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CORRECTION

Correction to: Predicting global numbers of teleomorphic ascomycetes
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Correction to:  Fungal Diversity  
https:// doi. org/ 10. 1007/ s13225- 022- 00498-w

In the section Biodiversity hotspots, the origin of most 
ascomycetous type collections was incorrectly worded. The 
original article has been corrected.
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