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ABSTRACT

We have previously described a novel artificial NFEV -
secretase (BACE1) cleavage site, which when introduced
into the amyloid-B precursor protein (APP), significantly
enhances APP cleavage by BACE1 in in vitro and cellular
assays. In this study, we describe the identification and
characterization of a single chain fragment of variable
region (scFv), specific to the EV neo-epitope derived from
BACE1 cleavage of the NFEV-containing peptide, and its
conversion to IgG1. Both the scFv displayed on phage
and EV-lgG1 show exquisite specificity for binding to the
EV neoepitope without cross-reactivity to other NFEV
containing peptides or WT-APP KMDA cleavage pro-
ducts. EV-IgG1 can detect as little as 0.3 nmol/L of the EV
peptide. EV-IgG1 antibody was purified, conjugated with
alkaline phosphatase and utilized in various biological
assays. In the BACE1 enzymatic assay using NFEV
substrate, a BACE1 inhibitor MRK-3 inhibited cleavage
with an IC5¢ of 2.4 nmol/L with excellent reproducibility. In
an APP_NFEV stable SH-SY5Y cellular assay, the ECs, for
inhibition of EV-A peptide secretion with MRK-3 was
236 nmol/L, consistent with values derived using an EV
polyclonal antibody. In an APP_NFEV knock-in mouse
model, both AB_EV40 and AB_EV42 peptides in brain
homogenate showed excellent gene dosage depen-
dence. In conclusion, the EV neoepitope specific mono-
clonal antibody is a novel reagent for BACE1 inhibitor
discovery for both in vitro, cellular screening assays and

in vivo biochemical studies. The methods described
herein are generally applicable to novel synthetic sub-
strates and enzyme targets to enable robust screening
platforms for enzyme inhibitors.

KEYWORDS scFv, antibody, BACE1, amyloid-B pre-
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INTRODUCTION

Alzheimer's disease (AD) is characterized by the accumula-
tion of toxic amyloid-B (AB) peptides in brain extracellular
deposits. Amyloid plaques are the primary neuropathological
hallmark in AD brains. The AB peptide is derived from the
sequential cleavage of the amyloid precursor protein (APP)
by two aspartyl protease enzymes: 3-secretase (BACE) and
the y-secretase complex (Sinha and Lieberburg, 1999;
Vassar and Citron 2000). BACE cleavage is thought to be
the initial step in the production of AR peptides (Cai et al.,
2001), since BACE1 knockdown in mice leads to a complete
loss of brain AB peptide production. BACE knockdown in mice
does not affect survival and is associated with minimal
adverse effects such as some deficits in myelination during
early development (Harrison et al., 2003; Willem et al., 2006).
The overall benign phenotype in BACE1 knock out animals
has led to the quest for BACE1 inhibitors as a potential
therapy for AD.

The endogenous APP site for BACE cleavage (KMDA)
shows very low cleavage activity under normal physiological
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conditions (Shi et al., 2001; Yang et al., 2003). This
observation led to numerous peptide screening efforts to
find an optimal cleavage site for BACE inhibitor screening
(Tomasselli et al., 2003; Turner et al., 2001). Previously, we
reported that an artificial optimized BACE1 cleavage site,
where the wild type “KMDA” is mutated to “NFEV,” led to ~100
fold increase in cleavage efficiency by BACE1. The NFEV
sequence was also ~10 fold more efficiently cleaved than the
“NLDA” sequence derived from familial AD "APP-Swedish"
mutation (Shi et al., 2005). Similarly, the replacement of
KMDA with SYEV sequence has been shown independently
to enhance BACE1 mediated cleavage of substrate (Tomas-
selli et al., 2003). Therefore, short peptides with the NFEV
sequence profoundly increased BACE1 cleavage and
enabled the development of robust in vitro and cellular
screens for identifying BACE1 inhibitors.

In order to screen compound libraries for selective BACE1
inhibitors with the novel NFEV sequence, we have previously
described assays to quantify the neoepitope peptides
generated following BACE1 cleavage, i.e the NF and the
EV products using Western blotting with polyclonal antibodies
and mass-spectrometry (MS) (Shi et al., 2005). While, the
polyclonal antibody was adequate for the endpoints above, it
lacked the sensitivity and specificity required for compound
screening efforts. For this purpose, a monoclonal antibody
was developed with exquisite specificity and sensitivity to the
EV neoepitope.

Here we describe novel monoclonal antibodies specific to
the EV neoepitope derived following BACE1 cleavage of
either NFEV containing peptides or APP_NFEV mutant
protein. The IgG1 antibody was used to develop a sensitive
enzyme-linked immunosorbent assay (ELISA) specific for the
EV neoepitope derived from both cellular and in vitro
production of EV peptides. These methods combining
identification of enzyme 'super-substrates' and development
of companion neoepitope specific antibodies facilitate devel-
opment of novel enzyme inhibitor screening platforms.

RESULTS

Selection of phage displayed human scFv antibodies
specific to EV neoepitope from the CAT libraries

To select EV neoepitope-specific scFv phage, solution based
panning was performed using three pooled CAT libraries
(BMV, CS and DP47) (Miller et al., 2005; An et al., 2009;
Montgomery et al., 2009). The libraries were initially
subtracted for phages that bind to the NFEV substrate
peptide, followed by panning against EV peptide
(EVEFRHDSGYK-biotin) coated magnetic beads (Table 1).
Using this strategy, 8 positive phage clones (EV 1-8) were
identified in an indirect ELISA that demonstrated binding to
the EV neoepitope but not to the intact NFEV peptide
(TEEISEVNFEVEFRHDSGYK-biotin) (Fig. 1). Amino acid

sequence and complementarity-determining regions (CDRs)
of the 8 clones were determined (Fig. 2). All 8 clones had
identical amino acid sequence in their heavy chain CDRs.
The sequence of light chain CDR regions was identical for
clones EV2 and EV6, EV3 and EV7. Due to higher signals
with clones EV2 and EV3, these were advanced to additional
screening along with EV1, EV4, EV5 and EV8. Thus, a total of
6 distinct phage clones were identified that were specific to
the EV neoepitope.

