MS/MS analysis of tissue extracts, respectively. Isotopic species were excluded 
by comparing spatial distributions and predicted vs. observed intensities relative to monoisotopic peaks. Initial 
analysis of each SVZ and CN as discrete units (i.e. without discriminating the constituent laminae of the SVZ) 
identified 46 lipids with consistently higher abundance in the SVZ relative to the CN across both detection modes 
(Fig. 3, Fig. S2–S3, Tables S1–S2), whereas 42 lipids showed higher abundance in the CN (Tables S3–S4). Several 
m/z signals had statistically significant differences between the SVZ and CN but their identities could not be 

Figure 2.  The human SVZ has a distinct lipidomic signature. (a,b) Principal component analysis of the 
lipidomic signature of the SVZ and CN in positive and negative ionisation mode. Principal components 
were computed from mean intensity data for each m/z signal within histologically-defined analysis regions 
corresponding to the SVZ and CN for each case. The principal components providing the highest ratio of 
inter- to intra-group variance in positive and negative polarities are plotted, where groups corresponded to the 
four SVZ regions and four CN regions. Error bars represent intra-group means ± standard error of the mean. 
The cumulative fraction of variance in the MALDI-TOF data that is explained by each principal component 
is shown. (d,e) Intensity heat maps of the 2nd principal component in representative sections, showing spatial 
correlation between the intensity of the component and the anatomy of the SVZ in positive and negative 
ionisation modes. Principal components for (c) and (d) were computed using individual spectra within sections 
as the unit of analysis. Scale bar: 0.5 mm. (e) HE-LFB staining illustrating the anatomical structure of the SVZ 
and its four constituent layers. Scale bar: 50 µm.
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robustly assigned and were therefore excluded from results tables. To visualise the magnitude and statistical sig-
nificance of lipid abundance/scarcity in the SVZ relative to the CN, log2 fold-changes in mean intensity between 
these two regions were plotted against P-values from one-sample t-tests to derive volcano plots (Fig. 3a,b). The 
SVZ was notably enriched in several species of SMs and PS’s, with up to 3-fold higher abundance detected for 
examples from each lipid class and a number of such species providing near-perfect discrimination between 
SVZ and CN (areas under the ROC curve approaching 1; Tables S1-S2). Notably, some species were specific to 
the ependymal layer of the SVZ (e.g. SM(d31:2) −H; Fig. S3), whereas others co-localised with the myelin layer 
(e.g. TG(58:14) −H; Fig. S3) or were uniformly abundant throughout the SVZ (e.g. PS(36:1) −H; Fig. S3). While 

Figure 3.  Lipid ions with differential abundance in the SVZ and the CN. (a,b) Volcano plots of individual 
m/z signals in positive and negative polarity, with log2-transformed fold differences (SVZ-CN ratio of mean 
intensities; mean of four cases) plotted against P-values arising from one-sample t-tests. Lipid species that are 
discussed in the text are arbitrarily marked in red here and the assignments for these are indicated. (c) Anatomy 
of the SVZ and CN in a representative case, with examples of m/z signals found to co-localise with each region. 
Scale bar: 0.2 mm. (d) Ion intensity maps are shown for select analytes with high local abundance in the SVZ as 
compared to the CN in a representative case. Scale bar: 0.5 mm.
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many lipids were specific to the SVZ, others were also abundant in regions of the septum (e.g. PC(34:2p) +H; Fig. 
S2), which was incidentally imaged due to its proximity to the SVZ within the tissue blocks. Several lipids were 
common to the ependymal layer of the SVZ and the parenchyma of the CN but absent in the hypocellular, astro-
cytic and myelin layers (e.g. PI(38:4) −H; Fig. S3). The CN itself was replete in PCs, with 12 such lipids showing 
robust associations, highly-significant discriminatory power and 2- to 5-fold higher abundance relative to the 
SVZ (Fig. 3a–b, Tables S3–S4). Interestingly, two isomers of the ganglioside GM1 (m/z 1544.8 and 1573.0) and 
two neutral glycosphingolipids were also scarce in the SVZ, with higher abundance in the CN (Table S4, Fig. S3).

Each SVZ layer has a unique lipidomic signature.  Next, the lipid composition in each of the four SVZ 
layers was studied. HE-LFB images were used as a reference and co-registered to the optical scans of prepared 
MALDI imaging sections that were utilised in the MALDI imaging data collection phase (Fig. 4a). The lipid-
omic composition of each layer was then compared to the remaining three using co-localisation analysis and 
t-statistics. Since the surface area differed for each of the laminae, t-tests were performed by first deriving sum-
mary spectra for each layer and then comparing peak intensities from the summary spectrum of the layer under 
consideration to the mean peak intensities from summary spectra of the remaining three layers. Using summary 
spectra in this manner, each layer was afforded equal weighting in the statistical analysis. Combined assessment 
of the co-localisation coefficients and t-statistics separated groups of lipids that were robustly associated with 
the ependymal, hypocellular or myelin layers (Fig. 4b,c and Fig. 5). No distinct lipid profile was observed for 
the astrocytic ribbon, potentially reflecting difficulties in defining the boundaries of this region within some of 
the tissue sections. The ependymal layer was enriched for 22 lipids that could be confidently assigned (Table S5, 
Fig. 4b,c and Fig. 5a). The most striking observation was a markedly higher abundance of PIs, with ten such lipids 
with varying acyl chain configurations showing strong ependymal associations. As the ependyma of the ven-
tricular medial wall was inadvertently imaged in 2 of 4 cases, we undertook a preliminary assessment of whether 
the lipids associated with the ependyma of the SVZ were also present in the ependyma of the medial wall (i.e. 
multi-ciliated ependymal cells outside the neurogenic niche. This analysis suggested the identified lipid profile to 
be specific to the ependyma of the SVZ (Fig. S4), though this requires further investigation. The hypocellular layer 
was enriched for 22 different lipids spanning a range of structural classes (Table S6, Fig. 4b,c and Fig. 5b), notably 
including PEs, at least eight examples of which were abundant in this region. The myelin layer was enriched for 16 
lipids (Table S7, Fig. 4b,c and Fig. 5c). Notable of these and unique among the SVZ layer were high abundances of 
five species of STs, four triglycerides (TGs) and one saturated cardiolipin.

