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Abstract
Life-history-oxidative stress theory predicts that elevated energy costs during reproduction reduce allocation to defences and 
increase cellular stress, with fitness consequences, particularly when resources are limited. As capital breeders, grey seals 
are a natural system in which to test this theory. We investigated oxidative damage (malondialdehyde (MDA) concentra-
tion) and cellular defences (relative mRNA abundance of heat shock proteins (Hsps) and redox enzymes (REs)) in blubber 
of wild female grey seals during the lactation fast (n = 17) and summer foraging (n = 13). Transcript abundance of Hsc70 
increased, and Nox4, a pro-oxidant enzyme, decreased throughout lactation. Foraging females had higher mRNA abundance 
of some Hsps and lower RE transcript abundance and MDA concentrations, suggesting they experienced lower oxidative 
stress than lactating mothers, which diverted resources into pup rearing at the expense of blubber tissue damage. Lactation 
duration and maternal mass loss rate were both positively related to pup weaning mass. Pups whose mothers had higher blub-
ber glutathione-S-transferase (GST) expression at early lactation gained mass more slowly. Higher glutathione peroxidase 
(GPx) and lower catalase (CAT ) were associated with longer lactation but reduced maternal transfer efficiency and lower 
pup weaning mass. Cellular stress, and the ability to mount effective cellular defences, could proscribe lactation strategy in 
grey seal mothers and thus affect pup survival probability. These data support the life-history-oxidative stress hypothesis in 
a capital breeding mammal and suggest lactation is a period of heightened vulnerability to environmental factors that exac-
erbate cellular stress. Fitness consequences of stress may thus be accentuated during periods of rapid environmental change.
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Introduction

The ability to mount an adequate stress response dictates 
whether an organism survives and thrives during physi-
ological challenges (Parsons 2005; Blas et al. 2007). Stress 

responses divert resources from essential functions to deal 
with immediate requirements, creating a trade-off in allo-
cation to energy-consuming processes when resources are 
limited (Alonso-Alvarez et al. 2004; Wiersma et al. 2004; 
Parsons 2005; Blas et al. 2007). Stress is therefore a power-
ful selective force, acting at cell and organism levels to influ-
ence life histories and population dynamics (von Schantz 
et al. 1999; Hoffmann and Hercus 2000; Alonso-Alvarez 
et al. 2004; Monaghan and Spencer 2014).

It has been postulated that life history trade-offs are medi-
ated in part by oxidative stress (Costantini 2008; Garrett 
et al. 2011; Speakman et al. 2015), induced by reactive spe-
cies (RS) generated by aerobic respiration and pro-oxidant 
enzyme activity (Lambeth 2004). RS are important cell sig-
nals (Hancock et al. 2001; Sies 2017), but cause damage 
when present in excess (Valko et al. 2007). Cellular stress 
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can also cause proteins to unfold, become non-functional 
and/or form cytotoxic aggregates (Fulda et al. 2010). Intra-
cellular redox enzymes (RE) and heat shock proteins (HSPs) 
minimise and mitigate against oxidative and proteotoxic 
stress through their antioxidant and molecular chaperone 
functions (Feder and Hofmann 1999; Pamplona and Con-
stantini 2011). Induction of cellular defences can increase 
resilience to current and subsequent stressors (Feder et al. 
1996; Feder and Hofmann 1999). However, costs of their 
synthesis and activity (Hoekstra and Montooth 2013) are 
harder to meet when resources are limited.

Life-history-oxidative stress theory predicts that alloca-
tion of resources to cellular maintenance, protection and 
repair, such as RE and HSPs, is lowered during life history 
stages that require increased energy demand, particularly 
during resource limitation, resulting in greater oxidative 
damage and negative effects on future survival and reproduc-
tive output (Costantini 2008; Garrett et al. 2011; Speakman 
et al. 2015; Al Jothery et al. 2016). The impact of exter-
nal environmental sources of stress, such as rapid climate 
change and pollution, may thus impact most heavily on life 
history stages already facing a trade-off in resource alloca-
tion to cellular defences and other essential processes.

Lactation increases energetic requirements by twofold to 
sixfold (Prentice and Prentice 1988; Crocker et al. 2001). 
Although females of some species have greater cellular 
defences to protect against oxidative stress during reproduc-
tion (Viña et al. 2006; Borras et al. 2007), including lactation 
(Pichaud et al. 2013), buffering against oxidative damage 
is not always possible in all tissues (Bergeron et al. 2011; 
Zhao et al. 2015; Stier et al. 2017; Perrault and Stacy 2018) 
and elevated costs cannot always be matched by increased 
food intake, resulting in resource limitation and trade-offs 
in investment in defences. Starvation or fasting itself can be 
a pro-oxidant state (Sorensen et al. 2006; Salin et al. 2018), 
even in fast-adapted species (Sharick et al. 2015; Schull 
et al. 2016; Colominas-Ciuró et al. 2017), and can increase 
HSP levels or expression (Ehrenfried et al. 1996; Heydari 
et al. 1996). Fasting during lactation may thus be particu-
larly challenging due to increased oxidant production when 
resources are limited. Conversely, fasting can increase cellu-
lar protection and reduce oxidative stress (Longo and Matt-
son 2014; Ensminger et al. 2021). Fast-adapted species may 
also buffer oxidant production very effectively (Colominas-
Ciuró et al. 2017; Stier et al. 2019; Ensminger et al. 2021). 
For example, elephant seal pups increase cellular defences 
and thus avoid oxidative stress in some tissues during fasting 
(Vázquez-Medina et al. 2010, 2011; Martinez et al. 2018). 
Similarly, HSP70 and glutathione levels are higher in liver 
and blubber of suckling grey seal (Halichoerus grypus) pups 
compared to when they are fasting (Bennett et al. 2014), 
suggesting either greater physiological stress occurs during 

rapid mass gain or that suckling pups have greater resource 
to invest in cellular defence.

Capital breeders may avoid or mitigate impacts of 
resource limitation because they accumulate energy as large 
fat stores prior to breeding (Houston et al. 2006). Indeed, 
greater energy stores are associated with lower oxidative 
damage in long distance migrating birds (Eikenaar et al. 
2020a). High rates of food intake and rapid fat deposition 
during refuelling are associated with increased antioxidant 
capacity, which limits oxidative damage (Skrip et al. 2015; 
Eikenaar et al. 2016, 2020b). However, rapid deposition of 
large fat stores can cause adipose tissue inflammation and 
reduction in HSP70 in humans and rodents (Furukawa et al. 
2004; Grimsrud et al. 2007; Di Naso et al. 2015; Masschelin 
et al. 2020). It is unclear whether fasting during lactation is 
associated with greater cellular stress and reduced capacity 
for defence compared with periods of rapid weight gain in 
capital breeding mammals. Fasting, lactating females may be 
particularly vulnerable to rapid environmental changes that 
increase requirements for cellular defence, such as increased 
temperatures on the breeding colony, reduced food availabil-
ity in fattening phases and/ or pollutant exposure that causes 
oxidative or proteotoxic stress.

Many studies focus on antioxidant defences in plasma, 
immune cells and active tissues such as the liver, brain and 
brown adipose (Eikenaar et al. 2016, 2020a, b; Zhao et al. 2015). 
There is less information on trade-offs in oxidative defences in 
white adipose tissue (WAT), likely because it has a low rate of 
oxygen consumption compared to other tissues (Goossens and 
Blaak 2012; Lempesis et al. 2020). However, WAT is vital in 
energy balance regulation, and the appropriate accumulation of 
fat stores and their normal function is a key determinant of fit-
ness in many animals (Atkinson and Ramsay 1995; Pomeroy 
et al. 1999; Hall et al. 2001; Vervaecke et al. 2005; Miller et al. 
2011). WAT is a target of oxidative stress and inflammation in 
humans during mass gain (Furukawa et al. 2004; Grimsrud et al. 
2007; Di Naso et al. 2015; Masschelin et al. 2020), and lipids 
are highly susceptible to peroxidation by RS (Rikans and Horn-
brook 1997). RS are, however, important regulators of lipolysis 
in WAT (Krawczyk et al. 2012; Abou-Rjeileh and Contreras 
2021), such that a fine balance is needed between their produc-
tion and elimination to maintain fatty acid supply during fasting. 
Blubber, the specialised subcutaneous WAT in marine mam-
mals, is essential for insulation, metabolic fuel for maintenance 
and fat for milk synthesis during lactation. Cellular defences 
and oxidative stress in adipose tissue have not been investigated 
widely in mammals that undergo large and rapid changes in fat 
depot size during natural feeding and fasting, but may contribute 
to changes in their health and resilience during annual cycles, 
and constrain life history decisions that impact on current or 
future fitness that rely on healthy fat tissue, such as allocation of 
resources to rearing of young.
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Grey seals are an ideal natural system in which to test the 
life-history-oxidative stress theory because they are typical 
mammalian capital breeders. Female grey seals increase in fat 
content from 12% after moulting to ~ 33% prior to parturition 
(Sparling et al. 2006; Hanson et al. 2019). Grey seal mothers 
fast during their ~ 18–21-day lactation, when they rely on blub-
ber lipid for metabolic and milk production requirements and 
lose 40% of initial mass and 61–84% of fat reserves (Fedak and 
Anderson 1982; Pomeroy et al. 1999). We investigated whether 
grey seal mothers reduce their blubber cellular defences dur-
ing lactation fasting and have lower levels in comparison to 
(presumed) pregnant foraging females. We also explored the 
associations between cellular defences and markers of oxidative 
damage during lactation with maternal performance. Specifi-
cally, we investigated (1) blubber relative Hsp and RE mRNA 
abundance, and malondialdehyde (MDA) levels during lacta-
tion to explore the association between allocation to defences 
and/ or lipid peroxidation and diminishing fat reserves; (2) 
whether larger animals have more robust defences; (3) differ-
ences in blubber HSP and RE mRNA abundance, and MDA 
levels between presumed pregnant, foraging females and 
mothers during the lactation-fast to determine which life his-
tory stage experiences greater oxidative stress; and (4) whether 
increased blubber cellular stress or damage is associated with 
reduced maternal performance metrics.

Methods

Wild adult female grey seals were studied on the Isle of 
May, Scotland (56° 11′ 25″ N, 02° 34′ 25″ W) from October 
to December 2013 (fasting mothers; n = 18) and at Blak-
eney, (52° 57′ 58.32″ N, 0° 57′ 46.70″ E) and Donna Nook, 
east England (53° 28′ 33.12″ N, 0° 08′ 27.02″ E) in early 
May 2015 (foraging (presumed pregnant) females; n = 13). 
Capture and handling procedures were performed by per-
sonal licence holders or designated competent personnel 
under United Kingdom (UK) Home Office project licence 
#60/4009 and conformed to the UK Animals (Scientific Pro-
cedures) Act, 1986 and the European Union (EU) Directive 
2010/63/EU on the protection of animals used for scientific 
procedures. The research was approved by the University of 
St. Andrews Animal Welfare and Ethics Committee.

Animal capture and handling

Fasting females and maternal performance

Mothers, identified by a brand or flipper tag (Dalton ID Sys-
tems, Henley on Thames, Oxon, UK), were observed daily 
on the colony to record birth and weaning dates of their pups. 
Mother–pup pairs were captured twice: at ~ day 6 (6.5 ± 2; 
early) and at ~ day 17 (17.5 ± 0.5; late) of suckling. At each 

capture, mothers were anaesthetised with an estimated mass 
specific dose of 1 mL 100 kg −1 intramuscular  Zoletil100 
(Virbac, Carros, France) (Pomeroy et al. 1999), delivered 
via blowpipe using a pressurised projectile syringe, aimed 
at the posterior lumbar muscles (Baker et al. 1990; Langton 
et al. 2011). At first capture, pup sex was recorded and a 
tag attached to the interdigital webbing of each rear flip-
per (Fedak and Anderson 1982). Mass, nose-tail length and 
standard axial girth were measured for all animals. Maternal 
postpartum mass (MPPM), percentage maternal expenditure 
(percentage of MPPM used by weaning), pup mass gain rate 
and weaning mass and percentage mass transfer efficiency 
(total mass gain of pup/ total mass loss of female × 100) were 
estimated (Pomeroy et al. 1999). We also recorded whether 
the mothers produced and weaned a pup on the Isle of May 
in the subsequent year (2014).

Foraging females

Foraging females were caught on or close to haul out sites, 
using hoop or seine nets (McConnell et al. 1999). Animals 
were weighed, and 0.5 mL 100  kg−1 intravenous Zoletil 100 
was administered using 18-gauge, 3.5-in. spinal needles (BD 
systems) into the extradural vein (Bennett et al. 2017). All 
puncture areas were disinfected (Savlon: 3% w/v cetrimide, 
0.3% w/v chlorhexidine gluconate; Novartis, Horsham, UK) 
before needle insertion and sprayed afterwards with Terramy-
cin® (oxytetracycline, Pfizer Ltd.), as standard. Morphomet-
ric measurements were taken and a hind flipper tag (Dalton ID 
Systems, Henley on Thames, Oxon, UK) attached.

