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Abstract
Sigma-1 receptors (Sig-1Rs) are endoplasmic reticulum (ER) chaperones implicated in neuropathic pain. Here we examine if the
Sig-1R may relate to neuropathic pain at the level of dorsal root ganglia (DRG). We focus on the neuronal excitability of DRG in a
“spare nerve injury” (SNI) model of neuropathic pain in rats and find that Sig-1Rs likely contribute to the genesis of DRG neuronal
excitability by decreasing the protein level of voltage-gated Cav2.2 as a translational inhibitor of mRNA. Specifically, during SNI,
Sig-1Rs translocate fromER to the nuclear envelope via a trafficking protein Sec61β. At the nucleus, the Sig-1R interacts with cFos
and binds to the promoter of 4E-BP1, leading to an upregulation of 4E-BP1 that binds and prevents eIF4E from initiating the
mRNA translation for Cav2.2. Interestingly, in Sig-1R knockout HEK cells, Cav2.2 is upregulated. In accordance with those
findings, we find that intra-DRG injection of Sig-1R agonist (+)pentazocine increases frequency of action potentials via regulation
of voltage-gated Ca2+ channels. Conversely, intra-DRG injection of Sig-1R antagonist BD1047 attenuates neuropathic pain.
Hence, we discover that the Sig-1R chaperone causes neuropathic pain indirectly as a translational inhibitor.
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Introduction

Neuropathic pain is one of the most debilitating forms of
chronic pain due to its lancinating nature with unpredictable
and spontaneous episodes [1]. Current treatments for

neuropathic and chronic pain are unsatisfactory [2, 3]. There
is a consensus that pathological changes in primary sensory
neurons cause pain due to increased excitability [4–6].
Neuronal hyperexcitability and its underlying mechanism(s)
in primary sensory neurons are intensively studied to address
the opioid overdose epidemic that afflicts this country like a
plague. Peripheral sensory neurons are readily available to a
variety of drug delivery modes, including direct delivery into
hyperactive dorsal root ganglia (DRG). This treatment route is
highly effective, efficient, and well tolerated as compared to
systemic administration [7], identifying primary sensory neu-
rons as key targets to treat neuropathic pain [8].

The sigma-1 receptor (Sig-1R) is a ligand-mediated multi-
functional chaperone protein that typically resides at the
mitochondria-associated ER membrane (MAM), and is
enriched in DRGs [9, 10]. Sig-1Rs are ligand- and stress-driv-
en, and can translocate from the MAM to other subcellular
locations to modulate diverse pathways and proteins [9, 11,
12] [13] [14, 15] including ion channels [16] and receptors on
the plasma membrane [17, 18].

Sig-1R has a critical role in neuropathic pain [19]; nerve
injury–induced hyperalgesia is prevented by intrathecal block-
ade of Sig-1R, and in mice lacking Sig-1R [20, 21]. Further,
Sig-1R activating neurosteroids can influence pain at the
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spinal level [22, 23]. However, the exact molecular mecha-
nism relating Sig-1R to the genesis or processing of neuro-
pathic pain is largely unknown. Here, we focused on DRGs
and determined if the Sig-1R affects neuronal hyperexcitabil-
ity in those neurons and, if so, how.

Dysfunction of voltage-gated calcium channels (VGCCs)
in the primary sensory neurons is known to contribute to neu-
ropathic pain [24] [5, 25]. Previous studies showed that Sig-
1R regulates the activity of VGCCs [26–28]. In this report, we
examined the molecular mechanism whereby Sig-1Rs might
negatively regulate VGCCs.

We used the spare nerve injury (SNI) model to generate
neuropathic pain in rats and found that the Sig-1R regulates
Cav2.2 (N-type of VGCCs) by reducing the translation of
Cav2.2 mRNA by an upstream mechanism that controls the
availability of a global 5′-cap-binding factor, eukaryotic initi-
ation factor 4E (eIF4E), required for translation [29]. Our
findings link Sig-1R to the genesis of neuropathic pain, which
implicate Sig-1R as a feasible therapeutic target for neuropath-
ic pain. Further, we found that the intra-DRG injection of Sig-
1R antagonist attenuates SNI-induced neuropathic pain and
propose here that this procedure is a feasible route in clinical
setting to treat neuropathic pain.