Discussion
This study provides comprehensive analysis and characterisation of the lipid architecture of the human SVZ, 
revealing a lipid profile that can discriminate the SVZ from the neighbouring CN and high degrees of special-
isation within each constituent SVZ layer. Two complementary analysis approaches were used in this study. 
Firstly, the SVZ was compared to the adjacent parenchyma of the CN to identify lipids enriched within the SVZ 
in its gross anatomy. Secondly, we characterised the lipidomic substructure within the SVZ, identifying lipids 
co-localised with each layer. This dual approach enabled us to identify associations that would have been imper-
vious to one method alone.

The SVZ- and layer-specific distributions of lipids observed in our study aligned with the known function 
of each of the SVZ layers. For instance, SMs were identified as highly abundant in the SVZ relative to the CN 
(Fig. 3, Tables S1 and S2). SMs are prevalent sphingolipids enriched in the plasma membrane, where they play 
key roles in transmembrane signaling. Indeed, SM and the products of its iterative hydrolysis – ceramide and 
sphingosine (and the 1-phosphate derivative thereof) – are central mediators of sphingolipid signalling, which 
regulates diverse cellular processes including mitogenic signal transduction, self-renewal, neural differentiation, 
apoptosis, cell cycle kinetics, migration of SVZ-born postnatal neuroblasts to the olfactory bulb and the genesis 
of primary and motile cilia20–25. Biosynthetic regulation of the SM-ceramide-sphingosine axis, therefore, provides 
a rheostat for many cell biological processes that are central to the function of the SVZ. Conversely, less require-
ment for processes such as cell survival, proliferation, migration and differentiation may be expected in the CN.

In the CN, we observed a higher abundance of several more complex glycosphingolipids, including ganglio-
sides – a lipid class that is characterised by the presence of sialic acid residues and is typically embedded within 
the plasma membrane. Due to their sialoglycan components, which constitute 75% of the total conjugated sialic 
acid in the brain, gangliosides actively mediate plasticity via cell-cell recognition, cell adhesion, motility and 
growth26–28. In the mature brain, gangliosides are principally concentrated in the grey matter. Their observed 
presence in the CN is, therefore, unsurprising. However, it is of interest to note that despite their well-recognised 
role in regeneration, plasticity and neurodevelopment29, the particular ganglioside species observed here were 
less abundant in the SVZ than the CN. We acknowledge that the observed isoforms of GM1 (d18:1/C18:0) and 
(d20:01/C18:0) may arise from loss of sialic acid from ganglioside GD1 as result of in-source fragmentation. 
Nevertheless, both GM1 and GD1 perturbations have been observed in neurodegenerative disorders such as 
Huntington’s30, Parkinson’s31 and Alzheimer’s32 diseases. Indeed, our laboratory has previously observed GM1 to 
be lower in the dentate gyrus – the other neurogenic niche in adults – of postmortem brains from Alzheimer’s 
disease patients33. It would be of interest to investigate the abundance of gangliosides in the SVZ under neurode-
generative conditions using MALDI IMS.

The SVZ is superficially comprised of a monolayer of ependymal cells that interface with ventricular CSF. As 
such, the ependyma of the SVZ may play an important role in regulating neurogenesis and maintenance of SVZ 
homoeostasis in response to signalling molecules circulating in the CSF. Ependymal cells also possess motile 
cilia, which include the central pair of microtubules (9 + 2). The beating of ependymal motile cilia generates a 
concentration gradient and a directional flow of CSF chemotactic molecules that are essential for the migration 
of nascent neuroblasts to the olfactory bulb34. Ependymal cells have a striking planar polarity that is central in 
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establishing the orientation of ciliary beating and CSF propulsion35,36. The primary cilia of radial glia establish 
planar polarity prior to the transformation of these neural stem cells into their ependymal cell progeny; a pro-
cess that is then refined by motile cilia in the mature ependymal cells37. The ependymal layer was enriched in 