Blubber biopsy procedure

One full-depth 6-mm biopsy (Acu-punch, Acuderm, Schuco 
International, Watford, UK) was taken from the dorso-lat-
eral pelvic area under local anaesthesia (Lignol®, Dechra, 
Northwich, UK). A prophylactic intramuscular dose of 
antibiotic (Terramycin, 1 mL 10  kg−1; Pfizer Ltd.) was then 
injected. Biopsies were placed in RNase free cryogenic vials 
and immediately flash frozen and then stored at − 80 °C until 
analysis.

RNA extraction and cDNA synthesis

Blubber (250–500 mg) was homogenised on ice in 1 mL 
TRIzol® Reagent (Ambion, Life Technologies, Paisley, UK) 
using a hand-held electric homogeniser (Disperser T10 basic 
ULTRA-TURRAX®, IKA®, Staufen, Germany). The middle 
section of the tissue biopsy, rather than inner (nearer the mus-
cle) or outer (nearer the skin), was chosen to allow standardised 
use of all samples for which the orientation was not clear after 
freezing and to minimise possible differences due to variable 
tissue depth (Koopman 2007; Strandberg et al. 2008). RNA was 
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extracted using TRIzol-chloroform (Sigma Aldrich Co., Dorset, 
UK). The pellet was air dried at room temperature for 5–10 min 
and resuspended in 15 μL molecular grade water (HyClone™, 
GE Healthcare Life Sciences, Hertfordshire, UK). RNA con-
centration and purity were measured using a NanoDrop 2000 
Spectrophotometer (Thermo Scientific, Basingstoke, UK). 
RNA was diluted to 500 ng μL−1, and its integrity was deter-
mined by gel electrophoresis on a 1% agarose gel stained with 
SYBR® Safe (Invitrogen, Life Technologies, Paisley, UK). 
RNA was stored at − 80 °C before 250 ng was used for cDNA 
synthesis (QuantiTect Reverse Transcription kit; QIAgen, Man-
chester, UK), including a genomic DNA (gDNA) elimination 
step (42 °C for 2 min).

Primer design and testing

Primer pairs (Tm of 60 °C) were designed using Primer3 
software (Untergasser et al. 2012) against the conserved 
regions of a range of reference genes, REs and HSPs 
(Table 1) using sequences from Carnivore species (Phoci-
dae; Otariidae; Odobenidae; Ursidae; Mustelidae; Canidae) 
from the National Centre for Biotechnology Information 
protein database (http:// www. ncbi. nlm. nih. gov/ prote in) 
aligned using Clustal Omega (http:// www. ebi. ac. uk/ Tools/ 
msa/ clust alo/). Primers were synthesised by MWG Eurofins 
Operon (Ebersberg, Germany), Sigma-Aldrich (Dorset, UK) 
or Integrated DNA Technologies (Leuven, Belgium).

A blubber cDNA pool was the template used to amplify 
each target using Taq polymerase chain reaction (PCR) core kit 
(QIAgen, Manchester, UK) in a standard thermal cycler (Prime, 
Techne, Bibby Scientific, Staffordshire, UK: 94 °C for 30 s; 35 
cycles of: 30 s at 94 °C, 30 s at 60 °C and 1 min at 72 °C; final 

extension: 72 °C for 1 min) to ensure each primer pair produced 
a single amplicon of the correct predicted size, verified on a 
1% agarose gel. Those that produced a single amplicon were 
tested for amplification efficiency using quantitative real-time 
PCR (qRT-PCR) using a StepOne™ Real-Time PCR System 
(Applied Biosystems, Thermo Fisher, Loughborough, UK: 
94 °C for 10 min; 40 cycles of: 95 °C for 15 s, 60 °C for 1 min; 
95 °C for 15 s, followed by melt curve analysis).

Each primer pair was run in triplicate using a log serial 
dilution of pooled cDNA template, and efficiency was calcu-
lated using standard methods (Pfaffl 2001). Primer pairs with 
amplification efficiencies of between 90 and 110% were used 
in further analysis (Taylor et al. 2010). Endpoint PCR prod-
ucts were cleaned up using ExoSAP (Exo; #EN0581; Thermo 
Fisher Scientific™) and shrimp alkaline phosphatase (SAP; 
#EF0511; Fermentas Life Sciences, Thermo Fisher Scientific) 
and subject to blunt end cloning using calcium chloride trans-
formation of competent Escherichia coli (CloneJET™ PCR 
Cloning kit, #K1231; Thermo Fisher Scientific). Sequences 
from positive colonies were verified using Sanger sequencing 
(Source BioScience Ltd, Nottingham, UK).

Reference gene selection

NormFinder (Andersen et al. 2004; http:// moma. dk/ normf 
inder- softw are) and BestKeeper (Pfaffl et al. 2004) were used 
to identify stably expressed genes from cyclin A (CycA), 
glyceraldehyde 3-phosphate dehydrogenase (GAPDH), ribo-
somal protein S9 (S9), ribosomal protein L8 (L8), ubiqui-
tously expressed prefoldin-like chaperone (UXT) and tyrosine 
3-monooxygenase/tryptophan 5-monooxygenase activation 

Table 1  Sequences for forward 
and reverse primers, amplicon 
size and efficiency of qRT-PCR 
reactions for each reference 
gene or gene of interest. ΔTaken 
from Beineke et al. (2004); 
ΔΔtaken from Tabuchi et al. 
(2006)

Gene Primer sequence 5’-3’ Size Efficiency (%)

Forward Reverse

YWHAZ GAG GTT GCT GCT GGT GAT GA TCC GGG GAG TTC AGA ATT TCG 170 91.61
L8ΔΔ GGT GTG GCT ATG AAT CCT GT ACG ACG AGC AGC AAT AAG AC 126 113.26
GAPDHΔ GCC AAA AGG GTC ATC ATC TC GGG GCC ATC CAC AGT CTT CT 232 123.21
CycA TCA TCT GCA CCG CCA AGA C AAG CGC TCC ATG GCT TCC AC 260 93.20
S9 ACA TCC CGT CCT TCA TTG TC CAA TCC TCC TCC TCG TCA TC 157 101.44
UXT CTC ACA GAG CTC AGC GAC AG AGG TGT CTC CGG GAA ATT CT 117 118.41
Hsp70 AAG ATC ACC ATC ACC AAC GA AAA TCA CCT CCT GGC ACT TG 238 101.56
Hsc70 AAT CAA GTT GCG ATG AAC CC CCT GCC AGC ATC ATT CAC 139 102.90
Hsp90 TGG AGC GTC TTC GGAAG TCT GGA AGT TCC AAG CCC T 139 99.24
Hsp40 CCT GGA ATG GTT CAG CAA AT GCC ATC TTT CAT GCC TTT GT 159 91.16
Hsp27 AGC TGA CGG TCA AGA CGA AG GGC AGC GTG TAT TTT CGA GT 112 97.32
GPx TTG TCA ACG TGG CCA GCT A TGA GGC TGG GTA GGA TTT CC 158 96.13
CAT GGT AAT TGG GAT CTT GTT GG ATG GTC TGG GAC TTC TGG 140 101.42
SOD CCT GGA GCC TCA CAT CAA C TAG CTC TTC AGC CTG GGC T 127 98.63
GST CCT CAA GGA GAG AAC CCT GA CTG GGC CAT GTT AAC CAC TT 123 92.26
Nox4 AGC CTC CGC ATC TGT TCT TA CTT CTG GTT CTC CTG CTT GG 114 113.74

http://www.ncbi.nlm.nih.gov/protein
http://www.ebi.ac.uk/Tools/msa/clustalo/
http://www.ebi.ac.uk/Tools/msa/clustalo/
http://moma.dk/normfinder-software
http://moma.dk/normfinder-software
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protein zeta (YWHAZ). CycA and S9 were identified as the 
most appropriate reference genes for this study.

Relative mRNA abundance quantification using 
qPCR

We measured relative mRNA abundance in qRT-PCR using 
specific primers for genes of interest (GOI) including HSPs 
(Hsp70, Hsc70, Hsp90, Hsp40, Hsp27) and REs (GPx, CAT , 
SOD, GST, Nox4). No-template controls and reference genes 
CycA and S9 were included on each plate. Molecular grade 
water was used to dilute cDNA 1:10 to produce template 
cDNA. The qRT-PCR was performed in either a 48-, 96- or 
384-well plate with 4 μL of each template run in triplicate, 
using the StepOne system (Applied Biosystems) and 5 μL 
iTaq™ Universal SYBR® Green Supermix (Bio-Rad, Hert-
fordshire, UK) and forward and reverse primers at a concentra-
tion of 10 µM in each reaction. Data were inspected using Ste-
pOne™ Software version 2.3 (Applied Biosystems). Outliers 
within triplicates were removed. Mean threshold was calculated 
for each amplicon to standardise across all plates (Bennett et al. 
2017). Baselines were comparable across all plates. Normalised 
values, used in subsequent statistical analyses and henceforth 
referred to as relative mRNA abundance, were calculated using 
ΔCT (Livak and Schmittgen 2001).

Malondialdehyde (MDA) concentrations

MDA concentration (nmol µL−1), an index of lipid peroxida-
tion, was measured in duplicate (MAK085, Sigma-Aldrich, 
Dorset, UK) in an extract of ~ 10 mg of the blubber that 
remained after RNA extractions, according to manufactur-
er’s instructions. To eliminate turbidity, after homogenisa-
tion and centrifugation, the fat supernatant was bypassed 
and 200 µL infranatant was removed and filtered through 
a 0.20-µm, regenerated cellulose, 4-mm diameter syringe 
filter (Corning®, Corning Inc. Life Sciences, MA, USA). 
Only 14 mothers had sufficient blubber remaining for MDA 
measurements at both early and late lactations. There was 
insufficient tissue to measure lipid content.

Statistical analysis

Statistical analyses were performed in R 4.2.1 (R Core 
Team 2022).

Effect of mass and lactation on blubber cellular defences 
and oxidative stress

A paired t-test was used to investigate the difference in 
mass and axial girth from mothers between early and late 

lactation. Correlations between relative mRNA abundance 
of each of the GOI (ΔCT) at both early and late lactation 
were explored using Spearman’s rank correlation, and outlier 
abundance values were identified for each GOI. We exam-
ined the change in relative mRNA abundance of each GOI 
and MDA levels, both with and without outlier females, 
using paired t-tests to determine whether they changed 
throughout lactation. The absolute change in relative mRNA 
abundance between early and late lactation was then cal-
culated for each GOI. Clustering of the GOIs at both early 
and late lactation and their absolute changes during lactation 
were explored using principle component analyses (PCA) 
using the princomp function, to determine whether the vari-
ance in GOI data could be explained using fewer variables 
than all the GOIs individually. PCAs were conducted for all 
GOIs together and for the RE and HSP genes separately. In 
each case, the PCA was performed both with and without 
outlier females (6L, 5B and 0H) to explore the potential 
influence of extreme values for some GOI.

To determine whether initial resources dictated patterns of 
gene expression, general additive models (GAMs) from the 
‘mgcv’ package (Wood 2011) were then used to investigate 
whether the principle components (PCs) of the relative mRNA 
abundance for the GOIs at early lactation were a function of 
maternal body mass at early lactation. Continuous covari-
ates were fitted as smoothed terms with shrinkage, with the 
degree of smoothing defined manually as 3 knots (k). Where 
the response was linear, the data were reanalysed using a gen-
eral linear model (GLM). Next, to investigate whether initial 
resources or the absolute change in maternal mass affected the 
change in GOI expression, GAMs or GLMs, as appropriate, 
were used to investigate whether the PCs of absolute change in 
relative mRNA abundance for the GOIs during lactation were 
a function of maternal mass at early lactation, relative change 
in maternal mass during lactation or an interaction between the 
two. Model fits were assessed by examination of residuals and 
qq plots. Outliers were identified, examined and removed when 
they were > 2 SD from the mean.

We hypothesised that gene expression level was associ-
ated with evidence of blubber peroxidation. Using MDA 
concentration as a proxy for blubber peroxidation, we then 
investigated whether the PCs for the GOI mRNA abundance 
at early and late lactation were correlated with MDA con-
centration at the respective time point.