Table 1 Design of biotin labeled peptides
Peptide name Peptide amino acid sequence
NFEV substrate SEVNFEVEFRHDSGYK-biotin

EVEFRHDSGYK-biotin
Biotin-KTEEISEVNF
Biotin-KTEEISEVN
FEVEFRHDSGYK-biotin
Biotin-KTEEISEVNFE

EV cleavage product
CSP? 1 with NF
CSP 2 with N

CSP 3 with FEV
CSP 4 with NFE

CSP 5 with V VEFRHDSGYK-biotin
CSP 6 with KM Biotin-KTEEISEVKM
CSP 7 with DA DAEFRHDSGYK-biotin
CSP 8 with NL Biotin-KTEEISEVNL

2 CSP, counter screen peptide.

I NFEV peptide
B EV peptide

Absorbance 490 (nM)

EV1 EV2 EV3 EV4 EV5 EV6 EV7 EV8 Neg
EV scFv phage clones

Figure 1. Solution based panning followed by indirect
ELISA. Eight scFv clones (EV1-EV8) were identified that bind
specifically to the EV peptide but not to the NFEV peptide.

The specificity of the selected phage clones was further
confirmed by solid phase indirect ELISA performed using ten
different biotin labeled peptides (Table 1) which were
synthesized based on the modified amino acid sequence of
APP B-secretase cutting site (Fig. 3) — two were the panning
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EV1
EV2
EV3
EV4
EVS
EVe
EV7
EVE8

EV1
EV2
EV3
EV4
EVS
EvVe
EV7
EV8
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AQPAMAEVQLLESGGGLVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSAISGSGGSTYYADSVRKGRFTISRDNSKN
AQPAMAEVQLLESGGGLVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSAISGSGGSTYYADSVKGRFTISRDNSKN
AQPAMAEVQLLESGGGLVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSAISGSGGSTYYADSVRGRFTISRDNSKN
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VH-CDR1 VH-CDR2
TLYLQMNSLRAEDTAVYYCARYYCPNGVCNSFDYWGRGTMVTVSSGGGGSGGGGSGGGGSAQS -VLTQPPSASGTPGQRVTIS
TLYLQMNSLRAEDTAVYYCARYYCPNGVCNSFDYWGRGTMVTVSSGGGGSGGGEGSGEGGSALSYVLTQPPSASGTPGQRVTIS
TLYLQMNSLRAEDTAVYYCARYYCPNGVCNSFDYWGRGTMVTVSSGGGGCSGGGCGSGCGGSAQS -VLTQPPSASGAPGQRVTIS
TLYLOMNSLRAEDTAVYYCARYYCPNGVCNSFDYWGRGTMVTVSSGGGGSGGEGSEGGGESAQS -VLTQPPSASGTPGQRVTIS
TLYLQMNSLRAEDTAVYYCARYYCPNGVCNSFDYWGRGTLVTVSSGGGGSGGGGSGCGGSAQS -VLTQPPSASGTPGQRVTMS
TLYLQMNSLRAEDTAVYYCARYYCPNGVCNSFDYWGRGTMVTVSSGGGGSGGGCGSGGGGSALSYVLTQPPSASGTPGQRVTIS
TLYLQMNSLRAEDTAVYYCARYYCPNGVCNSFDYWGRGTMVTVSSGGGGSGGGGSGGGGSAQS -VLTQPPSASGAPGQRVTIS
TLYLQINSLRAEDTAVYYCARYYCPNGVCNSFDYWGKGTMVTVSSGGGGSGGGCGSGGGGSALSYVLTQPPSASGTPGQRVTIS
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VH-CDR3

EVl
EvV2
EV3
EV4
EVS
EVe
EV7
EV8

VL-CDR1 VL-CDR2

Linker

CSGSSSNIGSNTVNWYQQLPGTAPKLLIYSNNQRPSGVPDRFSGSKSGTSASLAISGLOQSEDEADYYCAAWDDSLNGGVFGGGTK
CSGSSSNIGSNTVNWYQQLPGTAPKLLIYTNDQRPSGVPDRFSGSKSGTSASLAISGLRSEDEAHYYCAAWDDSLSALVFGEGTK
CSGSSSNIGSNTVNWYQQIPGRAPKLLIYSDNERPSGVPDRFSGSKSGTSASLAISGLQSEDEADYYCAAWDDSLKRGLFGGGTK
CSGSSSNIGSNTVNWYQQLPGTAPRLLIYSNNQRPSGVPDRFSGSKSGTSASLAISGLQSEDEADYYCAAWDDSLNGYVFGTGTK
CSGSSSNIGSNTVNWYQQLPGTAPKLLIYSNSQRPSGVPDRFSASKSGTSASLAISGLQSEDEADYYCAVWDDSLNGLIFGGGTK
CSGSSSNIGSNTVNWYQQLPGTAPKLLIYTNDQRPSGVPDRFSGSKSGTSASLAISGLRSEDEAHYYCAAWDDSLSALVFGEGTK
CSGSSSNIGSNTVNWYQQIPGRAPKLLIYSDNERPSGVPDRFSGSKSGTSASLAISGLQSEDEADYYCAAWDDSLEKRGLFGGGTK
CSGSSSNIGSNTVNWYQQIPGTAPKLLIYSNNORPSGVPDRFSGSKSGTSASLAISGLQSDDEATYYCAAWDDSLTGVVFGGGTK

VL-CDR3

Figure 2. Comparison of amino acid sequences of the 8 identified EV-specific scFv clones. Amino acid differences in
complementary determining regions (CDR) 1, 2 and 3 of both heavy and light chains are bold and underlined. CDR portions in both
heavy and light chains among the 8 clones are aligned and underlined. The amino acid sequence in CDR region shows that clone

EV2 is the same as EV6 and EV3 is identical to EV7.

Human APP_WT

p
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i

a v 40 42
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TNIKTEEISEVI KMDAI EFRHDSGYEVHHOKLVFFAEDVGSNKGAI IGLMVGGVVIAETV

APP_Swedish NIDA

APP_NFEV ~ NEFEV

AB_EV40

Ap_EV42

Figure 3.

Schematic diagram of modified partial human APP amino acid sequence and a- ,B-, and y-secretase cutting

sites. The human APP_WT BACE cleavage site is indicated by KMDA, while the Swedish mutation is NLDA and the artificial BACE
substrate is the NFEV sequence. The secretase cleavage sites are indicated by arrows. a, alpha-secretase; 3, beta-secretase; v,
gamma-secretase. Cleavage of the APP_NFEV sequence by [(-secretase followed by y-secretase leads to the production of

AB_EV40 and AB_EV42 peptides.

peptides (NFEV substrate and EV cleavage product) and
eight were counter-screening peptides (CSP) with either the
C-terminal amino acids of N, NF, NFE, KM, NL or the N-
terminal amino acids of FEV, V and DA, respectively. All the
selected clones were specific to the N-terminal amino acid E
(Fig. 4). These data confirmed the binding selectivity and
specificity of the EV scFv phage-displayed antibodies. Based
on the degree of binding to the EV peptides and signal to

© Higher Education Press and Springer-Verlag Berlin Heidelberg 2011

noise ratio of these clones (S/N ratios ~32, 35, 48, 40 and 23
for clone EV1, EV2, EV3, EV5 and EVS, respectively), phage
scFv clone EV3 was selected for further characterization.