Figure 4.  The lipidomic architecture of the constituent layers of the SVZ. (a) Histology-guided delineation of 
the four SVZ layers as analysis regions in SCiLS Lab software, with example m/z signals shown that were found 
to co-localise with the ependymal layer, hypocellular layer or the myelin layer. Scale bar: 50 µm. (b,c) Volcano 
plots of individual m/z signals in positive and negative polarity with log2 transformed fold differences plotted 
against P-values arising from one-sample t-tests. Summary spectra for each layer (including the astrocytic 
ribbon) were obtained and log2 fold-differences and t-test P-values derived by comparing, for each m/z signal, 
its intensity value in the summary spectrum for each layer with the mean intensity of the summary spectra 
corresponding to the three other SVZ layers. L1 = ependymal layer; L3 = hypocellular layer; L4 = myelin layer. 
Lipid species that are discussed in the text are arbitrarily marked in red here and the assignments for these are 
indicated.
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PIs (Fig. 4, Table S5), which have a role in primary ciliogenesis and establishing planar polarity37–39. PIs are also 
relevant in the formation of motile cilia, as phosphatase-mediated PI(4,5)P2 depletion prohibits the formation of 
mature flagella40. It may be that the observed localisation of PIs in the ependymal layer reflects the requirement 
for genesis and maintenance of motile cilia in these cells, potentially in addition to canonical roles in signaling, 
membrane organisation and trafficking such as endo- and exocytosis, both of which may be involved in the 
reception of signals from the CSF. Interestingly, defects in both primary and motile ependymal cilia and signal 
transduction are seen in hydrocephalus, a common condition associated with excessive CSF accumulation41. It 
would be of interest to investigate whether PIs are perturbed in the SVZ of hydrocephalic brains.

The hypocellular layer, or lamina II, is low in myelin and contains sparse cell bodies – mainly astrocytes – with 
a network of GFAP-positive processes that contain intermediate filaments and gap junctions42. This layer, unique 
to human SVZ anatomy and absent in rodents, creates a gap between the ependymal layer and the third lamina, 
the astrocytic ribbon. It remains unclear what function this hypocellular gap serves in human SVZ. Given the 
prominent astrocytic and ependymal interconnections seen in this lamina, it may serve as a regulatory platform 
for neuronal function, metabolic homoeostasis, NSC proliferation and differentiation or as a roadway for cellular 
migration. Indeed, TuJ1-positive (immature neuronal) soma have been reported in the hypocellular layer42. We 
found this lamina to be enriched with SMs (Fig. 4). As discussed, SMs are involved in many cellular processes that 
would be consistent with a role for the hypocellular layer as an NSC regulatory buffer. We also observed a high 
abundance of PEs in this layer (Fig. 4). PEs are a principal membrane phospholipid and are major reservoirs of 
n-3 and n-6 polyunsaturated fatty acids (PUFA). These naturally-occurring PUFA are involved in gap junction 
coupling, through which astrocytes supply energy to neurons, buffer extracellular K+ and glutamate and prop-
agate calcium waves, thereby contributing to the prevention of neuronal insult and to brain homoeostasis43. We 
speculate that the high levels of PEs localised in this layer are likely due to PUFA-dependant gap junction cou-
pling and the supportive function of astrocytes in the SVZ niche.

The third layer – lamina III – is a ribbon of astrocyte cell bodies. A subpopulation of astrocytes in this layer is 
believed to possess proliferative capacity, generating multipotent progenitors that migrate to their final destina-
tion prior to differentiating into neuronal or glial cells. Notably, we were unable to identify lipids specific to the 
astrocytic ribbon, which may reflect the difficulty of defining its boundaries based solely on histological imaging. 
However, this may also result from the high heterogeneity of the layer. NSCs represent a hierarchy of cells with 
nonidentical phenotypes and molecular signatures. The astrocytic ribbon is comprised of a mixture of quiescent 
and activated NSCs, amplifying progenitors and neuroblasts as well as three discrete populations of astrocytes. 
Oligodendrocytes are also present, in addition to displaced ependymal cells17. This complex cellular milieu may 
demand less lipidomic specialisation (or rather, a greater diversity of lipids) than seen in other layers.

The myelin layer transits the SVZ to the parenchyma of the ventral CN. Myelin is a highly-specialised and 
multilamellar material synthesised by oligodendrocytes in the CNS. Myelin encapsulates axons where, due to its 
low capacitance, it expedites the conduction of neuronal impulses in a saltatory manner. Central to the fulfilment 
of its function is its high lipid content of over 70%. We identified the myelin layer to be enriched in five species of 
STs or sulfated galactocerebrosides (GalC; Fig. 4, Table S7), a glycosphingolipid class that is abundant in several 
organs including the brain44,45. Our observation is consistent with previous reports that almost 25% of myelin 
lipids are comprised of STs and non-sulfated GalC45. STs and GalC in myelin typically carry 24:0 or 24:1 acyl 

Figure 5.  Ion intensity maps of select analytes associated with SVZ layers. Spatial distributions are shown 
for select lipid ions that were identified as statistically co-localised with the ependymal layer (a), the 
hypocellular layer (b) and the myelin layer (c), respectively, when compared to the three other SVZ layers 
in each circumstance. Lipid signal intensities in each MALDI sampling position are scaled to the maximum 
signal intensity for each lipid across all sampling positions, with mild denoising applied to the images within 
the SCiLS Lab software. The positions of the ependyma of the lateral wall (LW) and the medial wall (MW) of 
the ventricle are indicated within post-MALDI HE-LFB stains. Scale bar: 250 µm. PC = phosphatidylcholine, 
CL = cardiolipin, SM = sphingomyelin, PI-Cer = ceramide phosphoinositol.
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chains46; notably, these fatty acids were present in four of the five STs we identified (Table S7). GalC is synthesised 
via the transfer of galactose to ceramide by UDP glycosyltransferase 8 (UGT8)47. The importance of GalC was 
shown in ugt8 knockout mice, which demonstrate a breakdown of axon insulation and loss of saltatory conduc-
tion with the emergence of tremor, splayed hindlimbs and uncoordinated gait48. While UGT8 can glycosylate 
ceramide containing hydroxylated or non-hydroxylated acyl units, it has a higher affinity for the hydroxylated 
substrate49. Accordingly, 2-hydroxylated glycolipids are amongst the most abundant components of myelin48 and 
three of the STs we identified were 2-hydroxylated (Table S7). Mice lacking fatty acid 2-hydroxylase initially 
synthesise structurally-normal myelin, yet show progressive demyelination and axonal degeneration, indicating 
the 2-hydroxylated form to be important in long-term maintenance and stabilisation of myelin50. STs and GalC 
are also considered vital to the development of oligodendrocytes, which are key constituents of the myelin layer. 
Indeed, GalC is one of the earliest markers distinguishing immature oligodendrocytes from their O2A progeni-
tors, while exposure of immature oligodendrocytes to anti-GalC antibodies impedes their maturation51.