Effect of cellular defences and oxidative stress on maternal 
performance

We then investigated the association between oxidative 
stress and/or the PCs of cellular defences and maternal per-
formance. We performed linear regression (LM) for each of 
the following performance metrics as dependent variables: 
maternal mass loss rate, percentage maternal expenditure, 
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pup mass gain rate, pup weaning mass and percentage mass 
transfer efficiency. Explanatory variables were the PCs 1–3 
for the Hsps and REs considered separately at early lactation, 
MDA concentration at early lactation and MPPM, a well-
established predictor of maternal reproductive expenditure 
and pupping success (Pomeroy et al. 1999). For each model, 
co-linearity between explanatory variables was examined by 
calculating the variance inflation factor (vif), using the vif 
function from the ‘car’ package (Fox and Weisberg 2019), 
and only variables with vif > 3 were included (Zuur et al. 
2010). Backwards model selection by corrected Akaike 
Information Criteria (AICc) score was then performed using 
the dredge function in the ‘MuMIn’ package (Barton 2018). 
Models identified by dredge where ΔAICc was < 2 were 
then assessed for model fit using residual and qq plots. The 
ranked model weights (AICc weight, the relative likelihood 
of the model) were also considered when determining the 
best overall model. Partial eta-squared was calculated for 
each LM using the etasq function from the ‘heplots’ package 
(Friendly et al. 2022). We used t-tests to investigate differ-
ences in blubber MDA concentrations and PC scores (PCs 
1–3) for both Hsps and REs, considered separately at early 
and late lactation, and the PCs 1–3 of the absolute change 
in mRNA abundance of the GOIs during lactation between 
mothers that did and did not rear a pup in 2014 on the Isle 
of May, to explore whether blubber oxidative stress and/or 
mRNA abundance of the GOIs across lactation in 1 year was 
associated with apparent pupping success the following year.

Foraging and fasting differences in cellular defences 
and oxidative stress

It was not possible to capture the same individuals during 
both foraging and breeding. Samples from foraging seals 
were collected c. 400 km south of the breeding location. 
However, grey seals forage > 100 km from their haul out 
sites and move between haul out sites hundreds of kilometres 
apart (McConnell et al. 1999; Carter et al. 2022). Up to 60% 
of seals that feed predominantly in the region in which these 
foraging samples were taken breed in the region where these 
breeding samples were taken (Russell et al. 2013), suggest-
ing the samples broadly represent the same population of 
animals. We sought to establish whether fasting-lactating 
mothers or foraging (presumed pregnant) females experi-
enced higher defences and oxidative damage. We used PCA 
to investigate whether there was a difference in relative 
mRNA abundance of Hsps and REs, considered separately, 
between early lactation and foraging (presumed pregnant) 
females. Relative mRNA abundance of all GOIs (ΔCT) was 
 log10 transformed prior to the analyses to normalise the data. 
We also used t-tests to establish whether there was a differ-
ence in PC scores (PCs 1–3), mass or MDA concentrations 

between the two life history stages. Outliers in MDA were 
removed when values were > 2 SD from the mean.

Results

Female characteristics and maternal performance 
metrics

Mass (23.20% ± 4.71 (SD): paired t-test, df = 17, T = 20.52, 
p > 0.0001; n = 17) and axial girth (12.62% ± 4.42 (SD): 
paired t-test, df = 17, T = 11.43, p > 0.0001; n = 17) fell 
between early and late lactations (Table 2).

mRNA abundance of blubber cellular defences 
and lipid peroxidation during lactation

Relative mRNA abundance of HSP genes in maternal blub-
ber was mostly highly correlated with each other at both 
early and late lactations (rs > 0.60; Supp Mat Fig. 1a and b). 
At early lactation, Hsp70 and Hsp27 were weakly correlated 
(rs = 0.54; Supp Mat Fig. 1a). However, at late lactation, 
Hsp27 mRNA abundance was unrelated to that of all other 
Hsps (rs = 0.17–0.33; Supp Mat Fig. 1b). In addition, Hsp70 
and Hsc70 were unrelated at late lactation (rs = 0.16). In con-
trast, relative mRNA abundance of RE genes was weakly 
correlated or unrelated at early lactation (rs = 0.056–0.36; 
Supp Mat Fig. 1a), with the exception of GPx and SOD, 
which were highly correlated (rs = 0.72). At late lactation, 
abundance of RE genes became mostly highly correlated 
with each other (rs > 0.60; Supp Mat Fig. 1b). GPx mRNA 
abundance was weakly correlated with SOD (rs = 0.45) and 
Nox4 (rs = 0.38) and unrelated to GST (rs = 0.10). RE and 
Hsp mRNA abundance were generally either not correlated 
or weakly correlated at both early and late lactation. How-
ever, at late lactation, GST was moderately correlated with 
both Hsc70 and Hsp40 (rs =  − 0.49; − 0.51) and Nox4 with 
Hsp70 mRNA abundance (rs =  − 0.54; Supp Mat Fig. 1b).

Relative mRNA abundance of Nox4 was significantly 
lower during late lactation than early lactation (Fig. 1a; 
Table 3) when all females were considered. The difference 

Table 2  Range and mean ± SD of maternal mass and performance 
characteristics for female grey seals (n = 18) from the Isle of May 
2013. MPPM= maternal postpartum mass

Performance characteristic Range Mean ± SD

MPPM (kg) 169.6–269 198.40 ± 27.37
Lactation duration (days) 17–25 20.16 ± 2.01
Maternal mass loss rate (kg  day−1) 2.92–5.32 3.73 ± 0.59
Percentage maternal expenditure (%) 29.93–47.11 37.63 ± 4.22
Pup weaning mass (kg) 35.56–61.09 48.83 ± 7.55



557Fitness correlates of blubber oxidative stress and cellular defences in grey seals (Halichoerus…

1 3

was less pronounced when outliers were removed, but these 
females were not outliers for RE genes, suggesting a genuine 
reduction. Relative Hsc70 abundance increased from early 
to late lactation (Fig. 1b; Table 3) when the outlier females 
were removed, but not when all females were considered. 
Mothers showed no change in relative mRNA abundance 
of any of the other RE or HSP genes (paired t-test, p > 0.05; 
n = 17; Table 3).

At early lactation, PC1–3 accounted for 99.62% of the 
variance in relative mRNA abundance for all GOI combined, 
when all females were included and 98.77% when outliers 
were removed. PC1, which accounted for 96.49% of the vari-
ance, was explained by Hsc70 and Hsp90 when all females 
were included and was dominated by Hsc70 (accounting for 
93.34% of the variance) when outliers were removed (Supp 
Mat Table 1). PC2, which accounted for 2.29% and 3.52% of 
the variance, with and without outlier females respectively, 
was dominated by high transcript abundance of Hsc70 and 

low transcript abundance of Hsp90 when all females were 
considered, but with high transcript abundance of Hsp90 
when outliers were removed, showing a substantial influence 
of the small number of unusual females on PC2. In both 
cases, PC3 was dominated by Hsp70 (Supp Mat Table 1).

When Hsps and REs were considered separately, PC1–3 
Hsps accounted for 99.85% of the variance and PC1–3 REs 
accounted for 99.81%, with all females included. With outli-
ers removed, PC1–3 Hsps accounted for 99.53% and PC1–3 
REs 99.75% of the variance, in their respective PCAs.

In the PCA for Hsps at early lactation, the PCs were 
similar to that of the PCA for all GOI combined (Supp Mat 
Table 1). In the PCA for REs at early lactation, PC1 REs 
accounted for 61.89% and 53.04% of the variance with and 
without outliers, respectively. In both cases, GPx and CAT  
were almost equally dominant, CAT  becoming more so with 
the removal of outliers. PC2 REs accounted for 29.59% 
and 38.56% of the variance with and without outliers, 

Fig. 1  Change in relative 
mRNA abundance (calculated 
as ΔCT) of a Nox4 (n = 17; all 
females) and b Hsc70 (n = 14; 
outlier females removed) 
between early and late lactation 
in grey seal mothers. Boxes 
represent interquartile range 
(IQR), horizontal bar represents 
median, whiskers represent 1.5 
times IQR and points represent 
outliers. Asterisk indicates sig-
nificantly lower or higher values
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respectively, and was dominated by high GPx and low CAT  
abundance in each case; in contrast to PC1 REs, CAT  load-
ings were negative. GST strongly dominated PC3 REs with 
and without outlier females, accounting for 8.32% and 8.16% 
of the variance, respectively.

Variance accounted for by (%) and loadings of PCs for 
the GOIs at late lactation PCA and absolute change in rela-
tive mRNA abundance of GOIs (from early to late lactation) 
PCA (PCs labelled as ∆Hsps and ∆REs) are reported in 
Supp Mat Tables 2a and b and 3a and b.

There were no associations between PC1 Hsps and PC1 
REs at early lactation or PC1 ∆Hsps or PC1 ∆REs and mass 
of mothers at early lactation or absolute change in mass 
across the lactation period (GLM: p > 0.05).

MDA concentration did not differ between early 
(0.072 ± 0.024; n = 15) and late lactation (0.066 ± 0.022; 
n = 13; paired t-test, df = 13, T = 0.61, p = 0.55). MDA was 
not associated with initial body mass in GLM or correlated 
with PCs 1–3 of GOI mRNA abundance at early or late lac-
tation (r = 0.07–0.34; GLM: p > 0.05).

Relationship between blubber cellular defences, 
lipid peroxidation and performance

Model AICc weights are reported in Table 4. For each per-
formance metric, the AICc weight of the best model was 
≈ double the weight of the next-ranked model. All lac-
tating-fasting mothers were included in the analyses. The 
rate of maternal mass loss was positively related to MPPM 
(Table 4). Other variables did not improve the model. Lacta-
tion duration was positively related to PC2 for Hsps and PC2 
for REs at early lactation (Table 4; Supp Mat Table 1), such 
that females with higher initial blubber Hsc70 and GPx and 
lower Hsp90 and CAT  expression undertook longer lacta-
tion periods. Maternal mass transfer efficiency was posi-
tively related to lactation duration and negatively related to 
PC2 REs at early lactation, such that, given the effect of 
longer suckling periods, mothers with higher initial blub-
ber GPx and lower CAT  expression were less efficient at 
transferring mass to their pups. Pup mass gain rate was posi-
tively related to both maternal mass loss rate and maternal 

Table 3  Paired t test output 
for the change in each GOI 
from early to late lactation for 
all females (left; df = 16) and 
when the outliers for extreme 
Hsp values (5B, 6L and 0H) 
were removed (right; df = 13). 
Significant changes during 
lactation are highlighted in bold

GOI All females Outliers removed

Direction T p Direction T p

Hsp70 - 1.35 0.196 - 0.14 0.894
Hsc70 - 1.58 0.135 ↑ 2.41 0.031
Hsp90 - 0.26 0.795 - 0.37 0.721
Hsp40 - 1.37 0.190 - 1.57 0.141
Hsp27 - 0.36 0.726 - 0.91 0.378
GPx - 1.45 0.166 - 1.30 0.218
CAT - 0.28 0.780 - 0.57 0.577
SOD - 0.10 0.923 - 0.77 0.455
GST - 0.32 0.753 - 0.33 0.746
Nox4 ↓ 2.59 0.020 - 2.12 0.053

Table 4  Model output for linear models (LMs) using principle com-
ponent (PC) scores of normalised gene expression of redox enzymes 
(REs)  and Hsps at early lactation and appropriate maternal perfor-

mance metrics to explain variability in rate of mass loss, lactation 
duration, pup weaning mass, pup mass gain rate and maternal mass 
transfer efficiency in grey seals

Performance metric Covariate Parameter estimate T value p value Partial eta 
squared (η2

p)
AICc weight

Maternal rate of mass loss (kg  day−1) MPPM 0.012 2.76 0.015 0.35 0.182
Lactation duration (days) PC2 Hsps 3.76 2.62 0.021 0.35 0.212

PC2 REs 18.24 2.28 0.041 0.28
Pup weaning mass (kg) PC2 REs  − 50.29  − 2.28 0.042 0.30 0.247

Lactation duration 2.87 4.73  < 0.001 0.65
Maternal rate of mass loss 7.05 3.66 0.003 0.53

Pup mass gain rate (kg  day−1) Maternal rate of mass loss 0.41 3.29  < 0.001 0.47 0.198
Efficiency of mass transfer (%) 0.016 2.84 0.015 0.40
PC3 REs  − 7.90  − 2.21 0.047 0.29

Maternal mass transfer efficiency (%) Lactation duration 3.46 2.72 0.017 0.36 0.351
PC2 REs  − 208.80  − 4.37  < 0.001 0.59
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efficiency of transfer, as expected. In addition, it was nega-
tively associated with PC3 REs at early lactation (Supp Mat 
Table 1), such that pups of mothers with higher initial blub-
ber GST expression gained mass more slowly. Pup weaning 
mass was positively related to lactation duration and had a 
negative relationship with PC2 REs at early lactation (Supp 
Mat Table 1), suggesting that, once lactation duration was 
accounted for, mothers with higher initial blubber expression 
of GPx and lower CAT  produced smaller pups.