Expression and characterization of full-length human
IgG1 antibody

The EV3 scFv was converted to an IgG1 antibody to improve
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Figure 4. Specificity of the phage scFv clones to the EV
neoepitope. The identified EV-specific phage clones were
counter-screened using an array of peptides (Table 1) to assess
their specificity for binding to the N-terminal EV peptide. All 5
identified EV reactive clones (EV1, EV2, EV3, EV5 and EV8)
were highly specific to the N-terminal EV peptide.

its stability and affinity for the EV neoepitope peptide (Miller
et al., 2005; An et al., 2009; Montgomery et al., 2009; Palys
et al., 2006). scFv heavy (H) and light (L) chain cDNA was
cloned into human IgG1 expression vectors PEU1.2 and
PEU4.2, respectively (Miller et al., 2005; Montgomery et al.,
2009). The H and L chain DNA plasmids were co-transfected
transiently into the HEK293-EBNA cell line and the purified
EV3 1gG antibody was characterized for purity and integrity. A
single band at 150 kDa is detected under non-denaturing
condition and two bands at ~50kDa and ~22kDa are
detected under B-ME denaturing conditions, indicating
heavy and light chains respectively (Data not shown).
These data indicate the successful cloning, expression and
purification of the EV3 IgG1 molecule.

The EV3 antibody (EV3-lgG1) was conjugated to alkaline
phosphatase (AP) to further characterize its properties and to
develop assays to detect the EV-neoepitope in BACE1 in vitro
enzymatic assays. EV3-IgG1 maintains its specificity for the
EV epitope compared to other counter-screening peptides
following conversion from scFv displayed on phage to IgG1.
EV3-IgG1-AP also shows excellent sensitivity in binding the
N-terminal EV-neoepitope with a signal to noise ratio of ~6000
(Fig. 5A). In contrast, the purified rabbit anti-EV polyclonal
antibody had poorer selectivity for binding to the different
screening peptides (Fig. 5B). EV3-IgG1-AP was then tested
against a range of concentrations of EV biotinylated peptide.
EV3-IgG1-AP shows a dose dependent decline in signal with

a lower limit of reliable quantitation (LLRQ) of 0.31 nmol/L for
the peptide (Fig. 5C).

In vitro BACE1 enzymatic assay with NFEV peptide
substrate and detection using EV3-AP antibody

The BACE1 enzymatic reaction consists of BACE1-depen-
dent cleavage of an “NFEV” peptide substrate with C-terminal
biotin, leading to the generation of the EV-product (Shi et al.,
2005). The EV-product is captured onto a streptavidin-coated
plate and detected directly using the EV3-IgG1-AP. The EV-
product is detected in reactions with BACE1 concentrations
as low as 40 pmol/L (Fig. 6A). A linear decline in EV-product
signal was observed as a function of decline in BACE1
concentration (r=0.99, p<0.001). In addition, we observed a
time-dependent linear increase in EV-product over a 3 h time
period at a fixed BACE1 reaction concentration of 0.3 nmol/L
(Fig. 6B). These data indicate that the AP-conjugated EV3-
IgG1 can be used to reliably quantify BACE1 cleavage
products and thus enable evaluation of BACE1 enzyme
structure and activity relationships for small molecule drug
screening.

Assessment of BACE1 inhibitor potency using in vitro
enzyme and cell culture systems

We tested the ability of a well characterized BACE1 inhibitor
MRK-3 (Stachel et al., 2004; Wu et al., 2008) to inhibit BACE1
activity in an in vitro BACE1 enzymatic assay using the
NFEV-biotinylated substrate. The BACE1 enzymatic assay
consists of a reaction using 0.3 nmol/L of BACE1 enzyme
along with 300 nmol/L NFEV substrate for 2h at 37°C.
Typically, ~3% of the substrate is cleaved producing
approximately 10 nmol/L of the EV-product, determined
using titration with a synthetic biotin-labeled EV peptide
standard curve. A range of concentrations of MRK-3 were
tested and the EV-product was detected using EV3-IgG1-AP.
MRK-3 showed a dose-dependent inhibition of EV-production
in this assay, with an IC5q of 2.4 nmol/L (Fig. 6C). These data
are consistent with results using the EV rabbit polyclonal
antibody (data not shown) and with results previously
reported for MRK-3 (Stachel et al., 2004; Pietrak et al.,
2005). This assay also showed excellent reproducibility and
stability with intra-day and inter-day variation of 12% and
11%, respectively (Table 2).

We next evaluated this assay to test the impact of the
BACE1 inhibitor MRK-3 in cells. We have previously reported
that SH-SY5Y cells stably expressing APP_NFEV show
robust BACE1 cleavage and secretion of EV_AR peptides
(Shi et al., 2005). APP_NFEV expressing SH-SY5Y cells
were grown in a 96 well dish overnight. The culture medium
was then replaced with a range of concentrations of MRK-3
and conditioned medium was collected 24 h after treatment. A
dose-dependent reduction in EV_AB was observed with an
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Figure 5. EV3-lgG1 binding specificity and sensitivity. (A) EV3-IgG1 shows robust signal with the EV N-terminal peptide and greater
than 6000-fold signal to noise ratio without detectable cross reactivity to other N or C-terminal modified peptides. (B) The EV rabbit
polyclonal antibody showed significant reactivity with other counter-screening peptides in addition to the EV N-terminal peptide. (C)
Sensitivity for the detection of synthetic EV N-terminal peptide by EV3-IgG-AP. The lower limit of reliable quantitation of the EV peptide is

~0.3 nmol/L.