Four species of TGs were also observed – three polyunsaturated and one monounsaturated – that were 
co-localised with the myelin layer (Table S7). TGs principally serve as a repository for fatty acyl units that may 
be liberated by lipases expressed in CNS tissue52. TGs themselves and the fatty acids they sequester – particu-
larly PUFA – have been implicated in myelination and NSC biology. Oligodendrocytes isolated from murine53, 
bovine53 and porcine brains54 synthesise TG in long-term culture, presumably to produce myelin precursors. 
Adult NSC activity appears to be intimately associated with fatty acid metabolism. Unlike mature neurons and 
astrocytes, SVZ-resident NSCs do not require glucose to sustain respiration and instead drive the citric acid 
cycle by beta-oxidation of fatty acids to acetyl-CoA55. Accordingly, pharmacological inhibition of beta-oxidation 
suppresses oxygen consumption and proliferation in NSCs55. In isolates from the rat cerebral cortex, proliferating 
cells primarily oxidise exogenous fatty acids, whereas post-mitotic cultures esterify these units to produce TG56. 
Omega-3 PUFA, which must be obtained from dietary sources, appear to be especially important in NSC regu-
lation. It is noteworthy that the two SVZ-localised TG for which acyl chains could be identified by LC-MS/MS 
in our study – TG(18:4/18:4/20:5) and TG(18:4/18:4/18:4) – are sources of the omega-3 PUFA eicosapentaenoic 
acid (EPA) and stearidonic acid (SDA).

In conclusion, the lipid neurochemistry we describe contributes to improving our understanding of adult 
neurogenesis in the human SVZ and highlights the relevance of lipids in the neurogenic niche, which has been 
under-appreciated. Although neurogenesis persists throughout life, its capacity declines as a function of age57,58. 
In this regard, it is noteworthy that three of the four cases in our study were more than 60 years old at the time of 
death. Post-mortem brains from young adults are scarce, though it would be of interest to investigate lipid profiles 
in a younger human cohort. It will also be of interest to investigate whether the lipidomic signatures we identified 
are preserved or altered in neurodegenerative diseases that influence the SVZ. Finally, the analytical approaches 
reported here are readily repurposable to address this and other questions in the burgeoning field of lipidomics.

Methods
Tissue collection.  Fresh frozen, postmortem human brain tissue from CN blocks of neurologically normal 
donors was obtained from the Neurological Foundation Douglas Human Brain Bank (Centre for Brain Research, 
University of Auckland, New Zealand). The tissue used in this study was processed according to the published 
protocol of Waldvogel et al.59. In brief, the brain was dissected into blocks, snap-frozen on dry ice and stored 
at −80 °C. The protocols were approved by the University of Auckland Human Participants Ethics Committee 
(ref.011654). All tissues were obtained with the informed consent of the families. The presence of intact SVZ on 
the CN sections was confirmed by performing HE-LFB staining on serial sections immediately adjacent to those 
used for MALDI imaging. The age, gender, cause of death and postmortem delay of the cases used in this study 
are provided in Table 1.

Tissue preparation.  The tissue blocks were warmed to −20 °C, mounted onto a chuck using Optimal 
Cutting Temperature (OCT; Sakura Finetek, Torrance, CA), sectioned at 12 µm thickness on a Bright OTF5000 
Cryostat (A-M Systems, USA) at −20°C and thaw-mounted onto pre-cooled indium tin oxide-coated MALDI 
glass slides (Hudson Surface Technology, USA). All sections were obtained from the central region of the 
rostral-caudal axis of the SVZ. The sections were dehydrated in a vacuum desiccator (Jencons, USA) for 1 hour 
and then rinsed with ammonium formate (50 mM) as described60 to reduce sodium- and potassium-adducted 
species and to increase signal intensity and the signal-to-noise ratio. For MALDI imaging in positive mode, 
2,5-dihydroxybenzoic acid (DHB, Sigma-Aldrich, St Louis, MO) was deposited onto the samples using an 
in-house vacuum sublimation apparatus for 10 min at approximately 50 mTorr and 110 °C. For MALDI imaging 

Case Age (y) PMD (h) Sex Cause of death

H123 78 7.5 M Ruptured aortic aneurysm

H155 61 7 M Asphyxia

H165 43 26 F Nitrogen poisoning

H245 63 20 M Asphyxia

Mean 61 15 — —

SD 14 9 — —

Table 1.  Details of the study cohort. PMD = postmortem delay. SD = standard deviation.
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in negative mode, 1,5-diaminonaphthalene (DAN, Sigma-Aldrich, St Louis, MO) was similarly deposited for 
5 min at approximately 50 mTorr and 140 °C.