MDA concentration (Student’s t-test, df = 10, T = 1.25, 
p = 0.12; n (pupped 2013 only) = 9; n (pupped 2013 and 
2014) = 9) and the PC (1–3) scores of Hsps and REs at early 
and late lactation and absolute change in GOIs (Student’s 
t-tests, p > 0.05; n (pupped 2013 only) = 9; n (pupped 2013 
and 2014) = 8) did not differ between mothers that were only 
observed to pup in 2013 and those that also produced a pup 
in the following year on the Isle of May.

Comparison between foraging and lactating‑fasting 
females

Foraging female body mass was 117.4 ± 16.3  kg 
(SD; range = 80.8  kg to 150.4  kg) and axial girth was 
128.8 ± 6.2 cm (SD: range = 127–141 cm). Early lactation 
mothers were significantly heavier (Student’s t-test, df = 29, 
T = 6.92, p < 0.001; n (lactating) = 17; n (foraging) = 13) 
and had greater girth (Student’s t-test, df = 29, T = 5.99, 
p < 0.0001; n (lactating) = 18; n (foraging) = 13) than forag-
ing conspecifics.

During foraging (and thus presumed pregnancy), blubber 
relative mRNA abundance of Hsc70 was highly correlated 
with Hsp90, Hsp40, GPx and CAT  (rs > 0.60; Supp Mat 
Fig. 2). Hsp90 was strongly correlated with Hsp40 (rs = 0.63) 
and Hsp27 (rs = 0.70), and Hsp40 was very strongly related 
to CAT  mRNA abundance (rs =  − 0.94). Relative mRNA 
abundance of RE genes was either not correlated or weakly 
correlated (rs = 0.003–0.49; Supp Mat Fig. 2). Hsp70, SOD, 
GST and Nox4 were weakly correlated with all other GOIs 
during foraging (rs =  − 0.004 to 0.49; Supp Mat Fig. 2).

PC (1–2) scores of lactating-fasting mothers clustered 
very differently from the foraging (presumed pregnant) 
females, for both Hsps and REs (Fig. 2 a and b). PC1 Hsps, 
which accounted for 70.94% of the variance, was mostly 
dominated by  log10 Hsp90 and  log10 Hsp27, which contrib-
uted almost equally to PC1 (Supp Mat Table 4). PC1 Hsps 
scores were significantly lower in lactating-fasting mothers, 
suggesting higher mRNA abundance of  log10 Hsp90 and 
 log10 Hsp27 in foraging females (t-test: p < 0.05; Fig. 2a). 
PC2 Hsps, which accounted for 16.09% of the variance, was 
dominated by  log10 Hsp70 (Supp Mat Table 4). There was 
no difference in PC2 Hsps scores (t-test: p > 0.05), which 
were generally low (Fig. 2a), between foraging females and 

fasting-lactating mothers, suggesting  log10 Hsp70 did not 
differ between the reproductive states.

An initial screening of the relative RE mRNA abundance 
indicated that, when considered individually, all REs were 
lower in blubber of foraging (presumed pregnant) females, 
compared to lactating-fasting mothers (Supp Mat Fig. 3). 
This was supported by the PCA, as all foraging (presumed 
pregnant) individuals were negatively associated with PC1 
REs. PC1 REs, which accounted for 84.70% of the variance, 
were dominated by  log10 GPx (Supp Mat Table 2). All rela-
tive RE mRNA abundance PC1 scores were significantly 
lower in foraging females, compared to lactating-fasting 
mothers (t-test: p < 0.05; Fig.  2b), suggesting a higher 
mRNA abundance of GPx in breeding individuals. PC2 REs, 
which accounted for 8.01% of the variance, were dominated 
by  log10 GST mRNA abundance (Supp Mat Table 2). There 
was no significant difference in PC2 REs scores between 
females during foraging (t-test: p > 0.05) and lactating-fast-
ing mothers (t-test: p > 0.05).

Foraging females had significantly lower blubber MDA 
than lactating-fasting mothers (t-test, df = 26, T = 5.76, 
p < 0.0001; n (lactating-fasting mothers) = 16; n (foraging 
(presumed pregnant)) = 12; Fig. 3).

Discussion

Most mammals increase food intake and absorption effi-
ciency during lactation to support increased energetic costs 
(Cripps and Williams 1975), but may still experience caloric 
deficit, resulting in resource limitation (Prentice and Prentice 
1988). Under such circumstances, allocation of resources to 
cellular defences is predicted to be lower and oxidative dam-
age greater (Costantini 2008; Garrett et al. 2011; Speakman 
et al. 2015; Al Jothery et al. 2016). Our data from capital 
breeding grey seals, which naturally accrue substantial fat 
depots prior to breeding, but may nevertheless experience 
resource limitation during lactation, appear to support this 
hypothesis. The pattern of expression of a number of genes 
associated with cellular defences was substantially differ-
ent, with redox enzyme expression lower and levels of one 
marker of lipid peroxidation higher in blubber from fasting, 
lactating mothers compared to presumed pregnant, foraging 
females. Lactation duration was positively associated with 
expression of a number of cellular defence genes, particu-
larly high abundance of the antioxidant enzyme GPx but low 
abundance of CAT . We suggest that maternal cellular stress 
in blubber may influence lactation duration, pup mass gain 
and maternal mass transfer efficiency. The ability to mount 
effective cellular defences in blubber may mitigate against 
impacts of oxidative stress on lactation duration, but main-
taining antioxidant defences could impede maternal transfer 
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efficiency with consequences for maternal performance and, 
potentially, pup mass and survival. Understanding the role of 
cellular stress in lactation strategy and young-rearing perfor-
mance has wider relevance to other species that are likely to 
experience similar trade-offs because they fast during highly 
energy demanding activities, such as migration and/or pro-
visioning of young. It is also important to establish whether 
additional, environmental sources of stress may compound 
existing trade-offs, with fitness consequences for mothers or 
offspring, in an increasingly exploited, polluted and warm-
ing environment.

Relative abundance of cellular defence mRNA 
and lipid peroxidation during lactation

Larger mothers did not have greater defences: body mass 
at the start of lactation was not associated with higher 
investment in blubber molecular chaperones and oxida-
tive defences, which does not support the predictions of 
the life-history-oxidative stress theory. This highlights 

the need to understand the functional consequences of 
increased blubber expression of the GOI measured here, 
which may change for reasons other than cellular stress. 
The increase in blubber abundance of Hsc70 mRNA during 
lactation in most females suggest allocation to production 
of chaperones typically occurs as fasting progresses. How-
ever, some females did not experience the Hsc70 increase. 
The observed changes in Hsc70 mRNA abundance over 
lactation, differences in Hsp profiles between females and 
differences between pregnancy and lactation may be more 
functionally relevant for sex steroid and glucocorticoid sig-
nalling than cellular stress (Pratt and Toft 2003; Razandi 
et al. 2010; Li et al. 2018).

Blubber Nox4 was downregulated from early to late 
lactation, which should reduce RS production (Lam-
beth 2004), but oxidative damage, inferred from stable 
MDA concentration, was not ameliorated. Instead, since 
Nox4 is a hallmark of adipocyte differentiation (Mouche 
et al. 2007; Schröder et al. 2009), the fall in its mRNA 
abundance in late lactation could indicate fewer mitotic 

Fig. 2  Principle component 
(PC) scores of relative mRNA 
abundance (calculated as ΔCT) 
of a Hsps and b REs in female 
grey seals at early lactation 
(black, open circle; lactating-
fasting mothers; n = 17) and 
during the summer foraging 
period (blue, closed triangle; 
foraging (presumed pregnant) 
females; n = 13). All females 
were included. Percentage of 
total variance explained by the 
two principal components is 
indicated (%)
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pre-adipocytes relative to mature adipocytes. Lower 
Nox4 in late lactation may also reflect decreased insulin 
sensitivity (Mahadev et al. 2004), which occurs in fast-
ing, lactating elephant seals (Fowler et al. 2008). Meas-
urements of RE activity and proteins involved in cellular 
defences would help to confirm the functional conse-
quences of our gene expression data for cellular stress, 
but we had insufficient tissue to perform these assays.

The lack of change in relative mRNA abundance of the 
other HSPs and REs or in MDA levels during lactation, 
despite radical changes in body mass and axial girth, 
is similar to the maintenance of oxidative status dur-
ing fasting in other capital breeders (Colominas-Ciuró 
et al. 2017), including female elephant seals (Sharick 
et al. 2015) and may indicate grey seal mothers do not 
experience increasing blubber oxidative or proteotoxic 
stress over the lactation fast. Hsc70, Hsp90, GPx, CAT  
and GST explained the majority of the variation in the 
mRNA abundance data in maternal blubber and could 
therefore be considered useful transcript-level cellular 
defence markers during lactation. However, our data 
reflect only a small selection of cellular defence genes 
and no specific proteotoxic stress markers. A wider suite 
of oxidative stress markers, such as protein carbonylation 
and other lipid peroxidation measures, would allow this 
hypothesis to be tested further, which would require more 
tissue than was obtained for this study.

Performance during lactation is associated 
with blubber cellular defence status

Grey seal mothers appear to trade off pup-rearing against 
blubber cellular defences and redox status. Animals with 
higher mRNA abundance of Hsc70 and lower Hsp90 and 
higher GPx and lower CAT  sustained a longer lactation, per-
haps through mitigating blubber proteotoxic and oxidative 
stress. However, those with higher GPx and lower CAT  also 
had lower mass transfer efficiency and produced pups with 
lower weaning mass. Additionally, pups of mothers with 
high GST mRNA abundance gained mass more slowly. We 
speculate that blubber cellular stress could modulate lacta-
tion duration or maternal investment capacity in these ani-
mals, which may limit ongoing damage to balance current 
and future reproductive fitness. It would be informative to 
explore other stress markers, examine whether proteotoxic 
and oxidative stress occurs in other tissues and has a similar 
association with lactation duration or maternal transfer effi-
ciency and pup weaning mass. It is possible that other tis-
sues, such as brain, are better protected, as observed in other 
species in which cellular defence investment and oxidative 
damage are tissue specific (Zhao et al. 2015). The role of 
RS in lipolysis may make blubber particularly vulnerable 
to oxidative stress during lactation (Krawczyk et al. 2012; 
Abou-Rjeileh and Contreras 2021).

Pup weaning mass, a key driver of first year survival in 
grey seals (Hall et al. 2001), was strongly positively related 
to lactation duration and maternal mass loss rate. Females 
that maintained high constitutive Hsps and GPx and low 
CAT  were also able to undertake a longer lactation, suggest-
ing an important link between defences and maternal per-
formance. However, transfer efficiency was reduced in those 
with high GPx and low CAT , suggesting a trade-off between 
investment in pup rearing and in antioxidant defences. This 
needs to be confirmed by exploration of other oxidative 
stress markers and measurement of protein levels and activ-
ity of antioxidant enzymes. Higher maternal cellular stress 
in blubber may impact pup weaning mass, with potential 
consequences for first-year survival, if it can shorten lacta-
tion duration and/ or slow pup mass gain rate or transfer effi-
ciency. Environmental stressors that exacerbate this cellular 
stress may thus have survival consequences for offspring.

There was no evidence that mothers with higher levels of 
MDA or cellular defence genes experienced reduced pup-
ping success in the following year. Higher levels of MDA or 
differential investment in blubber cellular defences seen here 
therefore cannot explain why females often ‘skip’ breeding 
years (Pomeroy et al. 1999). While short-term cellular stress 
in key tissues could constrain behavioural choices in lactat-
ing mothers within one breeding season, lipid peroxidation 
is reversible (Sevanian et al. 1983; Fisher et al. 2018) such 
that transient oxidative stress in blubber associated with a 

Fig. 3  Difference in MDA concentrations (nmol µL−1) between forag-
ing (presumed pregnant; n = 12) and lactating-fasting (n = 16) female 
grey seals. Boxes represent interquartile range (IQR), horizontal bar 
represents median, whiskers represent 1.5 times IQR and points rep-
resent outliers. Asterisk indicates significantly different values (t-test; 
p < 0.05)
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single reproduction event does not appear to compromise 
adult female fitness in a future year, similar to findings in 
other animals (Pap et al. 2018). However, we cannot elimi-
nate the possibility that cumulative stress or damage over 
many years hastens reproductive senescence or impacts 
on successful pup rearing rather than on pup production in 
future years. Additional markers of oxidative stress along 
with indicators of biological versus chronological age and 
repeat sampling from the same individuals in successive 
years to examine pupping and rearing to weaning would help 
examine this hypothesis.