ECsq of 236 nmol/L for MRK-3 (Fig. 7A), using AB capture with
the mid-domain antibody 4G8, and detection with EV3-IgG1-
AP. This data is consistent with the EV_AB EC5, obtained in a
sandwich ELISA using the EV polyclonal antibody as a
detecting antibody (ECso = 254 nmol/L) (Fig. 7B). BACE1
inhibition is associated with an increase in a-secretase
processing of APP and consequent generation of sAPPa. In

© Higher Education Press and Springer-Verlag Berlin Heidelberg 2011

the same experiment as above, a dose-dependent increase
in sSAPPa was observed, similar to that previously reported in
mouse brain samples (Sankaranarayanan et al., 2008) and in
primary neuron culture (Wu et al., 2011). This dose-
dependent increase in sAPPa suggests that the decline in
EV_AB following BACE1 inhibition is not due to cellular
toxicity. The ECso for sAPPa elevation was 332 nmol/L
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Figure 6. In vitro characterization of EV3-lgG1 antibody in a BACE1 enzymatic assay. (A) BACE1 concentration response in
an in vitro BACE1 enzymatic reaction using NFEV substrate, followed by detection of the EV N-terminal peptide with EV3-IgG1-AP.
A linear dose-dependent increase in EV peptide signal is observed as a function of BACE1 concentration (r=0.99, p<0.001, n=3).
(B) Time course of production of EV N-terminal peptides following cleavage of NFEV substrate by 0.3 nmol/L BACE1 in an in vitro
enzymatic reaction. A linear increase in EV N-terminal peptide signal was observed over time (r = 0.912, p<0.001, n = 3). (C) A
specific BACE1 inhibitor MRK-3 was tested at a range of concentrations in the in vitro BACE1 enzymatic reaction with NFEV peptide
substrate. A dose-dependent inhibition of EV N-terminal peptide production was observed with MRK-3 with an ICsq of 2.4 nmol/L.

Table 2 1C5, for BACE1 inhibitor MRK-3 using NFEV substrate (n = 5)

Intra-day Inter-day
Mean (nmol/L) 211 2.14
SD (nmol/L) 0.26 0.24
Min 1.80 1.81
Max 2.29 2.40
% CV 12.39 11.17

IC5p, half maximal inhibitory concentration; CV, coefficient of variation.
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EV_AB peptides from SH-SY5Y cells stably expressing APP_NFEV was tested at a range of concentrations of MRK-3. EV_AB
peptides were measured using the detecting antibody EV3-IgG1-AP in a sandwich ELISA following capture with 4G8. A dose-
dependent inhibition of EV-AB production was observed with an ECsq of ~236 nmol/L. (B) Measurement of EV_A peptides using an
EV rabbit polyclonal detecting antibody yielded comparable EC5q of ~254 nmol/L in the same experiment as in (A). (C) MRK-3
treatment led to a dose-dependent increase in sSAPPa (ECso ~332 nmol/L) from the same experiment as in (A), indicating no cellular
toxicity. (D) Assay specificity in EV_AR detection with EV3-IgG1-AP antibody. Immunodepletion of AR peptides with AB-selective
antibodies 6E10 or 4G8, but not mouse IgG control antibody led to a complete loss of signal in the EV3-IgG1-AP detection system.

(Fig. 7C). Specificity for detection of EV_A was assessed by
immunodepletion with either 6E10 or 4G8 (anti-AB antibo-
dies) or with control mouse IgG coated beads following
overnight incubation. We observed no detectable level of

© Higher Education Press and Springer-Verlag Berlin Heidelberg 2011

EV_AB in conditioned medium following 6E10- or 4G8-
immunodepletion, and no significant decline in signal with
control mouse IgG (Fig. 7D). These data taken together
indicate that EV3-IgG1 is specific for the EV-neoepitope
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mice at 6 months. Brain AR gene-dosage dependence, with
homozygote (Homo) displaying 2 fold higher levels than
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detectable signal. (A) AB_EV40 and (B) AB_EV42 levels. (n =
3, Mean £ SEM).

generated following BACE1 cleavage of the APP_ NFEV
substrate and can be effectively used in cellular assays for
screening compounds.

AB_EV40 and AB_EV42 in APP_NFEV mice brain

The APP_NFEV knock-in transgenic mice have a targeted
replacement of endogenous “KMDA” BACE1 cleavage site

with the “NFEV” sequence to enhance BACE1 mediated
cleavage of APP, along with humanizing mutations at
positions 5, 10 and 13 of mouse AB sequence (Simon et al.,
2004; McCampbell et al., 2011). Brain AB_EV40 and
AB_EV42 levels were measured in APP_NFEV heterozygous
and homozygous mice by ELISA assay similar to that
described previously (Sankaranarayanan et al., 2008), but
in this case, EV3-lgG1 was used as a capture antibody,
followed by detection with the AP-conjugated AB40 and 42-
specific antibodies. Brain AR_EV40 levels were 930 pmol/L
and 1780 pmol/L in heterozygous and homozygous 6 month
old mice, respectively (Fig. 8A). In contrast, brain AR_EV42
levels were 128 pmol/L and 248 pmol/L in heterozygous and
homozygous mice, respectively (Fig. 8B). Wild type litter-
mates show no signal since they express the DA_A peptides
that are not detected by the EV-specific antibodies. The ratios
of AB_EV42 to AB_EV40 were 13.8% and 13.9% for
heterozygous and homozygous mice, respectively. These
results indicate gene-dosage dependence on the levels of A
measured in the APP_ NFEV mice. In conclusion, the EV
specific monoclonal antibody would enable robust measure-
ment of APP metabolites in the APP_NFEV mice to
characterize their pathophysiology and also serve as a useful
pharmacodynamic endpoint for evaluating potential AR low-
ering agents in vivo.

DISCUSSION

Here, an optimized ELISA assay for screening a compound
library to generate inhibitors of the BACE enzyme is reported.
Previously, a preferred BACE substrate was identified (Shi
et al., 2005), and using the amino acid sequences of the
BACE neoepitope as bait, a scFv phage-displayed antibody,
specific to the N-terminal EV neoepitope cleavage product
was identified. The EV-specific scFv was identified from the
CAT libraries and converted to an IgG1 monoclonal antibody.
The selected phage antibody clone EV3 binds specifically to
the peptide neoepitope, and shows no cross reactivity with
the uncleaved NFEV substrate, the natural KMDA or Swedish
mutation NLDA substrate sequence, their respective clea-
vage products, or those containing single N-terminal amino
acid modifications. The EV3 IgG1 antibody has greatly
improved selectivity over the previously characterized rabbit
EV neoepitope polyclonal antibody. Its binding sensitivity
(0.3 nmol/L) and its selectivity (>6000-fold) make it an
excellent reagent for development of BACE1 inhibitor assays.