Those results are presented in this report.

Methods

Animals

All methods and animal procedures were conducted in accor-
dance with the principles as indicated by the NIH Guide for
the Care and Use of Laboratory Animals. These animal pro-
tocols were also reviewed and approved by the NIDA intra-
mural research program Animal Care and Use Committee,
National Institute of Health, and Medical College of
Wisconsin Institutional Animal Care and Use Committee.
Male Sprague-Dawley rats (Charles Rivers or Taconic
Farms Inc.) were housed in a room maintained at 22 ± 0.5
°C and constant humidity (60 ± 15%) with an alternating 12-h
light-dark cycle. Food and water were available ad libitum
throughout the experiments.

Sensory Testing

To examine the behavioral responses after intraganglionic in-
jection in rats, four sensory tests were measured at different
time points after the injection in the sequence described pre-
viously [30]. Firstly, brush (2.5-mm width, Ted Pella Inc.,
Redding, CA) was applied by light brushing along the bottom
of the right hind paw from front to rear for 3 times with 5-s
intervals in between. Secondly, the cold stimulation was ini-
tiated with the application of a drop of acetone touching the

plantar surface using a PE20 attached syringe for 3 times, with
2 min in between. For both brush and cold stimulation, a
positive response was recorded if any paw withdrawal oc-
curred. Thirdly, mechanical withdrawal threshold was deter-
mined using von Frey filaments of eight different forces (0.40,
1.19, 2.05, 3.63, 5.5, 8.65, 15.0, and 29.0 g; Smith and
Nephew Inc., Germantown, WI). The up-and-down method
was used to determine the 50% withdrawal threshold [31].
Finally, the noxious stimulation was applied using a 22G spi-
nal needle with adequate force to indent but not penetrate the
skin for 10 stimuli, applied at intervals of 10 s. For each
application, the induced behavior was either a very brisk, sim-
ple withdrawal with immediate return of the foot to the cage
floor, or a sustained elevation with grooming that included
licking and chewing, and possible shaking, which lasted at
least 1 s [32]. To examine the behavioral changes after nerve
injury (SNI), only noxious stimulation with pin was measured
before (baseline) and on the day of experiment (tissue collec-
tion). After nerve injury, only rats that displayed a
hyperalgesia-type response of at least 2 out of the 10 stimuli
were used further in this study.

Intraganglionic Microinjection

We have previously reported that direct microinjection
into the DRG for delivering a compound is a reliable
method to affect sensory function at a segmental level
[30]. Briefly, after paravertebral exposure and minimal
foraminotomy, 2 μl of agent was injected into L4 and
L5 DRG through a pulled small-tip glass micropipette
attached to a microprocessor-controlled injector
(Nanoliter 2000, World Precision Instruments, Sarasota,
Florida) over 5 min.

Nerve Injury Models

Rats weighing 125 to 150 g were subjected to either SNI or
spinal nerve ligation (SNL) under anesthesia with 2%
isoflurane in oxygen. (1) In the SNI model, the mid-thigh
sciatic nerve was exposed, and the tibial and common pero-
neal branches were individually ligated with 6.0 silk suture
and cut distally to the ligature. The sural nerve was preserved
[33]. (2) In the SNL model [34], the right paravertebral region
was exposed. The L6 transverse process was removed, after
which the L5 and L6 spinal nerves were ligated with 6-0 silk
suture and transected distal to the ligature. In both models, the
muscular fascia was closed with 4-0 resorbable polyglactin
sutures and the skin was closed with staples. Control animals
received skin incision and closure only. The SNL model was
used in the measurement of [Ca2+]c experiment. Otherwise,
the SNI model was employed.
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Intact Ganglion Tissue Preparation

The preparation of intact ganglion with attached dorsal root
for electrophysiological study was described previously [35].
Briefly, under isoflurane anesthesia, a laminectomy was exe-
cuted while bathing the surgical area with oxygenated artifi-
cial cerebrospinal fluid (aCSF (in mM); NaCl, 128; KCl, 3.5;
MgCl2, 1.2; CaCl2, 2.3; NaH2PO4, 1.2; NaHCO3, 24.0; glu-
cose, 11.0; pH 7.35 with CO2). The L4 or L5 ganglion with
attached dorsal root was isolated from naïve rats. After remov-
ing the surrounding DRG capsule, the tissue preparation was
transferred to the recording chamber circulated with aCSF at
37 °C.