MALDI-TOF imaging.  MALDI imaging experiments were performed using a Bruker ultrafleXtreme (Bruker 
Daltonics, Bremen, Germany) equipped with a 355 nm Smartbeam II laser operated at 2 kHz, in reflector mode, 
at an accelerating voltage of +20 kV or −20 kV. External calibration was performed with a series of red phospho-
rus clusters (1 mg.mL−1 in acetonitrile) prior to image acquisition. The laser was set to the minimum beam size. 
Images were acquired with 150 laser shots/spectrum for negative ion mode and 200 shots/spectrum for positive 
ion mode, with a raster step size of 10 µm. Data were collected in the m/z range of 320–2000. After imaging, the 
matrix was removed from the sections using 70% ethanol and hydrated through graded ethanol to distilled, 
deionised H2O before being stained with HE-LFB using standard protocols.

Alignment and analysis of TOF data.  MALDI-TOF spectra were realigned using the Batch Processing 
macro of flexAnalysis v3.3 (Bruker Daltonics, Bremen, Germany) with a custom algorithm. Briefly, peak picking 
was performed on unaligned spectra and a matrix of the detected m/z values, censored to an accuracy of 0.1 unit, 
was read into the R statistical environment, where the table function was used to identify the most frequently 
occurring values. The latter were used to define a mass control list spanning the full m/z range. Deviations from 
control masses in actual m/z values for all spectra were measured and assignment tolerances in flexAnalysis set 
accordingly. Calibration then proceeded using the ‘internal calibration’ routine within flexAnalysis. Calibrated 
spectra were read into SCiLS Lab 2016b (Bruker Daltonics, Bremen, Germany), where baseline subtraction was 
achieved using the convolution algorithm and data were normalised using the total ion count. Peak finding was 
performed for each 9th spectrum (to manage processing times) with interval widths of ±0.12 Da (positive mode) 
or 0.15 Da (negative mode) and a maximum of 300 signals per spectrum. Post-MALDI HE-LFB images were 
co-registered with the IMS images and used to define the SVZ and CN as analysis regions. The abundances of 
lipid ions within regions were compared using spatial co-localisation (Pearson correlation), areas under receiver 
operating characteristic (ROC) curves and one-sample t-tests. For the latter, the signal-wise SVZ-CN ratio of 
mean ion intensities from the summary spectra for each region was computed. The resulting quotients were log2 
transformed and t-tests with Benjamini-Hochberg correction for multiple hypotheses were performed to assess 
deviation of the statistic from 0. For each analytical approach, intra-case SVZ-CN comparisons were made and 
the inter-case mean ± standard error of the mean of each statistical metric is reported.

Fourier transform ion cyclotron resonance (FT-ICR) imaging mass spectrometry (IMS).  Sections 
from one case were prepared and DHB or DAN matrices applied as described above. FT-ICR IMS of the SVZ was 
performed using a Bruker 7 T solarix-XR mass spectrometer (Bruker Daltonics, Bremen, Germany) with MALDI 
ionisation and at 20 µm spatial resolution. Spectra were collected in the m/z range of 150–2000. FT-ICR data were 
read into flexImaging v4.1 (Bruker Daltonics, Bremen, Germany) and normalised using the root mean square 
method. Peak centroids were taken as accurate masses to facilitate the assignment of lipid identities.

Liquid chromatography-tandem mass spectrometry (LC-MS/MS).  Methods used for lipid extrac-
tion and LC-MS/MS analysis of extracts from caudate nucleus sections from three human subjects are detailed in 
the Supplementary Materials.

Lipid assignments.  Lipid assignments were made by integrated assessment of accurate masses obtained by 
FT-ICR and fragment ion spectra from LC-MS/MS. FT-ICR peaks corresponding to TOF m/z signals from SCiLS 
Lab were identified by comparing both m/z values and spatial distributions. Where FT-ICR peaks corresponded 
to LC-MS/MS analytes within an error limit of 10 ppm, the assignment made based on LC-MS/MS spectra was 
accepted. In the absence of an LC-MS/MS signal, assignments were made by database searching of accurate 
masses using LIPID MAPS61. The closest assignment within an error limit of 10 ppm was accepted, with manual 
exclusion of species of plant, fungal or prokaryotic origin. Where ≥2 assignments could not be discriminated, all 
possibilities are reported. The existence of isotopic peaks, where ≥2 signals were separated by intervals of 1 mass 
unit, was investigated by comparing spatial distributions and relative signal intensities. Where distributions were 
uniform and the relative intensities of first and second 13C isotope peaks matched predictions arising from the 
assignment of the monoisotopic peak, the former were excluded from subsequent analysis.

References
	 1.	 Jackson, S. N., Wang, H. Y. J. & Woods, A. S. Direct profiling of lipid distribution in brain tissue using MALDI-TOFMS. Anal. Chem. 

77, 4523–4527 (2005).
	 2.	 Pébay, A. & Wong, R. C. B. Lipidomics of stem cells. At http://link.springer.com/ https://doi.org/10.1007/978-3-319-49343-5, 

(Springer, 2017).
	 3.	 Dubin, A. E., Herr, D. R. & Chun, J. Diversity of lysophosphatidic acid receptor-mediated intracellular calcium signaling in early 

cortical neurogenesis. J. Neurosci. 30, 7300–7309 (2010).
	 4.	 Fukushima, N. et al. Lysophosphatidic acid influences the morphology and motility of young, postmitotic cortical neurons. Mol. 