Comparison between foraging and lactating‑fasting 
females

The current findings compare lactation with pregnancy 
because it is likely that most of the foraging females here 
were pregnant adults, based on nose-tail length and age at 
recruitment and fecundity estimates (Thomas et al. 2019). 
Indeed, three of the foraging females were observed with 
pups during the following breeding season. Foraging females 
had significantly lower relative RE mRNA abundance and 
MDA levels in blubber compared to lactating individuals. 
We cannot rule out that this difference is a result of fat-
ter animals experiencing greater lipid peroxidation (Pérez-
Rodríguez et al. 2015) because we were unable to correct 
for lipid content of the blubber tissue. However, if changes 
in MDA levels were purely a result of greater lipid supply, 
we would expect that larger mothers at the start of lacta-
tion would have higher MDA and that MDA levels would 
fall during fasting as animals lost condition, which did not 
occur. Female grey seals may thus be more vulnerable to 
blubber oxidative damage during the lactation fast than they 
are while pregnant and foraging, despite greater investment 
in RE during the lactation fast. Higher oxidative stress dur-
ing young rearing is similar to findings in some other ver-
tebrates (Alonso-Alvarez et al. 2004; Wiersma et al. 2004; 
Sawecki et al. 2019), but contrasts with greater oxidative 
imbalance during incubation than chick rearing in penguins 
(Colominas-Ciuró et al. 2017). Higher RE transcript abun-
dance and MDA levels in the fatter and heavier females at 
early lactation compared to pregnant foraging females could 
reflect greater cellular stress in blubber that has larger adi-
pocytes, and perhaps reduced vascularity, and thus slower 
oxygen delivery, compared to the foraging animals, which 
were smaller. Blubber  pO2 in juvenile grey seals is within 
the normal range for WAT seen in other mammals, but 
inversely related to body fatness and tends to decrease as 
animals gain weight (Oller et al. 2021). Adult females are 
likely to be fatter than juveniles and may have less blubber 
vasculature, since they are no longer actively growing, and 
may thus experience lower  pO2. Our data are also consistent 
with induction of oxidant production at the onset of fasting 

and/ or lactation (Sorensen et al. 2006; Garrett et al. 2011; 
Sharick et al. 2015; Al Jothery et al. 2016) when the need 
for RS to maintain lipolysis may be required. The increase 
in cellular defences and oxidative stress must have occurred 
either late in the foraging period, or before day 6 of lactation, 
consistent with rapid increases in milk production and fat 
content (Mellish et al. 1999), since we observed no changes 
between early and late lactation.

Higher relative Hsp abundance in foraging females 
may reflect the ability to allocate more resource to cellular 
defence during feeding. Greater proteotoxic stress and HSP 
induction could also arise as a result of fat expansion and 
associated inflammation (Grimsrud et al. 2007). Although 
other seal species seem able to avoid or minimise inflam-
mation (Vázquez-Medina et al. 2010, 2011; Martinez et al. 
2018), animals are rarely sampled to examine these markers 
during feeding phases of their life history. Hsp90 involve-
ment in sterol regulatory element-binding protein regulation 
(SREBPs; Kuan et al. 2017), regulation of steroid receptors 
by Hsps (Pratt and Toft 2003; Razandi et al. 2010; Li et al. 
2018) or chaperoning of newly synthesised proteins during 
adipogenesis (Pechan 1991) may also explain the observed 
higher levels in foraging versus fasting individuals. Alter-
natively, Hsp and RE expression changes may be linked to 
fluctuating contaminant levels in blubber during weight gain 
and loss (Louis et al. 2014).

Conclusion

Grey seal mothers appear to experience greater blubber 
oxidative damage to lipids during their lactation fast com-
pared with levels seen during foraging when animals are 
fattening and presumed to be pregnant. These data suggest 
female grey seals prioritise pup-rearing at the expense of 
maintenance of adequate blubber cellular defences, despite 
higher expression of antioxidant genes during the lactation 
fast than when foraging. In turn, greater mRNA abundance 
of constitutive Hsps and GPx and lower CAT  are associated 
with longer lactation. Females may trade off antioxidant 
gene expression against mass transfer efficiency to pup, but 
compensate, if possible, by extending lactation.

These data thus support the life-history-oxidative stress 
theory and suggest cellular stress in blubber could influence 
lactation strategy in capital breeders. This suggestion can be 
explored further by investigating other tissues, a wider suite of 
markers of both oxidative and proteotoxic stress, measures of 
enzyme activity and protein levels of key cellular defences as 
well as fat content and other contributors to local cellular stress 
in blubber, such as oxygen levels and contaminant concentra-
tions. Our findings highlight the need to examine multiple life 
history stages to interpret stress markers and demonstrate that 
lactation during resource limitation is a period of heightened 
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vulnerability, even for species that accrue resource prior to 
breeding. Understanding cellular stress constraints on key life 
history decisions is of particular importance for individuals, 
populations and species that fast during energetically demand-
ing life stages and are exposed to additional natural or anthro-
pogenic stressors in the wild, such as high pollutant loads and 
rapid climate change.

Supplementary Information The online version contains supplemen-
tary material available at https:// doi. org/ 10. 1007/ s12192- 023- 01332-1.

Acknowledgements We would like to thank NatureScot for the permit 
to work on the Isle of May National Nature Reserve and Marine Scot-
land and the Marine Management Organisation for the permissions to 
undertake the fieldwork. We would also like to thank Mr Matt Bivins 
and all the field teams involved in the logistics and collection of the 
samples, without whom none of this work would be possible. We are 
grateful to Dr Manuela Truebano Garcia for her valuable guidance on 
molecular work.

Author contribution KAB conceived the study and provided advice 
on data and sample collection and analysis; HCA, KAB and SEWM 
designed the study using the framework of long-term grey seal work 
curated by PP; DJFR provided samples from Blakeney and Donna 
Nook; HCA and SEWM performed field work; HCA performed labora-
tory work; HCA, DJFR and KAB performed statistical analyses; KAB 
and HCA drafted the manuscript. All authors read, contributed to and 
approved the final draft.

Funding HCA was supported by a studentship funded by Plymouth 
University School of Marine Science and Engineering. The breeding 
season field work was supported by Natural Environment Research 
Council (NERC) National Capability Funding to SMRU (NE/
R015007/1). The field work in Blakeney and Donna Nook was sup-
ported by funding to DJFR from UK Department of Business, Energy 
and Industrial Strategy (formerly DECC) as part of their Offshore 
Energy Strategic Environmental Assessment programme (OESEA-
14–47) and was conducted with permission from Natural England and 
facilitated by National Trust and Lincolnshire Wildlife Trust.

Data availability These data are available through Figshare (current 
private link for review: https:// figsh are. com/s/ 8d2cd d0b57 4a7e2 c205a).

Declarations 

Disclaimer The sponsors and funders had no part in the design, execu-
tion, analysis or writing of the study.

Competing interests The authors declare no competing interests.

Open Access This article is licensed under a Creative Commons Attri-
bution 4.0 International License, which permits use, sharing, adapta-
tion, distribution and reproduction in any medium or format, as long 
as you give appropriate credit to the original author(s) and the source, 
provide a link to the Creative Commons licence, and indicate if changes 
were made. The images or other third party material in this article are 
included in the article's Creative Commons licence, unless indicated 
otherwise in a credit line to the material. If material is not included in 
the article's Creative Commons licence and your intended use is not 
permitted by statutory regulation or exceeds the permitted use, you will 
need to obtain permission directly from the copyright holder. To view a 
copy of this licence, visit http:// creat iveco mmons. org/ licen ses/ by/4. 0/.

References

Abou-Rjeileh U, Contreras GA (2021) Redox regulation of lipid mobi-
lization in adipose tissues. Antioxidants 10:1090. https:// doi. org/ 
10. 3390/ antio x1007 1090

Al Jothery AH, Vaanholt LM, Mody N, Arnous A, Lykkesfeldt J, 
Bünger L, Hill WG, Mitchel SE, Allison DB, Speakman JR 
(2016) Oxidative costs of reproduction in mouse strains selected 
for different levels of food intake and which differ in reproduc-
tive performance. Sci Rep 6:36353. https:// doi. org/ 10. 1038/ srep3 
6353

Alonso-Alvarez C, Bertrand S, Devevey G, Prost J, Faivre B, Sorci 
G (2004) Increased susceptibility to oxidative stress as a proxi-
mate cost of reproduction. Ecol Lett 7:363–368. https:// doi. org/ 
10. 1111/j. 1461- 0248. 2004. 00594.x

Andersen CL, Jensen JL, Ørntoft TF (2004) Normalisation of real-time 
quantitative reverse transcription-PCR data: a model-based vari-
ance estimation approach to identify genes suited for normalisa-
tion, applied to bladder and colon cancer data sets. Cancer Res 
64:5245–5250. https:// doi. org/ 10. 1158/ 0008- 5472. CAN- 04- 0496

Atkinson SN, Ramsay MA (1995) The effects of prolonged fasting of 
the body composition and reproductive success of female polar 
bears (Ursus maritimus). Funct Ecol 9:559–567. https:// doi. org/ 
10. 2307/ 23901 45

Baker JR, Fedak MA, Anderson SS, Arnbom T, Baker R (1990) Use 
of a tiletamine-zolazepam mixture to immobilise wild grey seals 
and southern elephant seals. Vet Rec 126:75–77. https:// doi. org/ 
10. 1136/ vr. 126.4. 75

Barton K (2018) MuMIn: multi-model inference. R Package version 
1.42.1. https:// cran.r- proje ct. org/ packa ge= MuMIn

Beineke A, Siebert U, van Elk N, Baumgartner W (2004) Develop-
ment of a lymphocytetransformation-assay for peripheral blood 
lymphocytes of the harbour porpoise and detection of cytokines 
using the reverse-transcription polymerase chain reaction. Vet 
Immunol Immunopathol 98:59–68. https:// doi. org/ 10. 1016/j. 
vetimm. 2003. 10. 002

Bennett KA, MacMillan IS, Hammill M, Currie S (2014) HSP70 abun-
dance and antioxidant capacity in feeding and fasting gray seal 
pups: suckling is associated with higher levels of key cellular 
defences. Physiol Biochem Zool 87:663–676. https:// doi. org/ 10. 
1086/ 676935

Bennett KA, Robinson KJ, Moss SEW, Millward S, Hall AJ (2017) 
Using blubber explants to investigate adipose function in grey 
seals: glycolytic, lipolytic and gene expression responses to 
glucose and hydrocortisone. Sci Rep 7:7731. https:// doi. org/ 10. 
1038/ s41598- 017- 06037-x

Bergeron P, Careau V, Humphries MM, Reale D, Speakman JR, Garant 
D (2011) The energetic and oxidative costs of reproduction in a 
free-ranging rodent. Funct Ecol 25:1063–1071. https:// doi. org/ 
10. 1111/j. 1365- 2435. 2011. 01868.x

Blas J, Bortolotti GR, Tella JL, Baos R, Marchant TA (2007) Stress 
response during development predicts fitness in a wild, long-
lived vertebrate. Proc Natl Acad Sci USA 104:8880–8884. 
https:// doi. org/ 10. 1073/ pnas. 07002 32104

Borras C, Gambini J, Viña J (2007) Mitochondrial oxidant generation 
is involved in determining why females live longer than males. 
Front Biosci 12:1008–1013. https:// doi. org/ 10. 2741/ 2120

Carter MID, Boehme L, Cronin MA, Duck CD, Grecian WJ, Hastie 
GD, Jessopp M, Matthiopoulos J, McConnell BJ, Miller DL, 
Morris CD, Moss SEW, Thompson D, Thompson PM, Russell 
DJF (2022) Sympatric seals, satellite tracking and protected 
areas: habitat-based distribution estimates for conservation and 
management. Front Mar Sci 9:875869. https:// doi. org/ 10. 3389/ 
fmars. 2022. 875869

https://doi.org/10.1007/s12192-023-01332-1
https://figshare.com/s/8d2cdd0b574a7e2c205a
http://creativecommons.org/licenses/by/4.0/
https://doi.org/10.3390/antiox10071090
https://doi.org/10.3390/antiox10071090
https://doi.org/10.1038/srep36353
https://doi.org/10.1038/srep36353
https://doi.org/10.1111/j.1461-0248.2004.00594.x
https://doi.org/10.1111/j.1461-0248.2004.00594.x
https://doi.org/10.1158/0008-5472.CAN-04-0496
https://doi.org/10.2307/2390145
https://doi.org/10.2307/2390145
https://doi.org/10.1136/vr.126.4.75
https://doi.org/10.1136/vr.126.4.75
https://cran.r-project.org/package=MuMIn
https://doi.org/10.1016/j.vetimm.2003.10.002
https://doi.org/10.1016/j.vetimm.2003.10.002
https://doi.org/10.1086/676935
https://doi.org/10.1086/676935
https://doi.org/10.1038/s41598-017-06037-x
https://doi.org/10.1038/s41598-017-06037-x
https://doi.org/10.1111/j.1365-2435.2011.01868.x
https://doi.org/10.1111/j.1365-2435.2011.01868.x
https://doi.org/10.1073/pnas.0700232104
https://doi.org/10.2741/2120
https://doi.org/10.3389/fmars.2022.875869
https://doi.org/10.3389/fmars.2022.875869