DRG Neuron Dissociation and Plating

For Ca2+ microfluorometry and action potential (AP) genera-
tion, DRGs were rapidly harvested from ipsilateral L4 and L5
DRGs during isoflurane anesthesia with decapitation at 21 to
28 days after SNL or from sham surgery animals [32]. DRGs
were incubated in 0.5 mg/ml Liberase TM (Roche,
Indianapolis, IN) in DMEM/F12 with glutaMAX for 30 min
at 37 °C, followed with 1 mg/ml trypsin and 150 Kunitz units/
ml DNase (Sigma-Aldrich) for another 10 min. After addition
of 0.1% trypsin inhibitor, tissues were centrifuged, lightly
triturated in neural basal media (1 ×) (Life Technologies) con-
taining 2% (v:v) B27 supplement (50 ×) (Life Technologies),
0.5 mM glutamine, 0.05 mg/ml gentamicin, and 10 ng/ml
nerve growth factor 7S (Alomone Labs Ltd., Jerusalem,
Israel). Cells were then plated onto poly-L-lysine-coated glass
cover slips and incubated at 37 °C in humidified 95% air and
5% CO2 for at least 2 h and were studied 3–6 h after
dissociation.

Electrophysiological Recording

To measure AP properties, intracellular recordings from intact
ganglion tissue preparations were harvested as described
above. Transmembrane potentials were recorded in sensory
neuron somata with a pulled glass electrode (70–100 MΩ)
containing 2 M potassium acetate. Traces were filtered at
10 kHz and digitized at 40 kHz (Digidata 1332A, Axon
Instruments, San Jose, CA), using an active bridge amplifier
(Axoclamp 2B; Axon Instruments) and an upright micro-
scope. To evoke APs, a square-wave pulse (1-ms duration)
with 1.5 times the intensity of threshold was applied to the
dorsal root. Afterhyperpolarization (AHP) was measured from
the resting membrane potential to the most hyperpolarized
level of the AHP. The AHP duration is defined as 50% of time
required to return from the AHP maximum to the resting
membrane potential.

For the AP generation experiment, whole-cell current
clamp recordings of dissociated neurons were made using a

patch clamp amplifier (MultiClamp 700B; Molecular
Devices, Sunnyvale, CA). Patch pipettes, ranging from 2 to
4 MΩ resistance, were formed from borosilicate glass and
filled with the internal pipette solution containing (in mM)
130 K-Glucolate, 5 KCl, 2 MgCl2, 0.2 EGTA, 10 HEPES, 4
Mg-ATP, and 0.3 Na2-GTP, at pH of 7.2 with KOH and
osmolarity of 296 to 300 mOsm. Soma of the dissociated
sensory neurons was depolarized directly by current injection
via the recording electrode. Signals were filtered at 2 kHz and
sampled at 10 kHz with a Digidata 1440A digitizer and
pClamp10 software (Molecular Devices). Series resistance
(5–10 MΩ) was monitored before and after the recordings,
and data were discarded if the resistance changed by 20%.