The EV3 IgG1 antibody enabled a robust, sensitive ELISA
assay to detect BACE1 mediated APP_NFEV cleavage
products in both in vitro and cellular assays. Previous in vitro
BACE1 screening assays have used either fluorescence
resonance energy transfer (FRET) readouts, where inhibition
of substrate cleavage leads to a loss of FRET transfer and a
decline in signal, or direct detection of the cleavage products
by high-performance liquid chromatography (HPLC) or MS
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(Shi et al., 2005). The limits of FRET-based assay include
non-selectivity and false-positive signals from intrinsic com-
pound fluorescence, while the HPLC and MS methods had
low throughput. BACE1-mediated NFEV cleavage products
were also evaluated by Western blotting and MS in
APP_NFEV over-expressing cells (Shi et al.,, 2005), but
these semi-quantitative methods lack throughput for effective
screening (Tomasselli et al., 2003). In addition, the high
concentrations of BACE enzyme required to robustly detect
cleavage products in some of the aforementioned assay
formats preclude their use for identification of sub-nmol/L
potency inhibitors (Copeland, 2005). In contrast, the greater
affinity of EV3-IgG1 for the EV-neoepitope enabled detection
of BACE1 cleavage products at concentrations of BACE1 less
than 50 pmol/L. The EV3-lgG1 based assay also demon-
strated excellent reproducibility (% CV of<12% in both intra-
and inter-day assessments). Because EV3-IgG1 is a recom-
binant human antibody, it can be produced in a virtually
unlimited supply with minimal lot to lot variation over time.

In cell-based assays and human cerebral spinal fluid, MS
has revealed many N-terminal truncated forms of AB species
(Rifenacht et al., 2005). Thus, use of an N-terminal specific
detection antibody is critical to reliably measure a specific
BACE1 cleavage product. Assays employing EV3-IgG1 and a
BACE1 inhibitor (MRK-3) generated IC5, and ECso values
comparable to previous reports (Stachel et al., 2004; Pietrak
etal., 2005), where a rabbit polyclonal EV antibody was used.
In addition we show that the ECsq values for EV-AR lowering
correlate with sAPPa elevations following BACE1 inhibition in
cell based assays. The EV3 antibody also enabled effective
measurement of EV-AB species from brain extracts from the
APP_NFEV mice. These methods would enable further
characterization of the mouse model and pharmacodynamic
assays for AR lowering agents.

In conclusion, we selected and characterized EV3, a phage
clone specific to the EV neoepitope following BACE1
cleavage of an artificial NFEV peptide substrate. The EV3-
IgG1 antibody retains this specificity and enabled a robust
immunoassay for detecting N-terminally cleaved EV-AB
peptides. This antibody facilitates a robust screening platform
for novel BACE1 inhibitors including in vitro, cell-based and in
vivo studies.

MATERIALS AND METHODS
Peptides

Table 1 shows the 10 custom designed biotin labeled peptides used
for panning, screening and counter screening assays (American
Peptide Company, Sunnyvale, CA). These included related peptides
grouped (1) the novel BACE “NFEV” substrate sequence, BACE1
cleavage products with C-terminal “NF” and N-terminal “EV” peptides,
single amino acid changes at the end of the peptide (NFE, V, N, FEV),
(2) BACE1 wild-type substrate KMDA cleavage products with

C-terminal KM and N-terminal DA, and (3) the Swedish mutation C-
terminal NL peptide as shown in Fig. 3. The NFEV and EV peptides
used for solution-based panning were bound to streptavidin coated
Dynabeads M-280 (Invitrogen, Cat#112-05D). The beads were
incubated with peptides at 100 nmol/L of final concentration for 1 h
at room temperature and washed according to manufacturer's
instructions.

Selection of anti-EV neoepitope specific scFv phage antibody

Three phage displayed scFv libraries (BMV, CS and DP-47) were
obtained from Cambridge Antibody Technologies (CAT, Cambridge,
United Kingdom) (Miller et al., 2005; An et al., 2009; Montgomery
et al., 2009). The pooled libraries were panned in a 3-step procedure
based on methods described (Vaughan et al., 1996). First, the
libraries were deselected against spanning NFEV peptide-bead
complexes for 3 h at 4°C and the unbound supernatant was collected.
The deselected phages were then panned against neoepitope EV
peptide-bead complexes for 3h at 4°C. The beads were washed
three times with 50 mmol/L, pH 7.4 phosphate buffer with 0.2% Tween
20 (PBST) and the bound phages were eluted with 0.2 mL of
0.1 mol/L Triethylamine (pH 11) buffer and neutralized with 0.1 mL of
1 mol/L Tris buffer at pH 7.5. The eluted phages were transformed into
E. coli strain TG1, plated on agar and incubated at 37°C overnight.
The colonies were collected and a second round of panning against
EV peptide-bead complexes was performed as above. At the end of
this round of panning, phage-infected TG1 cells were serially diluted
and plated for single colony identification on tryptone-yeast extract
(TY)-agar containing 100 pg/mL ampicillin and kanamycin. Twenty
individual clones from each plate were randomly picked and grown at
37°C overnight in “Terrific broth” (TB) containing 100 pg/mL kanamy-
cin and rescued with M13K07 helper phage. The amplified phage
culture supernatant from each clone was collected and tested by
indirect ELISA.

Phage ELISA screens

Streptavidin-coated 96 well plates (Thermo Scientific, Cat#15503)
were incubated with 100 uL of 50 nmol/L biotin labeled peptide (either
NFEV or EV) at room temperature for 1 h and washed three times with
PBST. Culture supernatant containing the cloned phage was diluted
100 fold in 3% BSA/PBS, added to the plates and incubated at room
temperature (RT) for 1 h. The plates were washed three times with
PBST and reacted with anti-M13 phage antibody conjugated with
horseradish peroxidase (HRP) at 1:5000 dilution in 3% BSA/PBS with
0.05% Tween 20 for 1 h at RT. Following three washes with PBST,
HRP substrate 3,3',5,5-tetramethylbenzdine (TMB, Thermo Scien-
tific, Cat#34021) was added for 20 min and the color reaction was
stopped with 50 uL of 2 mol/L H,SO4. Absorbance at 490 nM was
measured with a SpectraMax plate reader (Molecular devices).
Clones that bound to EV but not to the intact substrate peptide NFEV
were selected for further characterization.

The EV specific clones were counter-screened with the eight
additional biotin labeled peptides (Table 1) for specificity using the
same procedure as above. scFv phage clones specific to peptide with
N-terminal amino acid E were selected for DNA extraction and
sequencing of both the scFv frame region (FR) and CDRs using the
sequencing oligonucleotide primers from CAT as previously
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described (Miller et al., 2005; An et al., 2009; Montgomery et al.,
2009).