564 H. C. Armstrong et al.

1 3

Colominas-Ciuró R, Bertellotti M, Carabajal E, D’Amico VL, Barbosa 
A (2017) Incubation increases oxidative imbalance compared 
to chick rearing in a seabird, the Magellanic penguin (Sphenis-
cus magellanicus). Mar Biol 164:99. https:// doi. org/ 10. 1007/ 
s00227- 017- 3139-4

Costantini D (2008) Oxidative stress in ecology and evolution: lessons 
from avian studies. Ecol Lett 11:1238–1251. https:// doi. org/ 10. 
1111/j. 1461- 0248. 2008. 01246.x

Cripps AW, Williams VJ (1975) The effect of pregnancy and lactation 
on food intake, gastrointestinal anatomy and absorptive capac-
ity of the small intestine in the albino rat. Br J Nutr 33:17–32. 
https:// doi. org/ 10. 1079/ bjn19 750005

Crocker DE, Williams JD, Costa DP, Le Boeuf BJ (2001) Maternal 
traits and reproductive effort in northern elephant seals. Ecol 
82:3541–3555. https:// doi. org/ 10. 1890/ 0012- 9658(2001) 
082[3541: MTAREI] 2.0. CO;2

Di Naso FC, Porto RR, Fillmann HS, Maggioni L, Padoin AV, Ramos 
RJ, Mottin CC, Bittencourt A, Marroni NAP, de Bittencourt PIH 
(2015) Obesity depresses the anti-inflammatory HSP70 pathway, 
contributing to NAFLD progression. Obes 23:120–129. https:// 
doi. org/ 10. 1002/ oby. 20919

Ehrenfried JA, Evers BM, Chu KU, Townsend CM Jr, Thompson JC 
(1996) Caloric restriction increases the expression of heat shock 
protein in the gut. Ann Surg 223:592–599. https:// doi. org/ 10. 
1097/ 00000 658- 19960 5000- 00015

Eikenaar C, Jonsson J, Fritzsch A, Wang HL, Isaksson C (2016) Migra-
tory refueling affects non-enzymatic antioxidant capacity, but 
does not increase lipid peroxidation. Physiol Behav 158:26–32. 
https:// doi. org/ 10. 1016/j. physb eh. 2016. 02. 033

Eikenaar C, Hegemann A, Packmor F, Kleudgen I, Isaksson C (2020a) 
Not just fuel: energy stores are correlated with immune func-
tion and oxidative damage in a long-distance migrant. Curr Zool 
66:21–28. https:// doi. org/ 10. 1093/ cz/ zoz009

Eikenaar C, Winslott E, Hessler S, Isaksson C (2020b) Oxidative dam-
age to lipids is rapidly reduced during migratory stopovers. Funct 
Ecol 34:1215–1224. https:// doi. org/ 10. 1111/ 1365- 2435. 13540

Ensminger DC, Salvador-Pascual A, Arango BG, Allen KN, Vazquez-
Medina JP (2021) Fasting ameliorates oxidative stress: a review 
of physiological strategies across life history events in wild 
vertebrates. Comp Biochem Physiol A Mol Integr Physiol 
256:110929. https:// doi. org/ 10. 1016/j. cbpa. 2021. 110929

Fedak MA, Anderson SS (1982) The energetics of lactation: accurate 
measurements from a large wild mammal, the Grey seal (Hali-
choerus grypus). J Zool 198:473–479. https:// doi. org/ 10. 1111/ 
jzo. 1982. 198.4. 473

Feder ME, Hofmann GE (1999) Heat-Shock Proteins, Molecular Chap-
erones and the Stress Response: Evolutionary and Ecological 
Physiology. Annu Rev Physiol 61:243–282. https:// doi. org/ 10. 
1146/ annur ev. physi ol. 61.1. 243

Feder ME, Cartaño NV, Milos L, Krebs RA, Lindquist SL (1996) Effect 
of engineering Hsp70 copy number on Hsp70 expression and 
tolerance of ecologically relevant heat shock in larvae and pupae 
of Drosophila melanogaster. J Exp Biol 199:1837–1844. https:// 
doi. org/ 10. 1242/ jeb. 199.8. 1837

Fisher AB, Vasquez-Medina JP, Dodia C, Sorokina EM, Tao J-Q, Fein-
stein SI (2018) Peroxiredoxin 6 phospholipid hydroperoxidase 
activity in the repair of peroxidized cell membranes. Redox Biol 
14:41–46. https:// doi. org/ 10. 1016/j. redox. 2017. 08. 008

Fowler MA, Champagne CD, Houser DS, Crocker DE (2008) Hormo-
nal regulation of glucose clearance in lactating northern elephant 
seals (Mirounga angustirostris). J Exp Biol 211:2943–2949. 
https:// doi. org/ 10. 1242/ jeb. 018176

Fox J, Weisberg S (2019) An R companion to applied regression, Third 
edition. Sage, Thousand Oaks CA. https:// socia lscie nces. mcmas 
ter. ca/ jfox/ Books/ Compa nion/

Friendly M, Fox J, Monette G (2022) heplots: visualizing tests in multi-
variate linear models. R package version 1.4–2. https:// CRAN.R- 
proje ct. org/ packa ge= heplo ts

Fulda S, Gorman AM, Hori O, Samali A (2010) Cellular stress 
responses: cell survival and cell death. Int J Cell Biol 
2010:214074. https:// doi. org/ 10. 1155/ 2010/ 214074

Furukawa S, Fujita T, Shimabukuro M, Iwaki M, Yamada Y, Naka-
jima Y, Nakayama O, Makishima M, Matsuda M, Shimomura 
I (2004) Increased oxidative stress in obesity and its impact on 
metabolic syndrome. J Clin Invest 114:1752–1761. https:// doi. 
org/ 10. 1172/ JCI21 625

Garrett M, Vasilaki A, Stockley P, McArdle F, Hurst JM, JL, (2011) Is 
oxidative stress a physiological cost of reproduction? An experi-
mental test in house mice. Proc r Soc b: Biol Sci 278:1098–1106. 
https:// doi. org/ 10. 1098/ rspb. 2010. 1818

Goossens GH, Blaak EE (2012) Adipose tissue oxygen tension impli-
cations for chronic metabolic and inflammatory diseases. Curr 
Opin Clin Nutr Metab Care 15:539–546. https:// doi. org/ 10. 1097/ 
MCO. 0b013 e3283 58fa8

Grimsrud PA, Picklo MJ, Griffin TJ, Bernlohr DA (2007) Carbonyla-
tion of adipose proteins in obesity and insulin resistance - identi-
fication of adipocyte fatty acid-binding protein as a cellular target 
of 4-hydroxynonenal. Mol Cell Proteomics 6:624–637. https:// 
doi. org/ 10. 1074/ mcp. M6001 20- MCP200

Hall AJ, McConnell BJ, Barker RJ (2001) Factors affecting first-year 
survival in grey seals and their implications for life history strat-
egy. J Anim Ecol 70:138–149. https:// doi. org/ 10. 1111/j. 1365- 
2656. 2001. 00468.x

Hancock JT, Desikan R, Neill SJ (2001) Role of reactive oxygen spe-
cies in cell signalling pathways. Biochem Soc Trans 29:345–349. 
https:// doi. org/ 10. 1042/ 0300- 5127: 02903 45

Hanson N, Smout S, Moss S, Pomeroy P (2019) Colony-specific dif-
ferences in decadal longitudinal body composition of a capital-
breeding marine top predator. Aquat Conserv, Mar Freshw Eco-
syst 29(S1):131–143. https:// doi. org/ 10. 1002/ aqc. 3093

Heydari AR, You S, Takahashi R, Gutsmann A, Sarge KD, Richardson 
A (1996) Effect of calorific restriction on the expression of heat 
shock protein 70 and the activation of heat shock transcription 
factor 1. Dev Genet 18:114–124. https:// doi. org/ 10. 1002/ (SICI) 
1520- 6408(1996) 18: 2< 114:: AID- DVG4>3. 0. CO;2-C

Hoekstra LA, Montooth KL (2013) Inducing extra copies of the Hsp70 
gene in Drosophila melanogaster increases energetic demand. 
BMC Evol Biol 13:68. https:// doi. org/ 10. 1186/ 1471- 2148- 13- 68

Hoffmann AA, Hercus MJ (2000) Environmental stress as an evolu-
tionary force. BioSci 50:217–226. https:// doi. org/ 10. 1641/ 0006- 
3568(2000) 050[0217: ESAAEF] 2.3. CO;2

Houston AI, Stephens PA, Boyd IL, Harding KC, McNamara JM 
(2006) Capital or income breeding? A theoretical model of 
female reproductive strategies. Behav Ecol 18:241–250. https:// 
doi. org/ 10. 1093/ beheco/ arl080

Koopman HN (2007) Ontogenetic, phylogenetic and ecological fac-
tors influencing the biochemical structure of the blubber of 
odontocetes. Mar Biol 151:277–291. https:// doi. org/ 10. 1007/ 
s00227- 006- 0489-8

Krawczyk SA, Haller JF, Ferrante T, Zoeller RA, Corkey BE (2012) 
Reactive oxygen species facilitate translocation of hormone 
sensitive lipase to the lipid droplet during lipolysis in human 
differentiated adipocytes. PLoS ONE 7:e34904. https:// doi. org/ 
10. 1371/ journ al. pone. 00349 04

Kuan YC, Hashidume T, Shibata T, Uchida K, Shimizu M, Inoue J, 
Sato R (2017) Heat shock protein 90 modulates lipid homeostasis 
by regulating the stability and function of sterol regulatory ele-
ment-binding protein (SREBP) and SREBP cleavage-activating 
protein. J Biol Chem 292:3016–3028. https:// doi. org/ 10. 1074/ 
jbc. M116. 767277

https://doi.org/10.1007/s00227-017-3139-4
https://doi.org/10.1007/s00227-017-3139-4
https://doi.org/10.1111/j.1461-0248.2008.01246.x
https://doi.org/10.1111/j.1461-0248.2008.01246.x
https://doi.org/10.1079/bjn19750005
https://doi.org/10.1890/0012-9658(2001)082[3541:MTAREI]2.0.CO;2
https://doi.org/10.1890/0012-9658(2001)082[3541:MTAREI]2.0.CO;2
https://doi.org/10.1002/oby.20919
https://doi.org/10.1002/oby.20919
https://doi.org/10.1097/00000658-199605000-00015
https://doi.org/10.1097/00000658-199605000-00015
https://doi.org/10.1016/j.physbeh.2016.02.033
https://doi.org/10.1093/cz/zoz009
https://doi.org/10.1111/1365-2435.13540
https://doi.org/10.1016/j.cbpa.2021.110929
https://doi.org/10.1111/jzo.1982.198.4.473
https://doi.org/10.1111/jzo.1982.198.4.473
https://doi.org/10.1146/annurev.physiol.61.1.243
https://doi.org/10.1146/annurev.physiol.61.1.243
https://doi.org/10.1242/jeb.199.8.1837
https://doi.org/10.1242/jeb.199.8.1837
https://doi.org/10.1016/j.redox.2017.08.008
https://doi.org/10.1242/jeb.018176
https://socialsciences.mcmaster.ca/jfox/Books/Companion/
https://socialsciences.mcmaster.ca/jfox/Books/Companion/
https://CRAN.R-project.org/package=heplots
https://CRAN.R-project.org/package=heplots
https://doi.org/10.1155/2010/214074
https://doi.org/10.1172/JCI21625
https://doi.org/10.1172/JCI21625
https://doi.org/10.1098/rspb.2010.1818
https://doi.org/10.1097/MCO.0b013e328358fa8
https://doi.org/10.1097/MCO.0b013e328358fa8
https://doi.org/10.1074/mcp.M600120-MCP200
https://doi.org/10.1074/mcp.M600120-MCP200
https://doi.org/10.1111/j.1365-2656.2001.00468.x
https://doi.org/10.1111/j.1365-2656.2001.00468.x
https://doi.org/10.1042/0300-5127:0290345
https://doi.org/10.1002/aqc.3093
https://doi.org/10.1002/(SICI)1520-6408(1996)18:2<114::AID-DVG4>3.0.CO;2-C
https://doi.org/10.1002/(SICI)1520-6408(1996)18:2<114::AID-DVG4>3.0.CO;2-C
https://doi.org/10.1186/1471-2148-13-68
https://doi.org/10.1641/0006-3568(2000)050[0217:ESAAEF]2.3.CO;2
https://doi.org/10.1641/0006-3568(2000)050[0217:ESAAEF]2.3.CO;2
https://doi.org/10.1093/beheco/arl080
https://doi.org/10.1093/beheco/arl080
https://doi.org/10.1007/s00227-006-0489-8
https://doi.org/10.1007/s00227-006-0489-8
https://doi.org/10.1371/journal.pone.0034904
https://doi.org/10.1371/journal.pone.0034904
https://doi.org/10.1074/jbc.M116.767277
https://doi.org/10.1074/jbc.M116.767277