Measurement of [Ca2+]c

The [Ca2+]c was measured according to our previous publica-
tion [36]. Briefly, neuron-plated cover slips were exposed to
Fura-2-AM (5 μM) for 30 min at room temperature, washed 3
times with regular Tyrode’s solution, and given 30min for de-
esterification. For Ca2+ microfluorometry, the fluorophore
was excited alternately with 340-nm and 380-nm wavelength
illumination (150W Xenon, Lambda DG-4, Sutter, Novato,
CA), and images were acquired at 510 nm using a cooled
12-bit digital camera (Coolsnap fx, Photometrics, Tucson,
AZ) and inverted microscope (Diaphot 200, Nikon
Instruments, Melville, NY). Recordings from each neuron
were obtained as separate regions (MetaFluor, Molecular
Devices, Downingtown, PA) at a rate of 3 Hz. After back-
ground subtraction, the fluorescence ratio R for individual
neurons was determined as the intensity of emission during
340-nm excitation (I340) divided by I380, on a pixel-by-pixel
basis. The [Ca2+]c was then estimated by the formula Kd·β·
(R–Rmin)/(Rmax−R) where β = (I380max)/(I380min). Traces were
analyzed using Axograph X 1.1 (Axograph Scientific,
Sydney, Australia). Activation-induced transients were gener-
ated by depolarization produced by microperfusion applica-
tion of KCl 50 mM for 3 s.

Cell Culture and Transfection

Human embryonic kidney (HEK293T) cells and mouse neu-
roblastoma Neuro-2a (N2a) cells were obtained from ATCC
and were cultured according to the method described previ-
ously [37]. Briefly, both HEK and N2a cells were maintained
in Dulbecco’s modified Eagle’s medium (GIBCO) supple-
mented with penicillin (100 units/mL), streptomycin (100
μg/mL), and 10 % Fetalgro bovine growth serum (RMBIO).
The maintained culture medium was also supplemented with
puromycin (100 μg/ml) for the Sig-1R knockout (KO) HEK
cells [38]. PolyJet (SignaGen Lab) was used in transfection
according to the manufacture’s manual. Plasmid vectors used
were pCMV6-CACNA1B-myc/DDK (Origene Technologies
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Inc., Rockville, MD; Cat. RC217170), pCMV6-EIF4EBP1-
myc/DDK (Origene Technologies Inc., Rockville, MD; Cat.
RC201348), pCMV6-FOS-myc/DDK (Origene Technologies
Inc., Rockville, MD; Cat. RC202597), pCMV6-myc/DDK
(Origene Technologies Inc., Rockville, MD; Cat.
PS100001) , pCMV6-MZF1-myc /DDK (Or igene
Technologies Inc., Rockville, MD; Cat. RC220791),
pCMV6-OCT1-myc/DDK (Origene Technologies Inc.,
Rockville,MD; Cat. RC208599), pCMV3-GFP control vector
(Sino Biological, Wayne, PA; Cat. CV026), pCMV3-HA-
Sec61β□ (Sino Biological, Wayne, PA; Cat. MG51753-
NY), pCMV3-HA-SP3 (Sino Biological, Wayne, PA; Cat.
HG13964-CY), pCMV3-Sigma-1R-GFP (Sino Biological,
Wayne, PA; Cat. MG57873-ACG), pCMV3-HA control vec-
tor (Sino Biological,Wayne, PA; Cat. CV017), pcDNA3-HA-
CEBPD (self-construct), pcDNA3-HA-SOX2 (self-con-
struct), and Sigma-1R-EYFP (self-construct).

Sig-1R Knockout HEK Cells

Wild-type (WT) and Sig-1R KO HEK cells were generat-
ed by using the CRISPR KO system [38]. Briefly, Human
Sig-1R CRISPR/Cas9 KO and Sig-1R HDR plasmids
(Santa Cruz) were co-transfected in HEK293T cells using
PolyJet transfection reagent (SignaGen). To select Sig-1R
CRISPR/Cas9-KO HEK cells, cells were maintained in
puromycin (100 μg/ml, GIBCO) containing cell culture
medium as described above to generate permanent Sig-
1R-KO HEK cells.