Cell. Neurosci. 20, 271–282 (2002).
	 5.	 Hurst, J. H. et al. Human neural progenitors express functional lysophospholipid receptors that regulate cell growth and morphology. 

BMC Neurosci. 9, 118 (2008).
	 6.	 Knobloch, M. et al. Metabolic control of adult neural stem cell activity by Fasn-dependent lipogenesis. Nature 493, 226–230 (2012).
	 7.	 Codega, P. et al. Prospective identification and purification of quiescent adult neural stem cells from their in vivo niche. Neuron 82, 

545–559 (2014).
	 8.	 Shin, J. et al. Single-cell RNA-seq with waterfall reveals molecular cascades underlying adult neurogenesis. Cell Stem Cell 17, 

360–372 (2015).
	 9.	 Hamilton, L. K. et al. Aberrant lipid metabolism in the forebrain niche suppresses adult neural stem cell proliferation in an animal 

model of Alzheimer’s disease. Cell Stem Cell 17, 397–411 (2015).

http://link.springer.com/
http://dx.doi.org/10.1007/978-3-319-49343-5


www.nature.com/scientificreports/

1 1ScIentIFIc Reports |  (2018) 8:2551  | DOI:10.1038/s41598-018-20793-4

	10.	 Apple, D. M., Fonseca, R. S. & Kokovay, E. The role of adult neurogenesis in psychiatric and cognitive disorders. Brain Res. 1655, 
270–276 (2017).

	11.	 Curtis, M. A., Faull, R. L. M. & Eriksson, P. S. The effect of neurodegenerative diseases on the subventricular zone. Nat. Rev. Neurosci. 
8, 712–723 (2007).

	12.	 Quiñones-Hinojosa, A. & Chaichana, K. The human subventricular zone: A source of new cells and a potential source of brain 
tumors. Exp. Neurol. 205, 313–324 (2007).

	13.	 Globus, J. H. & Kuhlenbeck, H. The subependymal cell plate (matrix) and its relationship to brain tumors of the ependymal type. J. 
Neuropathol. Exp. Neurol. 3, 1–35 (1944).

	14.	 Vescovi, A. L., Galli, R. & Reynolds, B. A. Brain tumour stem cells. Nat. Rev. Cancer 6, 425–36 (2006).
	15.	 Doetsch, F., García-Verdugo, A. & Alvarez-Buylla, J. Cellular Composition and Three-Dimensional Organization of the 

Subventricular Germinal Zone in the Adult Mammalian Brain. J. Neurosci. 17(13), 5046–61 (1997).
	16.	 Low, V. F., Faull, R. L. M., Bennet, L., Gunn, A. J. & Curtis, M. A. Neurogenesis and progenitor cell distribution in the subgranular 

zone and subventricular zone of the adult sheep brain. Neuroscience 244, 173–187 (2013).
	17.	 Quiñones-Hinojosa, A., Sanai, N., Gonzalez-Perez, O. & Garcia-Verdugo, J. M. The human brain subventricular zone: Stem cells in 

this niche and its organization. Neurosurg. Clin. N. Am. 18, 15–20 (2007).
	18.	 Quiñones-Hinojosa, A. et al. Cellular composition and cytoarchitecture of the adult human subventricular zone: A niche of neural 

stem cells. J. Comp. Neurol. 494, 415–434 (2006).
	19.	 Mirzadeh, Z., Merkle, F. T., Soriano-Navarro, M., Garcia-Verdugo, J. M. & Alvarez-Buylla, A. Neural Stem Cells Confer Unique 

Pinwheel Architecture to the Ventricular Surface in Neurogenic Regions of the Adult Brain. Cell Stem Cell 3, 265–278 (2008).
	20.	 Hannun, Y. A. & Obeid, L. M. Principles of bioactive lipid signalling: Lessons from sphingolipids. Nat. Rev. Mol. Cell Biol. 9, 139–150 

(2008).
	21.	 He, Q. et al. Primary cilia in stem cells and neural progenitors are regulated by neutral sphingomyelinase 2 and ceramide. Mol. Biol. 

Cell 25, 1715–1729 (2014).
	22.	 Harada, J., Foley, M., Moskowitz, M. A. & Waeber, C. Sphingosine-1-phosphate induces proliferation and morphological changes of 

neural progenitor cells. J. Neurochem. 88, 1026–1039 (2004).
	23.	 Mukhopadhyay, A. et al. Direct interaction between the inhibitor 2 and ceramide via sphingolipid-protein binding is involved in the 

regulation of protein phosphatase 2A activity and signaling. FASEB J. 23, 751–763 (2009).
	24.	 Cuvillier, O. et al. Suppression of ceramide-mediated programmed cell death by sphingosine-1-phosphate. Nature 381, 800–803 

(1996).
	25.	 Alfonso, J., Penkert, H., Duman, C., Zuccotti, A. & Monyer, H. Downregulation of sphingosine 1-phosphate receptor 1 promotes the 

switch from tangential to radial migration in the OB. J. Neurosci. 35, 13659–13672 (2015).
	26.	 Schnaar, R. L., Gerardy-Schahn, R. & Hildebrandt, H. Sialic acids in the brain: gangliosides and polysialic acid in nervous system 

development, stability, disease, and regeneration. Physiol. Rev. 94, 461–518 (2014).
	27.	 Lopez, P. H. H. & Schnaar, R. L. Gangliosides in cell recognition and membrane protein regulation. Curr. Opin. Struct. Biol. 19, 