565Fitness correlates of blubber oxidative stress and cellular defences in grey seals (Halichoerus…

1 3

Lambeth JD (2004) NOX enzymes and the biology of reactive oxygen. 
Nat Rev Immunol 4:181–189. https:// doi. org/ 10. 1038/ nri13 12

Langton SD, Moss SE, Pomeroy PP, Borer KE (2011) Effect of induc-
tion dose, lactation stage and body condition on tiletamine-
zolazepam anaesthesia in adult female grey seals (Halichoerus 
grypus) under field conditions. Vet Rec 168:457–463. https:// doi. 
org/ 10. 1136/ vr. d1047

Lempesis IG, van Meijel RLJ, Manolopoulos KN, Goossens GH (2020) 
Oxygenation of adipose tissue: A human perspective. Acta Phys-
iol 228:e13298. https:// doi. org/ 10. 1111/ apha. 13298

Li J, Fu X, Cao S, Li J, Xing S, Li D, Dong Y, Cardin D, Park H-W, 
Mauvais-Jarvis F, Zhang H (2018) Membrane-associated andro-
gen receptor (AR) potentiates its transcriptional activities by acti-
vating heat shock protein 27 (HSP27). J Biol Chem 293:12719–
12729. https:// doi. org/ 10. 1074/ jbc. RA118. 003075

Livak KJ, Schmittgen TD (2001) Analysis of relative gene expression 
data using real-time quantitative PCR and the  2-ΔΔCT method. 
Methods 25:402–408. https:// doi. org/ 10. 1006/ meth. 2001. 1262

Longo VD, Mattson MP (2014) Fasting: molecular mechanisms and 
clinical applications. Cell Metab 19:181–192. https:// doi. org/ 10. 
1016/j. cmet. 2013. 12. 008

Louis C, Dirtu AC, Stas M, Guiot Y, Malarvannan G, Das K, Costa 
DP, Crocker DE, Covaci A, Debier C (2014) Mobilisation of 
lipophilic pollutants from blubber in northern elephant seal pups 
(Mirounga angustirostris) during the postweaning fast. Environ 
Res 132:438–448. https:// doi. org/ 10. 1016/j. envres. 2014. 04. 016

Mahadev K, Motoshima H, Wu X, Ruddy JM, Arnold RS, Cheng 
G, Lambeth JD, Goldstein BJ (2004) The NAD(P)H oxidase 
homolog Nox4 modulates insulin-stimulated generation of  H2O2 
and plays an integral role in insulin signal transduction. Mol 
Cell Biol 24:1844–1854. https:// doi. org/ 10. 1128/ MCB. 24.5. 
1844- 1854. 2004

Martinez B, Khudyakov J, Rutherford K, Crocker DE, Gemmell N, 
Ortiz RM (2018) Adipose transcriptome analysis provides novel 
insights into molecular regulation of prolonged fasting in north-
ern elephant seal pups. Physiol Genomics 50:495–503. https:// 
doi. org/ 10. 1152/ physi olgen omics. 00002. 2018

Masschelin PM, Cox AR, Chernis N, Hartig SM (2020) The impact of 
oxidative stress on adipose tissue energy balance. Front Physiol 
10:1638. https:// doi. org/ 10. 3389/ fphys. 2019. 01638

McConnell BJ, Fedak MA, Lovell P, Hammond PS (1999) Movements 
and foraging areas of grey seals in the North Sea. J Appl Ecol 
36:573–590. https:// doi. org/ 10. 1046/j. 1365- 2664. 1999. 00429.x

Mellish J, Iverson SJ, Bowen WD (1999) Variation in milk production 
and lactation performance in grey seals and consequences for 
pup growth and weaning characteristics. Physiol Biochem Zool 
72:677–690. https:// doi. org/ 10. 1086/ 316708

Miller CA, Reeb D, Best PB, Knowlton AR, Brown MW, Moore MJ 
(2011) Blubber thickness in right whales Eubalaena glacialis and 
Eubalaena australis related with reproduction, life history status 
and prey abundance. Mar Ecol Prog Ser 438:267–283. https:// 
doi. org/ 10. 3354/ meps0 9174

Monaghan P, Spencer KA (2014) Stress and life history. Curr Biol 
24:R408–R412. https:// doi. org/ 10. 1016/j. cub. 2014. 04. 017

Mouche S, Mkaddem SB, Wang W, Katic M, Tseng Y-H, Carnesecchi 
S, Steger K, Foti M, Meier CA, Muzzin P, Kahn CR, Ogier-Denis 
E, Szanto I (2007) Reduced expression of the NADPH oxidase 
NOX4 is a hallmark of adipocyte differentiation. Biochim Bio-
phys Acta 1773:1015–1027. https:// doi. org/ 10. 1016/j. bbamcr. 
2007. 03. 003

Oller L, Bennett KA, McKnight JC, Moss S, Milne R, Hall AJ, Rocha 
J (2021) Partial pressure of oxygen in adipose tissue and its rela-
tionship with fatness in a natural animal model of extreme fat 
deposition, the grey seal. Physiol Rep 9:e14972. https:// doi. org/ 
10. 14814/ phy2. 14972

Pamplona R, Costantini D (2011) Molecular and structural antioxidant 
defenses against oxidative stress in animals. Am J Physiol Regul 
Integr Comp Physiol 301:R843–R863. https:// doi. org/ 10. 1152/ 
ajpre gu. 00034. 2011

Pap PL, Vincze O, Fülöp A, Székely-Béres O, Pătraș L, Pénzes J, 
Vágási CI (2018) Oxidative physiology of reproduction in a 
passerine bird: a field experiment. Behav Ecol Sociobiol 72:18. 
https:// doi. org/ 10. 1007/ s00265- 017- 2434-x

Parsons PA (2005) Environments and evolution: interactions between 
stress, resource inadequacy and energetic efficiency. Biol Rev 
80:589–610. https:// doi. org/ 10. 1017/ S1464 79310 50068 22

Pechan PM (1991) Heat shock proteins and cell proliferation. FEBS 
Lett 280:1–4. https:// doi. org/ 10. 1016/ 0014- 5793(91) 80190-e

Pérez-Rodríguez L, Romero- Haro AA, Sternalski A, Muriel J, 
Mougeot F, Gil D, Alonso-Alvarez C (2015) Measuring oxidative 
stress: the confounding effect of lipid concentration in measures 
of lipid peroxidation. Physiol Biochem Zool 88:345–351. https:// 
doi. org/ 10. 1086/ 680688

Perrault JR, Stacy NI (2018) Note on the unique physiologic state of 
loggerhead sea turtles (Caretta caretta) during nesting season as 
evidenced by a suite of health variables. Mar Biol 165:71. https:// 
doi. org/ 10. 1007/ s00227- 018- 3331-1

Pfaffl MW (2001) A new mathematical model for relative quantification 
in real-time RT-PCR. Nucleic Acids Res 29:e45. https:// doi. org/ 
10. 1093/ nar/ 29.9. e45

Pfaffl MW, Tichopad A, Prgomet C, Neuvians TP (2004) Determina-
tion of stable housekeeping genes, differentially regulated target 
genes and sample integrity: BestKeeper – Excel-based tool using 
pair-wise correlations. Biotechnol Lett 26:509–515. https:// doi. 
org/ 10. 1023/b: bile. 00000 19559. 84305. 47

Pichaud N, Garratt MJ, Ballard WO, Brooks RC (2013) Physiological 
adaptations to reproduction. II. Mitochondrial adjustments in liv-
ers of lactating mice. J Exp Biol 216:2889–2895. https:// doi. org/ 
10. 1242/ jeb. 082685

Pomeroy PP, Fedak MA, Rothery P, Anderson S (1999) Consequences 
of maternal size for reproductive expenditure and pupping 
success of grey seals at North Rona, Scotland. J Animal Ecol 
68:235–253. https:// doi. org/ 10. 1046/j. 1365- 2656. 1999. 00281.x

Pratt WB, Toft DO (2003) Regulation of signaling protein function 
and trafficking by the hsp90/hsp70-based chaperone machinery. 
Exp Biol Med 228:111–133. https:// doi. org/ 10. 1177/ 15353 70203 
22800 201

Prentice AM, Prentice A (1988) Energy costs of lactation. Annu Rev 
Nutr 8:63–79. https:// doi. org/ 10. 1146/ annur ev. nu. 08. 070188. 
000431

R core team (2022) R: a language and environment for statistical com-
puting. R Foundation for Statistical Computing, Vienna, Austria. 
https:// www.R- proje ct. org/

Razandi M, Pedram A, Levin ER (2010) Heat shock protein 27 is 
required for sex steroid receptor trafficking to and functioning at 
the plasma membrane. Mol Cell Biol 30:3249–3261. https:// doi. 
org/ 10. 1128/ MCB. 01354- 09

Rikans LE, Hornbrook KR (1997) Lipid peroxidation, antioxidant 
protection and aging. Biochim Biophys Acta Mol Basis Dis 
1362:116–127. https:// doi. org/ 10. 1016/ S0925- 4439(97) 00067-7

Russell DJF, McConnell B, Thompson D, Duck C, Morris C, Harwood 
J, Mathiopoulos J (2013) Uncovering the links between foraging 
and breeding regions in a highly mobile mammal. J App Ecol 
50:499–509. https:// doi. org/ 10. 1111/ 1365- 2664. 12048

Salin K, Villasevil EM, Anderson GJ, Auer SK, Selman C, Hartley RC, 
Mullen W, Chinopoulos C, Metcalfe NB (2018) Decreased mito-
chondrial requirements in fasting carry an oxidative cost. Funct 
Ecol 32:2149–2157. https:// doi. org/ 10. 1111/ 1365- 2435. 13125

Sawecki J, Miros E, Border SE, Dijkstra PD (2019) Reproduction 
and maternal care increase oxidative stress in a mouthbrooding 

https://doi.org/10.1038/nri1312
https://doi.org/10.1136/vr.d1047
https://doi.org/10.1136/vr.d1047
https://doi.org/10.1111/apha.13298
https://doi.org/10.1074/jbc.RA118.003075
https://doi.org/10.1006/meth.2001.1262
https://doi.org/10.1016/j.cmet.2013.12.008
https://doi.org/10.1016/j.cmet.2013.12.008
https://doi.org/10.1016/j.envres.2014.04.016
https://doi.org/10.1128/MCB.24.5.1844-1854.2004
https://doi.org/10.1128/MCB.24.5.1844-1854.2004
https://doi.org/10.1152/physiolgenomics.00002.2018
https://doi.org/10.1152/physiolgenomics.00002.2018
https://doi.org/10.3389/fphys.2019.01638
https://doi.org/10.1046/j.1365-2664.1999.00429.x
https://doi.org/10.1086/316708
https://doi.org/10.3354/meps09174
https://doi.org/10.3354/meps09174
https://doi.org/10.1016/j.cub.2014.04.017
https://doi.org/10.1016/j.bbamcr.2007.03.003
https://doi.org/10.1016/j.bbamcr.2007.03.003
https://doi.org/10.14814/phy2.14972
https://doi.org/10.14814/phy2.14972
https://doi.org/10.1152/ajpregu.00034.2011
https://doi.org/10.1152/ajpregu.00034.2011
https://doi.org/10.1007/s00265-017-2434-x
https://doi.org/10.1017/S1464793105006822
https://doi.org/10.1016/0014-5793(91)80190-e
https://doi.org/10.1086/680688
https://doi.org/10.1086/680688
https://doi.org/10.1007/s00227-018-3331-1
https://doi.org/10.1007/s00227-018-3331-1
https://doi.org/10.1093/nar/29.9.e45
https://doi.org/10.1093/nar/29.9.e45
https://doi.org/10.1023/b:bile.0000019559.84305.47
https://doi.org/10.1023/b:bile.0000019559.84305.47
https://doi.org/10.1242/jeb.082685
https://doi.org/10.1242/jeb.082685
https://doi.org/10.1046/j.1365-2656.1999.00281.x
https://doi.org/10.1177/153537020322800201
https://doi.org/10.1177/153537020322800201
https://doi.org/10.1146/annurev.nu.08.070188.000431
https://doi.org/10.1146/annurev.nu.08.070188.000431
https://www.R-project.org/
https://doi.org/10.1128/MCB.01354-09
https://doi.org/10.1128/MCB.01354-09
https://doi.org/10.1016/S0925-4439(97)00067-7
https://doi.org/10.1111/1365-2664.12048
https://doi.org/10.1111/1365-2435.13125