Western Blot Analysis

Total protein was extracted from L4, L5, and L6 DRGs from
skin sham and SNI animals or cultured cells. Harvested gan-
glia were homogenized with 200 μl RIPA lysis buffer (50 mM
Tris, pH7.4; 150 mMNaCl; 0.2% sodium deoxycholate; 0.1%
SDS; 1% Triton X-100) containing protease inhibitors (Roche
Diagnostics, Indianapolis, IN), and protein amount was mea-
sured (Micro BCA Protein Assay Kit, ThermoScientific).
Equal amount (30 μg) of proteins were denatured with SDS
4 × sample buffer (Bio-Rad) at a final volume of 40μl or 50μl
containing 1% 2-mercaptoethanol and heated at 95 °C for
10 min or 37 °C for 15 min. These protein samples were
separated by using SDS-polyacrylamide gel electrophoresis
(SDS-PAGE) and transferred onto a polyvinylidene difluoride
membrane. After incubation with 5% nonfat milk in TBST
(Tris-buffered saline with 0.1% Tween 20) for 1 h, mem-
branes were incubated with various primary antibodies over-
night at 4 °C, which were used as loading control. Membranes
were washed with TBST 3 times for 15 min followed by
probing with secondary antibody. Blots were washed 3 times
for 15 min with TBST and developed by using the LiCor
system (LiCor Odyssey CLx) or the Azure Biosystem C600

and band intensity was analyzed by Image Studio Lite (LiCor
5.2.5) according to the manufacturer’s manual. Primary and
secondary antibodies used were as follows: anti-Sig-1R anti-
body (rabbit; 1:1000 dilution; Lot No. 5460, custom-made
polyclonal antibody raised against peptide143-165 from the
N-terminus of rat Sig-1R), anti-Sig-1R (B5) mouse monoclo-
nal antibody (1:1000 dilution; Santa Cruz Biotechnology, SC-
137075), anti-Cav1.2 antibody (rabbit; 1:200 dilution;
Alomone Lab, ACC-003), CACNA1B rabbit polyclonal anti-
body (1:200 dilution; Proteintech Inc., 19681-1-AP), anti-
Na+-K+ ATPase ( mouse, 1:500 dilution; Santa Cruz, SC-
21712), anti-GAPDH (rabbit monoclonal antibody, 1:1000
dilution; Cell Signaling, 5174S), anti-eIF4E (rabbit polyclonal
antibody, 1:1000 dilution; MBL, RN001P), anti-4E-BP1 (1:
1000 dilution; Cell Signaling, 9644S), anti HDAC2 antibody
(mouse monoclonal antibody, 1:1000 dilution, Cell Signaling,
5113S), anti-GFP (1:1000 dilution; Proteintech, 66002-1),
anti-HA (1:5000 dilution; Proteintech, 51064-2-AP), anti-
Sec61β (1:500 dilution; Invitrogen, PA3-015), anti-multi
ubiquitin antibody (mouse monoclonal antibody, 1:1000 dilu-
tion, Stressgen, SPA-025), anti-DDK (mouse monoclonal an-
tibody, 1:2000 dilution, Origene, TA50011-100), anti-Myc-
tag (mouse monoclonal antibody, 1:2000 dilution; Cell
Signaling, 2276S), anti-Myc-tag (rabbit monoclonal antibody,
1:2000 dilution; Cell Signaling, 2278S), anti-c-FOS (rabbit
monoclonal antibody, 1:1000 dilution; Cell Signaling,
2250S), and anti-N-Cadherin (1:500 dilution; Santa Cruz,
SC-7939) overnight at 4 °C. α-Tubulin (1: 20000 dilution,
Sigma-Aldrich, T5168) was used as loading control.
Membranes were washed with TBST 3 times for 15 min
followed by probing with secondary antibody of goat anti-
rabbit (1:15000 dilution, LiCor, IRDye 800CW), goat anti-
mouse antibody (1:15000 dilution, LiCor, IRDye 680RD),
peroxidase-conjugated AffiniPure goat anti-mouse IgG
(1:10000 dilution; Fc fragment specific; Jackson
ImmunoResearch Lab, 111-035-164), peroxidase-conjugated
AffiniPure goat anti-mouse IgG (1:10000 dilution; light chain
specific; Jackson ImmunoResearch Lab, 111-035-174), or
peroxidase-conjugated AffiniPure goat anti-rabbit IgG
(1:10000 dilution; Jackson ImmunoResearch Lab, 111-035-
046).