549–57 (2009).
	28.	 Regina Todeschini, A. & Hakomori, S. I. Functional role of glycosphingolipids and gangliosides in control of cell adhesion, motility, 

and growth, through glycosynaptic microdomains. Biochim Biophys Acta 1780, 421–433 (2008).
	29.	 Palmano, K., Rowan, A., Guillermo, R. & Guan, J. & Jarrow, P. The Role of Gangliosides in Neurodevelopment. Nutrients 7, 

3891–3913 (2015).
	30.	 Desplats, P. A. et al. Glycolipid and ganglioside metabolism imbalances in Huntington’s disease. Neurobiol. Dis. 27, 265–277 (2007).
	31.	 Martinez, Z., Zhu, M., Han, S. & Fink, A. L. GM1 Specifically Interacts with α-Synuclein and Inhibits Fibrillation. https://doi.

org/10.1021/BI061749A (2007)
	32.	 Matsuzaki, K., Kato, K. & Yanagisawa, K. Aβ polymerization through interaction with membrane gangliosides. Biochimica et 

Biophysica Acta - Molecular and Cell Biology of Lipids 1801, 868–877 (2010).
	33.	 Mendis, L. H. S., Grey, A. C., Faull, R. L. M. & Curtis, M. A. Hippocampal lipid differences in Alzheimer’s disease: a human brain 

study using matrix-assisted laser desorption/ionization-imaging mass spectrometry. Brain Behav 6, 1–17 (2016).
	34.	 Sawamoto, K. New neurons follow the flow of cerebrospinal fluid in the adult brain. Science (80). 311, 629–632 (2006).
	35.	 Guirao, B. et al. Coupling between hydrodynamic forces and planar cell polarity orients mammalian motile cilia. Nat. Cell Biol. 12, 

341–350 (2010).
	36.	 Hirota, Y. et al. Planar polarity of multiciliated ependymal cells involves the anterior migration of basal bodies regulated by non-

muscle myosin II. Development 137, 3037–3046 (2010).
	37.	 Garcia-Gonzalo, F. R. et al. Phosphoinositides Regulate Ciliary Protein Trafficking to Modulate Hedgehog Signaling. Dev. Cell 34, 

400–409 (2015).
	38.	 Nachury, M. V. et al. A core complex of BBS proteins cooperates with the GTPase Rab8 to promote ciliary membrane biogenesis. Cell 

129, 1201–1213 (2007).
	39.	 Gassama-Diagne, A. et al. Phosphatidylinositol-3,4,5-trisphosphate regulates the formation of the basolateral plasma membrane in 

epithelial cells. Nat. Cell Biol. 8, 963–970 (2006).
	40.	 Wei, H.-C. et al. Depletion of plasma membrane PtdIns(4,5)P2 reveals essential roles for phosphoinositides in flagellar biogenesis. 

J. Cell Sci. 121, 1076–1084 (2008).
	41.	 Ibañez-Tallon, I. et al. Dysfunction of axonemal dynein heavy chain Mdnah5 inhibits ependymanl flow and reveals a novel 

mechanism for hydrocephalus formation. Hum. Mol. Genet. 13, 2133–2141 (2004).
	42.	 Sanai, H. et al. Unique astrocyte ribbon in adult human brain contains neural stem cells but lacks chain migration. Nature 427, 

740–744 (2004).
	43.	 Champeil-Potokar, G., Chaumontet, C., Guesnet, P., Lavialle, M. & Denis, I. Docosahexaenoic acid (22:6n−3) enrichment of 

membrane phospholipids increases gap junction coupling capacity in cultured astrocytes. Eur. J. Neurosci. 24, 3084–3090 (2006).
	44.	 Hirahara, Y., Tsuda, M., Wada, Y. & Honke, K. cDNA cloning, genomic cloning, and tissue-specific regulation of mouse cerebroside 

sulfotransferase. Eur. J. Biochem. 267, 1909–1916 (2000).
	45.	 Norton, W. T. & Cammer, W. Isolation and characterization of myelin. Myelin 147–195 (1984).
	46.	 Schmitt, S., Cantuti Castelvetri, L. & Simons, M. Metabolism and functions of lipids in myelin. Biochim. Biophys. Acta 1851, 

999–1005 (2014).
	47.	 Aakvaag, R., Morell, P. & Radin, N. S. Synthesis of cerebroside by brain from uridine diphosphate galactose and ceramide containing 

hydroxy fatty acid. Biochemistry 8, 506–512 (1969).
	48.	 Coetzee, T. et al. Myelination in the absence of galactocerebroside and sulfatide: Normal structure with abnormal function and 

regional instability. Cell 86, 209–219 (1996).
	49.	 Schaeren-Wiemers, N., Van Der Bijl, P. & Schwab, M. E. The UDP‐galactose:ceramide galactosyltransferase: Expression pattern in 

oligodendrocytes and Schwann cells during myelination and substrate preference for hydroxyceramide. J. Neurochem. 65, 
2267–2278 (2002).

	50.	 Zoller, I. et al. Absence of 2-hydroxylated sphingolipids is vompatible with normal neural development but causes late-onset axon 
and myelin sheath degeneration. J. Neurosci. 28, 9741–9754 (2008).