Conversion of scFv phage into full-length human IgG1 anti-EV
antibody

ScFv clone EV3 was selected for conversion into an IgG1 molecule.
The VH and VL domains of EV3 scFv were cloned by PCR using
primers based on the sequence located at each end of linkers for both
heavy and light chains. The primers for the VH chain contained
restriction sites of BssHIl at the 5 end (AF14, CTCTCCA-
CAGGCGCGCACTCCGAGGTGCAGCAGCTGTTGGAG) and
BsmB1 at the 3' end (RH85, TGGAGTACCTGAGGAGACGGTGAC-
CATTGTCCC). The primers for the VL chain contained restriction
sites of ApaLl at the 5' end (AF31, CTCTCCACAGGCGTGCACTCC-
CAGTCTGTGCTGACTCAGCC) and Pacl at the 3' end (AF26,
CTATTCCTTAATTAAGTTAGATCTATTCTGACTCACCTAG-
GACGGTGACCTTGGTCCCTCC). PCR products for the VH chain
were digested with BSSHIl and BsmB1 at 50°C for 90 min and those
for VL chain were digested with ApalLl and Pacl at 37°C for 90 min,
respectively. The enzyme digested products were gel-purified and
ligated with the expression vectors PEU1.2 for VH and PEU4.2 for VL
lambda (CAT) containing a human gamma 1 heavy or light chain
expression cassette, respectively, NEO (G418R) selectable marker
for mammalian cells, and ampicillin resistant marker for E. coli cells.
Both plasmid DNAs were purified using Qiagen Midi-purification kit
and sequenced with universal vector sequencing primers as
previously described (Miller et al., 2005; An et al., 2009; Montgomery
et al., 2009). The inserts for heavy and light chains were also
confirmed by digestion with restriction enzymes. For the expression of
soluble antibodies in mammalian cells, both VH and VL plasmid
DNAs were transiently co-transfected into human HEK293-EBNA cell
lines with FuGene 6 (Roche Applied Science, Cat# 05061377001) as
described previously (An et al., 2009; Montgomery et al., 2009).
Transiently transfected cells were maintained in HEK293 serum-free
medium for 10d. During this time, the medium was changed twice
and culture supernatants were collected and filtered with 0.22 um
filter. The IgG1 antibody was purified with Protein A beads, eluted with
pH 4.5, 0.1 mol/L sodium acetate buffer and neutralized with 10%
volume of 1 mol/L Tris buffer at pH 7.4. The purified antibody was
dialyzed against PBS and stored frozen at —80°C until use.

Characterization and alkaline phosphatase conjugation of
EV-specific IgG1 antibody

Purified EV3-IgG was resolved on a 10% SDS-PAGE gel with or
without 5% B- mercaptoethanol (B-ME) in sample buffer and stained
with Coomassie blue to determine molecular weight under denaturing
and non-denaturing conditions. To further characterize EV3-IgG1, it
was conjugated directly with alkaline phosphatase (AP) (KPL,
Gaithersburg, MD, Cat # 85-00-02) according to the manufacturer’s
instruction, and stored at -20°C with an equal volume of 100%
glycerol.

AP conjugated EV3-lgG1 was tested for binding specificity,
sensitivity against synthetic peptides and EV peptides derived from
in vitro BACE1 enzymatic reaction with a spanning NFEV peptide.
The binding specificity was compared with a purified EV polyclonal
antibody which was generated in rabbits immunized with KLH linked

at N-terminal five amino acids of EV AB1-40 (EVEFRC-KLH) peptide.
Fifty nmol/L of biotin-labeled peptides were captured on a streptavidin
coated plate, washed and blocked with 3% BSA/PBS, 100 puL of
0.1 pg/mL AP conjugated EV3 antibody was added and incubated at
RT for 1h. The plate was then washed with PBST five times and
developed with AP substrate (Applied Biosystem, Cat# T-2214) (Wu
et al., 2008). Luminescence was counted in Envision 2104 multi-label
reader (PerkinElmer, CA). For comparison, an indirect ELISA was
applied for EV polyclonal antibody in which 1:3000 diluted rabbit
polyclonal antibody at a final concentration of 0.1 ug/mL was added to
the plate and followed by detection with a goat anti-rabbit IgG-AP (Wu
et al., 2008).

Binding sensitivity of EV3 scFv and EV3-IlgG was performed
against EV-biotin peptide. A range of concentrations (10-0.08 nmol/L
for EV3-IgG1-AP and 126-4 nmol/L for scFv displayed on phage) of
biotinylated EV peptide was captured on streptavidin plate. After
washing and blocking, 100 pL of phage supernatant at 1:500 dilution
was added overnight at 4°C. Plates were then washed three times
with PBST and secondary anti-M13-HRP antibody was added at
1:5000 in 3% BSA/PBS with 0.05% Tween 20 for 1 h and developed
as above. To test the EV3-IgG antibody, 50 uL of EV3-AP in 3% BSA/
PBS with 0.05% Tween 20 was added at 0.1 ug/mL onto peptide
bound plate, incubated overnight, washed and developed as above.
EV3 antibody sensitivity was quantified using the lowest limit of
reliable quantitation (LLRQ), estimated as the lowest peptide
concentration with % CV of less than 20%.

To characterize EV3 binding to EV peptides generated from an in
vitro BACE1 enzymatic reaction, a 15-mer NFEV spanning peptide
containing a C-terminal biotin (SEVNFEVEFRHDSGYK-biotin) was
reacted with BACE1 enzyme in vitro. BACE1 dose-response proper-
ties were defined using the NFEV peptide at 300 nmol/L incubated
with different concentrations of BACE1 enzyme for 2 h at 37°C. Time
course studies were performed using the NFEV-peptide incubated
with 0.3 nmol/L BACE1 enzyme for different times ranging from 0-3 h.
The BACE1 cleavage product (EVEFRHDSGYK-biotin) was quanti-
fied using EV3-IgG1-AP as described above.

Validation of the in vitro BACE1 inhibitor assay

The BACE1 enzymatic activity assay was modified from methods
previously described (Shi et al., 2005; Pietrak et al., 2005), while the
cleavage products were quantified as described herein. Briefly,
baculovirus expressed and purified truncated BACE1 (aa 1-460) (Shi
et al., 2001) at 0.3 nmol/L was incubated at a range of concentrations
with a previously characterized BACE1 inhibitor MRK-3 (Stachel
et al., 2004; Sankaranarayanan et al., 2008; Wu et al., 2011) for
30 min at RT. After this preincubation, the BACE1 substrate (15
amino acid peptide with C-terminal biotin) was added at a final
concentration of 300 nmol/L to the reaction buffer (50 mmol/L NaOAc,
0.01% BSA, 15mmol/L EDTA, 0.2% CHAPS, 1 mmol/L Deferox-
amine Mesylate and 10 umol/L pepstatin A at pH 4.5) and incubated
for 2 h at 37°C in a shaker at 40 rpm (Wu et al., 2008). The reaction
was quenched using 50 pL of 1 mol/L Tris buffer (pH 8.0). The BACE1
cleavage product was quantitated with EV3-AP antibody as described
above. For comparison, cleavage products were also quantified using
the EV polyclonal antibody. The half maximal inhibitory concentration
(ICsp) was calculated using non-linear curve fitting. The intra-day and
inter-day coefficient of variation (% CV) was then determined for the
EV3 antibody signal.
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Cell culture analysis of APP_NFEV processing products

