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In the original publication the photo of the gregarious adult
locust in Fig. 1A is incorrect. The correct photo of adult
migratory locust is provided in this correction.

OPEN ACCESS

This article is licensed under a Creative Commons Attribution 4.0
International License, which permits use, sharing, adaptation, dis-
tribution and reproduction in any medium or format, as long as you

The original article can be found online at https://doi.org/10.1007/
$13238-019-0648-6.

give appropriate credit to the original author(s) and the source,
provide a link to the Creative Commons licence, and indicate if
changes were made. The images or other third party material in this
article are included in the article's Creative Commons licence, unless
indicated otherwise in a credit line to the material. If material is not
included in the article's Creative Commons licence and your inten-
ded use is not permitted by statutory regulation or exceeds the
permitted use, you will need to obtain permission directly from the
copyright holder. To view a copy of this licence, visit http:/
creativecommons.org/licenses/by/4.0/.

© The Author(s) 2020


http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/
https://doi.org/10.1007/s13238-019-0648-6
https://doi.org/10.1007/s13238-019-0648-6
http://crossmark.crossref.org/dialog/?doi=10.1007/s13238-019-00688-4&amp;domain=pdf

CORRECTION

A Development Tissue Time course in
brain and thoracic ganglia
G S Gand S
8 iy TE -64h- ~0h
-4 h
As ° mg -8h
P ": — Pronotum
o .y, Antenna 16h
% < S Win 5 -
ey \ 9 % S S
—_— —— N &
Brain =
! de': wd | E K g
£ = B = 2 52n G ' £
> —— - - bt
= - £ Dt Do o -32h o
L s :\3& St %
3& F = 2
& ;% Thoracic ganglia [
- -16 h—
M B .;& Hemolymph
o — —
- Fat body -8h-
i | el on.
: - S - = -64 h —
(¢}]
B b= Y , § . . o
& Development o Tissue Time course D Development M Time course M Tissue
x x 40-
Gg S S % oo Leave-one-sample-out cross validation 06
20
T X 10- 5 20- 1.00 - E
S S & o ] Q
=] J s} ; o CS 0.75
s 0 s O L Bl 0.50 "5
&y &y O © ° o s 07
Q -20- Q -10- & _go- 1Geo °° g 025- E
,88. . ! . ce S . B 000-
-30-20-10 0 10 20 30 _ _ a -
10 0 10 20 0 20 40 ‘s Cross-data validation
PC1 (3.8%) PC1 (1%) PC1 (9.4%) > 1.00-
L i 0.15-, g
010" cor=020. . 015 cor=-023 - cor =-0.28 3 075-
— S o -1 I Y ? 0.10- & 2
) ] S5 £ 010 £ 0.50 -
o o
g 00° 8 8 0.05- *F 0.25 - I I I I I i
= £ £ 0.00 -
O 0.00° = = 0.00- U s
B = 5 . $ $ $ $
s 8 8_0 05- R LG ,\Q. ‘OQ‘ QQ\ ‘09
-0.05 | . ' S ) e . ~
-0.06 -0.03 000 0.03 0.06 -0.06 -0.03 0.00 0.03 0.06 -0.05 0.00 0.05 0.10 Gene ranks in Borda list
PC1 (development) PC1 (development) PC1 (tissue)

Figure 1. PhaseCore gene identification. (A) Experimental design of this study. Left: developmental stages from eggs to adults.
Scale bars = 5 mm. Middle: various tissues, including three tissues from adult locust (fat body, hemolymph, and antenna), and five
tissues from the fourth instar nymphs (antenna, brain, thoracic ganglia, wing, and pronotum). Right: the time courses of phase change
(i.e., gregarization and solitarization) with two brain and thoracic ganglia tissues at six time points (0, 4, 8, 16, 32, and 64 h).
(B) Samples from gregarious (G) and solitary locusts (S), and CS and IG locusts classified using the AC-PCA method for
developmental, tissue, and time course datasets. One circle represents one sample. Blue represents typical or crowded solitary
locusts, and red represents typical or isolated gregarious locusts. (C) Scatterplots and Pearson’s correlation (marked in red) of pairs
of the PC1 values from the three datasets. Lines were fitted using least-squares linear regression. (D) Accuracy distribution of leave-
one-out cross validation (LOO-CV) and cross-dataset validation (CDV) for the three datasets using Borda gene list. Only the top
15,000 genes were considered. These genes were divided into 15 bins with 1,000 genes in each bin. The accuracy was calculated for

each bin.
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