	51.	 Bansal, R. & Pfeiffer, S. E. Reversible inhibition of oligodendrocyte progenitor differentiation by a monoclonal antibody against 
surface galactolipids. Proc. Natl. Acad. Sci. USA 86, 6181–6185 (1989).

http://dx.doi.org/10.1021/BI061749A
http://dx.doi.org/10.1021/BI061749A


www.nature.com/scientificreports/

1 2ScIentIFIc Reports |  (2018) 8:2551  | DOI:10.1038/s41598-018-20793-4

	52.	 Mizobuchi, M., Shirai, K., Matsuoka, N., Saito, Y. & Kumagai, A. Studies on lipase in rat brain. J. Neurochem. 36, 301–303 (1981).
	53.	 Carey, E. M., Stoll, U. & Carruthers, A. High activity for triacylglycerol formation and hydrolysis in isolated oligodendroglia from 

myelinating rat brain. Biochem. Soc. Trans. 8, 368–369 (1980).
	54.	 Bürgisser, P., Althaus, H., Rohmann, A. & Neuhoff, V. Lipid synthesis by oligodendrocytes from adult pig brain maintained in long-

term culture. Neurochem. Int. 13, 111–118 (1988).
	55.	 Stoll, E. A. et al. Neural stem cells in the adult subventricular zone oxidize fatty acids to produce energy and support neurogenic 

activity. Stem Cells 33, 2306–2319 (2015).
	56.	 Yavin, E. & Menkes, J. H. Glyceride metabolism in cultured cells dissociated from rat cerebral cortex. J. Neurochem. 21, 901–912 

(1973).
	57.	 Walter, J., Keiner, S., Witte, O. W. & Redecker, C. Age-related effects on hippocampal precursor cell subpopulations and neurogenesis. 

Neurobiol. Aging 32, 1906–1914 (2011).
	58.	 Luo, J., Daniels, S. B., Lennington, J. B., Notti, R. Q. & Conover, J. C. The aging neurogenic subventricular zone. Aging Cell 5, 139–152 

(2006).
	59.	 Waldvogel, H. J., Curtis, M. A., Baer, K., Rees, M. I. & Faull, R. L. M. Immunohistochemical staining of post-mortem adult human 

brain sections. Nat. Protoc. 1, 2719–2732 (2007).
	60.	 Angel, P. M., Spraggins, J. M., Baldwin, H. S. & Caprioli, R. M. Enhanced sensitivity for high spatial resolution lipid analysis by 

negative ion mode matrix assisted laser desorption ionization imaging mass spectrometry. Anal. Chem. 84, 1557–64 (2012).
	61.	 Fahy, E., Sud, M., Cotter, D. & Subramaniam, S. LIPID MAPS online tools for lipid research. Nucleic Acids Res. 35, 606–612 (2007).

Acknowledgements
This research was funded by grants from the Health Research Council of New Zealand and from the Neurological 
Foundation of New Zealand. M.H. was funded as Gillispie scholar from the Neurological Foundation of New 
Zealand. The authors wish to thank the Neurological Foundation of New Zealand for supporting the Neurological 
Foundation Douglas Human Brain Bank.

Author Contributions
M.H., A.C.G. and M.A.C. conceived the experiments. R.L.M.F. and M.A.C. consented the donors, collected the 
tissue samples and administered the brain bank. M.H., N.J.D. and A.C.G. conducted the experiments. M.H. 
analysed the data. M.H. wrote the manuscript with all authors involved in writing and approving the manuscript.

Additional Information
Supplementary information accompanies this paper at https://doi.org/10.1038/s41598-018-20793-4.
Competing Interests: The authors declare no competing interests.
Publisher's note: Springer Nature remains neutral with regard to jurisdictional claims in published maps and 
institutional affiliations.

Open Access This article is licensed under a Creative Commons Attribution 4.0 International 
License, which permits use, sharing, adaptation, distribution and reproduction in any medium or 

format, as long as you give appropriate credit to the original author(s) and the source, provide a link to the Cre-
ative Commons license, and indicate if changes were made. The images or other third party material in this 
article are included in the article’s Creative Commons license, unless indicated otherwise in a credit line to the 
material. If material is not included in the article’s Creative Commons license and your intended use is not per-
mitted by statutory regulation or exceeds the permitted use, you will need to obtain permission directly from the 
copyright holder. To view a copy of this license, visit http://creativecommons.org/licenses/by/4.0/.
 
© The Author(s) 2018

http://dx.doi.org/10.1038/s41598-018-20793-4
http://creativecommons.org/licenses/by/4.0/

	Layer-specific lipid signatures in the human subventricular zone demonstrated by imaging mass spectrometry

	Results

	The human SVZ has a distinct lipidomic signature. 
	Identification of SVZ-associated lipids. 
	Each SVZ layer has a unique lipidomic signature. 

	Discussion

	Methods

	Tissue collection. 
	Tissue preparation. 
	MALDI-TOF imaging. 
	Alignment and analysis of TOF data. 
	Fourier transform ion cyclotron resonance (FT-ICR) imaging mass spectrometry (IMS). 
	Liquid chromatography-tandem mass spectrometry (LC-MS/MS). 
	Lipid assignments. 

	Acknowledgements

	Figure 1 Schematic overview of the experimental approach.
	Figure 2 The human SVZ has a distinct lipidomic signature.
	Figure 3 Lipid ions with differential abundance in the SVZ and the CN.
	Figure 4 The lipidomic architecture of the constituent layers of the SVZ.
	Figure 5 Ion intensity maps of select analytes associated with SVZ layers.
	Table 1 Details of the study cohort.