A human APP construct containing the NFEV mutation at the BACE1
cleavage site (APP_NFEV) was transfected into SH-SY5Y cell line
and cultured using conditions similar to that previously described (Shi
et al., 2005). Cells were incubated with BACE1 inhibitor MRK-3 at a
range of concentrations overnight in conditioned medium (CM). A
modified EV_AB assay was used to characterize the cleavage
products in which 50 pL of diluted CM in 3% BSA/PBS following MRK-
3 treatment was mixed with 50 yL of 3 pg/mL biotin-labeled 4G8
antibody, which recognizes A amino acid 17 to 24 (Covance, Cat#
9240-10) in 3% BSA/PBS. Following this step, 50 pL of 1 ug/mL EV3-
IgG1-AP (in 3% BSA/PBS with 0.3% tween 20) was added and
incubated at RT for 3h. This mixture was then transferred onto a
streptavidin-coated 96 well plate for 2 h. The plate was washed with
PBST five times and then developed using AP substrate. EV_ARB
product in CM was also detected with the EV polyclonal antibody by
adding 2 yg/mL of the EV polyclonal antibody instead of EV3-IgG1-
AP and detected with a goat anti-rabbit IgG-AP (Bio-Rad, Cat#170-
6518) at 1:10,000 dilution in 0.1% tween-casein blocking buffer
(Thermo Scientific, Cat# 37528) for 1 h at RT. The plate was washed
and developed as above. The half maximal effective concentration
(ECsp) for inhibition of EV_A peptide secretion was calculated using
a non-linear curve fitting in Kaleidagraph. To confirm cell viability and
efficacy following MRK-3 treatment (Sankaranarayanan et al., 2009),
sAPPa concentration in CM was measured using a combination of
6E10 capture antibody (AB aa 3-16) and detecting antibody P2-1-AP
(recognized APP sequence aa104-118) similar to that previously
described (Sankaranarayanan et al., 2008; Wu et al., 2011). To
confirm the specificity of the NFEV ELISA assay for Ap peptides in the
conditioned media, CM was first immunodepleted with streptavidin
beads coated with biotin-labeled control mouse IgG, or 6E10, or 4G8
overnight. The EV_AB peptide concentration in the supernatant
before (neat CM) and after immunodepletion was measured as
described above.

Measurement of brain EV_AB peptides in APP_NFEV knock-in
transgenic mice

The generation and characterization of APP_NFEV mouse model in
which the endogenous BACE cleavage site “KMDA” was replaced
with the “NFEV” sequence has been previously described (Simon
et al., 2004; McCampbell et al., 2011). Homozygous and hetero-
zygous APP_NFEV knock-in mice were identified by genotyping as
previously described (McCampbell et al., 2011). Brain samples from
these mice were extracted using 10 x (w/v) 0.2% DEA buffer and
neutralized with 10% volume of pH 6.8, 0.5mol/L Tris buffer
(Sankaranarayanan et al., 2008). Brain AB_EV40 and AB_EV42
were measured using an ELISA similar to that described previously
(Sankaranarayanan et al., 2008; Wu et al., 2011). Briefly, 96 microtiter
well plates were coated with 2 ug/mL EV3 IgG antibody overnight,
then washed once with PBST and blocked with 3% BSA/PBS.
AB_EV40 or AB_EV42 standard peptides or diluted NFEV mouse
brain homogenates (100 pL) were added followed by either AB40 or
AB42 specific C-terminal neoepitope monoclonal antibodies con-
jugated with alkaline phosphatase (Sankaranarayanan et al., 2008)
and incubated overnight at 4°C with shaking, Next day, the plates
were washed with PBS, 0.05% tween and developed as described
above. The concentrations of brain AB_EV40 and AB_EV42 were

calculated using a third order spline fit to the standards and coeffi
cients derived from respective standard curves.

ABBREVIATIONS

AB, amyloid-B; AD, Alzheimer's disease; APP, amyloid- precursor
protein; ECsg, half maximal effective concentration; ELISA, enzyme-
linked immunosorbent assay; FRET, fluorescence resonance energy
transfer; HPLC, high-performance liquid chromatography; ICsg, half
maximal inhibitory concentration; MS, mass-spectrometry

REFERENCES

An, Z., Forrest, G., Moore, R., Cukan, M., Hayto, P., Huang, L., Vitelli,
S., Zhao, J., Lu, P, Hua, J., Gibson, C.R., Harvey, B.R.,
Montgomery, D., Zaller, D., Wang, F., Strohl, W. (2009). IlgG2m4,
an engineered antibody isotype with reduced Fc function. mAbs 1,
572-579.

Cai, H., Wang, Y., McCarthy, D., Wen, H., Borchelt, D.R., Price, D.L.,
and Wong, P.C. (2001). BACE1 is the major B-secretase for
generation of Abeta peptides by neurons. Nat Neurosci 4,
233-234.

Copeland, R.A. (2005). Evaluation of enzyme inhibitors in drug
discovery. A guide for medicinal chemists and pharmacologists.
Methods Biochem Anal 46, 1-265.

Harrison, S.M., Harper, A.J., Hawkins, J., Duddy, G., Grau, E., Pugh,
P.L., Winter, P.H., Shilliam, C.S., Hughes, Z.A., Dawson, L.A,, et al.
(2003). BACE1 (beta-secretase) transgenic and knockout mice:
identification of neurochemical deficits and behavioral changes.
Mol Cell Neurosci 24, 646-655.

McCampbell, A., Wessner, K., Marlatt, M.W., Wolffe, C., Toolan, D.,
Podtelezhnikov, A., Yeh, S., Zhang, R., Szczerba, P., Tanis, K.Q.,
et al. (2011). Induction of Alzheimer’s-like changes in brain of mice
expressing mutant APP fed excess methionine. J Neurochem 116,
82-92.

Miller, M.D., Geleziunas, R., Bianchi, E., Lennard, S., Hrin, R., Zhang,
H., Lu, M., An, Z., Ingallinella, P., Finotto, M., et al. (2005). A human
monoclonal antibody neutralizes diverse HIV-1 isolates by binding
a critical gp41 epitope. Proc Natl Acad Sci U S A 102,
14759-14764.