566 H. C. Armstrong et al.

1 3

cichlid fish. Behav Ecol 30:1662–1671. https:// doi. org/ 10. 1093/ 
beheco/ arz133

Schröder K, Wandzioch K, Helmcke I, Brandes RP (2009) Nox4 acts 
as a switch between differentiation and proliferation in preadi-
pocytes. Arterioscler Thromb Vasc Biol 29:239–245. https:// doi. 
org/ 10. 1161/ ATVBA HA. 108. 174219

Schull Q, Viblanc VA, Stier A, Saadaoui H, Lefol E, Criscuolo F, Bize 
P, Robin J-P (2016) The oxidative debt of fasting: evidence for 
short- to medium-term costs of advanced fasting in adult king 
penguins. J Exp Biol 219:3284–3293. https:// doi. org/ 10. 1242/ 
jeb. 145250

Sevanian A, Muakkassah-Kelly SF, Montestruque S (1983) The influ-
ence of phospholipase A2 and glutathione peroxidase on the 
elimination of membrane lipid peroxides. Arch Biochem Biophys 
223:441–452. https:// doi. org/ 10. 1016/ 0003- 9861(83) 90608-2

Sharick JT, Vázquez-Medina JP, Ortiz RM, Crocker DE (2015) Oxidative 
stress is a potential cost of breeding in male and female northern 
elephant seals. Funct Ecol 29:367–376. https:// doi. org/ 10. 1111/ 
1365- 2435. 12330

Sies H (2017) Hydrogen peroxide as a central redox signaling molecule 
in physiological oxidative stress: oxidative eustress. Redox Biol 
11:613–619. https:// doi. org/ 10. 1016/j. redox. 2016. 12. 035

Skrip M, Bauchinger U, Goymann W, Fusani L, Cardinale M, Alan 
RR, McWilliams SR (2015) Migrating songbirds at stopover 
prepare for, and recover from, oxidative challenges posed by 
long-distance flight. Ecol Evol 5:3198–3209. https:// doi. org/ 10. 
1002/ ece3. 1601

Sorensen M, Sanz A, Gomez J, Pamplona R, Portero-Otin M, Gredilla 
R, Barja G (2006) Effects of fasting on oxidative stress in rat liver 
mitochondria. Free Radical Res 40:339–347. https:// doi. org/ 10. 
1080/ 10715 76050 02501 82

Sparling CE, Speakman JR, Fedak MA (2006) Seasonal variation in 
the metabolic rate and body composition of female grey seals: 
fat conservation prior to high-cost reproduction in a capital 
breeder? J Comp Physiol B 176:505–512. https:// doi. org/ 10. 
1007/ s00360- 006- 0072-0

Speakman JR, Blount JD, Bronikowski AM, Buffenstein R, Isaksson 
C, Kirkwood TBL, Monaghan P, Ozanne SE, Beaulieu M, Briga 
M, Carr SK, Christensen LL, Cochemé HM, Cram DL, Dantzer 
B, Harper JM, Jurk D, King A, Noguera JC, Salin K, Sild E, 
Simons MJP, Smith S, Stier A, Tobler M, Vitikainen E, Peaker 
M, Selman C (2015) Oxidative stress and life histories: unre-
solved issues and current needs. Ecol Evol 5:5745–5757. https:// 
doi. org/ 10. 1002/ ece3. 1790

Stier A, Dupoué A, Picard D, Angelier F, Brischoux F, Lourdais O 
(2017) Oxidative stress in a capital breeder (Vipera aspis) facing 
pregnancy and water constraints. J Exp Biol 220:1792–1796. 
https:// doi. org/ 10. 1242/ jeb. 156752

Stier A, Schull Q, Bize P, Lefol E, Haussmann M, Roussel D, Robin 
J-P, Viblanc VA (2019) Oxidative stress and mitochondrial 
responses to stress exposure suggest that king penguins are natu-
rally equipped to resist stress. Sci Rep 9:8545. https:// doi. org/ 10. 
1002/ 10. 1038/ s41598- 019- 44990-x

Strandberg U, Käkelä A, Lydersen C, Kovacs KM, Grahl-Nielsen O, 
Hyvärinen H, Käkelä R (2008) Stratification, composition, and 
function of marine mammal blubber: the ecology of fatty acids 
in marine mammals. Physiol Biochem Zool 81:473–485. https:// 
doi. org/ 10. 1086/ 589108

Tabuchi M, Veldhoen N, Dangerfield N, Jeffries S, Helbing CC, Ross 
PS (2006) PCB-related alteration of thyroid hormones and 

thyroid hormone receptor gene expression in freeranging harbour 
seals (Phoca vitulina). Environ Health Perspect 114:1024–1031. 
https:// doi. org/ 10. 1289/ ehp. 8661

Taylor S, Wakem M, Dijkman G, Alsarraj M, Nguyen M (2010) A 
practical approach to RT-qPCR - publishing data that conform 
to the MIQE guidelines. Methods 50:S1–S5. https:// doi. org/ 10. 
1016/j. ymeth. 2010. 01. 005

Thomas L, Russell DJF, Duck CD, Morris CD, Lonergan M, Empacher 
F, Thompson D, Harwood J (2019) Modelling the population size 
and dynamics of the British grey seal. Aquat Conserv 29(S1):6–
23. https:// doi. org/ 10. 1002/ aqc. 3134

Untergasser A, Cutcutache I, Koressaar T, Ye J, Faircloth BC, Remm 
M, Rozen SG (2012) Primer3 – new capabilities and interfaces. 
Nucleic Acids Res 40:e115. https:// doi. org/ 10. 1093/ nar/ gks596

Valko M, Leibfritz D, Moncol J, Cronin MTD, Mazur M, Telser J 
(2007) Free radicals and antioxidants in normal physiological 
functions and human disease. Int J Biochem Cell Biol 39:44–84. 
https:// doi. org/ 10. 1016/j. biocel. 2006. 07. 001

Vázquez-Medina JP, Crocker DE, Forman HJ, Ortiz RM (2010) Pro-
longed fasting does not increase oxidative damage or inflam-
mation in postweaned northern elephant seal pups. J Exp Biol 
213:2524–2530. https:// doi. org/ 10. 1242/ jeb. 041335

Vázquez-Medina JP, Zenteno-Savín T, Forman HJ, Crocker DE, Ortiz 
RM (2011) Prolonged fasting increases glutathione biosynthesis 
in postweaned northern elephant seals. J Exp Biol 214:1294–
1299. https:// doi. org/ 10. 1242/ jeb. 054320

Vervaecke H, Roden C, de Vries H (2005) Dominance, fatness and 
fitness in female American bison (Bison bison). Anim Behav 
70:763–770. https:// doi. org/ 10. 1016/j. anbeh av. 2004. 12. 018

Viña J, Borras C, Gomez-Cabrera M-C, Orr WC (2006) Part of the 
series: from dietary antioxidants to regulators in cellular sig-
nalling and gene expression role of reactive oxygen species 
and (phyto)oestrogens in the modulation of adaptive response 
to stress. Free Radic Res 40:111–119. https:// doi. org/ 10. 1080/ 
10715 76050 04057 78

von Schantz T, Bensch S, Grahn M, Hasselquist D, Wittzell H (1999) 
Good genes, oxidative stress and condition-dependent sexual 
signals. Proc R Soc Lon B Biol Sci 266:1–12. https:// doi. org/ 10. 
1098/ rspb. 1999. 0597

Wiersma P, Selman C, Speakman JR, Verhulst S (2004) Birds sacrifice 
oxidative protection for reproduction. Proc Biol Sci 271:S360–
S363. https:// doi. org/ 10. 1098/ rsbl. 2004. 0171

Wood SN (2011) Fast stable restricted maximum likelihood and marginal 
likelihood estimation of semiparametric generalized linear models. 
J R Stat Soc Ser B Stat Methodol 73:3–36. https:// doi. org/ 10. 1111/j. 
1467- 9868. 2010. 00749.x

Zhao XY, Zhang JY, Cao J, Zhao ZJ (2015) Oxidative damage does 
not occur in striped hamsters raising natural and experimentally 
increased litter size. PLoS One 10:e0141604. https:// doi. org/ 10. 
1371/ journ al. pone. 01416 04

Zuur AF, Ieno EN, Elphick CS (2010) A protocol for data explora-
tion to avoid common statistical problems. Methods Ecol Evol 
1:3–14. https:// doi. org/ 10. 1111/j. 2041- 210X. 2009. 00001.x

Publisher's note Springer Nature remains neutral with regard to 
jurisdictional claims in published maps and institutional affiliations.

https://doi.org/10.1093/beheco/arz133
https://doi.org/10.1093/beheco/arz133
https://doi.org/10.1161/ATVBAHA.108.174219
https://doi.org/10.1161/ATVBAHA.108.174219
https://doi.org/10.1242/jeb.145250
https://doi.org/10.1242/jeb.145250
https://doi.org/10.1016/0003-9861(83)90608-2
https://doi.org/10.1111/1365-2435.12330
https://doi.org/10.1111/1365-2435.12330
https://doi.org/10.1016/j.redox.2016.12.035
https://doi.org/10.1002/ece3.1601
https://doi.org/10.1002/ece3.1601
https://doi.org/10.1080/10715760500250182
https://doi.org/10.1080/10715760500250182
https://doi.org/10.1007/s00360-006-0072-0
https://doi.org/10.1007/s00360-006-0072-0
https://doi.org/10.1002/ece3.1790
https://doi.org/10.1002/ece3.1790
https://doi.org/10.1242/jeb.156752
https://doi.org/10.1002/10.1038/s41598-019-44990-x
https://doi.org/10.1002/10.1038/s41598-019-44990-x
https://doi.org/10.1086/589108
https://doi.org/10.1086/589108
https://doi.org/10.1289/ehp.8661
https://doi.org/10.1016/j.ymeth.2010.01.005
https://doi.org/10.1016/j.ymeth.2010.01.005
https://doi.org/10.1002/aqc.3134
https://doi.org/10.1093/nar/gks596
https://doi.org/10.1016/j.biocel.2006.07.001
https://doi.org/10.1242/jeb.041335
https://doi.org/10.1242/jeb.054320
https://doi.org/10.1016/j.anbehav.2004.12.018
https://doi.org/10.1080/10715760500405778
https://doi.org/10.1080/10715760500405778
https://doi.org/10.1098/rspb.1999.0597
https://doi.org/10.1098/rspb.1999.0597
https://doi.org/10.1098/rsbl.2004.0171
https://doi.org/10.1111/j.1467-9868.2010.00749.x
https://doi.org/10.1111/j.1467-9868.2010.00749.x
https://doi.org/10.1371/journal.pone.0141604
https://doi.org/10.1371/journal.pone.0141604
https://doi.org/10.1111/j.2041-210X.2009.00001.x

	Fitness correlates of blubber oxidative stress and cellular defences in grey seals (Halichoerus grypus): support for the life-history-oxidative stress theory from an animal model of simultaneous lactation and fasting
	Abstract
	Introduction
	Methods
	Animal capture and handling
	Fasting females and maternal performance
	Foraging females

	Blubber biopsy procedure
	RNA extraction and cDNA synthesis
	Primer design and testing
	Reference gene selection
	Relative mRNA abundance quantification using qPCR
	Malondialdehyde (MDA) concentrations
	Statistical analysis
	Effect of mass and lactation on blubber cellular defences and oxidative stress
	Effect of cellular defences and oxidative stress on maternal performance
	Foraging and fasting differences in cellular defences and oxidative stress


	Results
	Female characteristics and maternal performance metrics
	mRNA abundance of blubber cellular defences and lipid peroxidation during lactation
	Relationship between blubber cellular defences, lipid peroxidation and performance
	Comparison between foraging and lactating-fasting females

	Discussion
	Relative abundance of cellular defence mRNA and lipid peroxidation during lactation
	Performance during lactation is associated with blubber cellular defence status
	Comparison between foraging and lactating-fasting females

	Conclusion
	Anchor 28
	Acknowledgements 
	References