Montgomery, D.L., Wang, Y., Hrin, R., Luftig, M., Su, B., Miller, M.D.,
Wang, F., Haytko, P., Huang, L., Vitelli, S., Condra, J., Liu, X,
Hampton, R., Carfi, A., Pessi, A., Bianchi, E., Joyce, J., Lloyd, C.,
Geleziunas, R., Bramhill, D., King, V.M., Finnefrock, A.C., Strohl,
W., An, Z. (2009). Affinity maturation and characterization of a
human monoclonal antibody against HIV-1 gp41. mAbs 1,
462-474.

Palys, T.J., Schmid, K.E., Scherer, J.M., and Schoepp, R.J. (2006).
Conversion of a mouse Fab into a whole humanized IgG antibody
for detecting botulinum toxin. Hum Antibodies 15, 125-132.

Pietrak, B.L., Crouthamel, M.C., Tugusheva, K., Lineberger, J.E., Xu,
M., DiMuzio, J.M., Steele, T., Espeseth, A.S., Stachel, S.J.,
Coburn, C.A,, et al. (2005). Biochemical and cell-based assays
for characterization of BACE-1 inhibitors. Anal Biochem 342,
144-151.

Rufenacht, P., Glntert, A., Bohrmann, B., Ducret, A., and Débeli, H.
(2005). Quantification of the A beta peptide in Alzheimer’s plaques
by laser dissection microscopy combined with mass spectrometry.
J Mass Spectrom 40, 193-201.

© Higher Education Press and Springer-Verlag Berlin Heidelberg 2011 583



Protein & Cell

Guoxin Wu et al.

Sankaranarayanan, S., Holahan, M.A., Colussi, D., Crouthamel, M.
C., Devanarayan, V., Ellis, J., Espeseth, A., Gates, A.T., Graham,
S.L.,, Gregro, A.R., et al. (2009). First demonstration of cerebrosp-
inal fluid and plasma A beta lowering with oral administration of a
beta-site amyloid precursor protein-cleaving enzyme 1 inhibitor in
nonhuman primates. J Pharmacol Exp Ther 328, 131-140.

Sankaranarayanan, S., Price, E.A., Wu, G., Crouthamel, M.C., Shi, X.
P., Tugusheva, K., Tyler, K.X., Kahana, J., Ellis, J., Jin, L., et al.
(2008). In vivo beta-secretase 1 inhibition leads to brain Abeta
lowering and increased alpha-secretase processing of amyloid
precursor protein without effect on neuregulin-1. J Pharmacol Exp
Ther 324, 957-969.

Shi, X., Tugusheva, K., Bruce, J.E., Luca, A., Chen, D.E., Hu, B., Wu,
G.X., Price, E., Register, R.B., Lineberger, J., et al. (2005). Novel
mutation introduced at the B-site of amyloid precursor protein
enhances -secretase cleavage in vitro and in cells. J Alzheimers
Dis 7, 139-148

Shi, X.P,, Chen, E., Yin, K.C., Na, S., Garsky, V.M., Lai, M.T., Li, Y.M,,
Platchek, M., Register, R.B., Sardana, M.K., et al. (2001). The pro
domain of B-secretase does not confer strict zymogen-like
properties but does assist proper folding of the protease domain.
J Biol Chem 276, 10366-10373.

Simon, A.J., Chen, L., Price, E., Xu, M., Lucka, A., Tang, M., Chen, E.,
Espeseth, A.S., Sardana, M., Shi, X.P., et al. (2004). A genetically
engineered mouse model with an enhanced beta-secretase
substrate exhibits increased amyloid generation. Neurobiol Aging
25, S242.

Sinha, S., and Lieberburg, I. (1999). Cellular mechanisms of (-
amyloid production and secretion. Proc Natl Acad Sci U S A 96,
11049-11053.

Stachel, S.J., Coburn, C.A., Steele, T.G., Jones, K.G., Loutzenhiser,
E.F., Gregro, A.R., Rajapakse, H.A., Lai, M.T., Crouthamel, M.C.,
Xu, M., et al. (2004). Structure-based design of potent and
selective cell-permeable inhibitors of human beta-secretase

(BACE-1). J Med Chem 47, 6447-6450.

Tomasselli, A.G., Qahwash, |., Emmons, T.L., Lu, Y., Leone, JW,,
Lull, J.M., Fok, K.F., Bannow, C.A., Smith, C.W., Bienkowski,
M.J., et al. (2003). Employing a superior BACE1 cleavage
sequence to probe cellular APP processing. J Neurochem 84,
1006-1017.

Turner, R.T. 3rd, Koelsch, G., Hong, L., Castanheira, P., Ermolieff, J.,
Ghosh, AK., and Tang, J. (2001). Subsite specificity of memapsin
2 (B-secretase): implications for inhibitor design. Biochemistry 40,
10001-10006.

Vassar, R., and Citron, M. (2000). Abeta-generating enzymes: recent
advances in - and y-secretase research. Neuron 27, 419-422.
Vaughan, T.J., Williams, A.J., Pritchard, K., Osbourn, J.K., Pope, A.

R., Earnshaw, J.C., McCafferty, J., Hodits, R.A., Wilton, J., and
Johnson, K.S. (1996). Human antibodies with sub-nanomolar
affinities isolated from a large non-immunized phage display

library. Nat Biotechnol 14, 309-314.

Willem, M., Garratt, A.N., Novak, B., Citron, M., Kaufmann, S., Rittger,
A., DeStrooper, B., Saftig, P., Birchmeier, C., and Haass, C. (2006).
Control of peripheral nerve myelination by the beta-secretase
BACE1. Science 314, 664-666.

Wu, G., Sankaranarayanan, S., Hsieh, S.H., Simon, A.J., and
Savage, M.J. (2011). Decrease in brain soluble amyloid precursor
protein B (SAPPB) in Alzheimer’s disease cortex. J Neurosci Res
89, 822-832.

Wu, G., Sankaranarayanan, S., Tugusheva, K., Kahana, J., Seab-
rook, G., Shi, X.P,, King, E., Devanarayan, V., Cook, J.J., and
Simon, A.J. (2008). Decrease in age-adjusted cerebrospinal fluid
B-secretase activity in Alzheimer's subjects. Clin Biochem 41,
986-996.

Yang, L.B., Lindholm, K., Yan, R., Citron, M., Xia, W., Yang, X.L.,
Beach, T., Sue, L., Wong, P., Price, D., et al. (2003). Elevated (-
secretase expression and enzymatic activity detected in sporadic
Alzheimer disease. Nat Med 9, 3-4.

584 © Higher Education Press and Springer-Verlag Berlin Heidelberg 2011



	ABSTRACT
	KEYWORDS
	INTRODUCTION
	RESULTS
	DISCUSSION