Biotinylation of Cell Surface Protein

The L4, L5, and L6 DRGs from skin sham and SNI animals
were harvested at 14 days after surgery. After removing the
surrounding capsule/tissue, DRGs were chopped with small
scissors followed by being washed once with ice-cold PBS
(pH 8.0; with protease inhibitor). The samples were incubated
with biotinylation reagent (2 mg; EZ-Link Sulfo-NHS-Biotin;
ThermoScientific) in 1 ml cold PBS (pH 8.0) rotated at 4 °C
for 3 h. After washing twice with cold TBS (pH 7.4), the
sample was homogenized with immunoprecipitation (IP) lysis
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buffer (50 mM Tris, pH 7.4; 150 mMNaCl; 1% Nonidet P40)
and then sonicated at 90% strength for 10 s (total 8 times for
control and 6 times for SNI) followed by incubation at 4 °C for
30 min. After centrifugation, samples were measured for pro-
tein content. The biotinylated lysates received streptavidin
beads (200 μl; streptavidin magnetic beads, New England
Biolab) and were incubated at 4 °C overnight with rotation.
After washing with IP lysis buffer (10 min for 3 times; 50 mM
Tris, pH8.0, 120 mMNaCl, 0.5%Nonidet P40), samples were
eluted with 60 μl 2 × sample buffer (Bio-Rad) containing 1%
2-ME by heating at 60 °C for 20 min. Proteins were separated
by running SDS/PAGE gels as described above.

Immunoprecipitation

Lysate from DRG tissue: The L4, L5, and L6 DRGs from
skin sham and SNI animals were homogenized with 300 μl
IP lysis buffer containing protease inhibitors (Roche
Diagnostics, Indianapolis, IN). Lysate from cell lines:
HEK-293T cells were harvested in 0.3 ml of IP lysis buffer
for 30 min. Protein amounts were measured (Pierce
Bicinchoninic Acid Protein Assay Kit, ThermoFisher
Scientific, Rockford, IL) after centrifugation (14,000 rpm
for 10 min at 4 °C). Protein lysate (150 or 200 μg) was
precleared by incubating with 50 μl protein-A/G agarose
beads (Santa Cruz Biotechnology) for 1 h at 4 °C with rota-
tion. The mixture was centrifuged at 10,000 rpm for 1 min.
Specific antibody (2 μg; see the list of antibodies) based on
experiments or control IgG was added into the precleared
lysates and rotated for 2 h at 4 °C. Subsequently, the lysate
containing antibody was supplemented with protein-A/G
agarose beads (50 μl) to a total amount of 1000 μl and
rotated overnight at 4 °C. The beads were washed three times
with IP lysis buffer that contained protease inhibitor for
5 min at 4 °C and each wash was followed by centrifugation
at 10,000 rpm for 1 min at 4 °C to remove the supernatant.
After the 3rd wash, the bound proteins were eluted with
50 μl SDS 2 × sample buffer (Bio-Rad) containing 1% 2-
ME and heated at 95 °C for 10 min. The resulting proteins
were immediately resolved by using SDS/PAGE and
immunoblotted with primary antibody overnight at 4 °C.
Membranes were washed 3 times (15 min each) followed
by probing with specific secondary antibody as described
above. Blots were washed 3 times (15 min each) with
TBST and developed using the Azure Biosystem C600.
Band intensity was analyzed by Image Studio Lite (LiCor
5.2) according to the manufacturer’s manual.

RNA Immunoprecipitation

The RNA immunoprecipitation was performed according to the
manufacture’s manual (Imprint® RNA Immunoprecipitation
Kit; Sigma-Aldrich, St. Louis, MO). Briefly, control or Sig-1R

KOHEK cells were harvested in lysis buffer containing protease
inhibitor cocktail and ribonuclease inhibitor, and incubated on ice
for 15 min. After centrifugation, the lysate was incubated with
eIF4E antibody (15μg;MBL, RN001P) or normal IgG antibody
(15 μg; Cell Signaling) overnight at 4 °C. Samples were then
incubated with magnetic beads (DynaBeads Protein A,
Invitrogen by ThermoFisher Scientific, Waltham, MA) at 4 °C
for 2 h for immunoprecipitation. Samples were washed 5 times
with washing buffer. The RNA was then purified by
miRCURYTM RNA isolation kit (EXIQON, product #300110;
Woburn, MA). A reverse transcription reaction (RNA to cDNA
EcoDryTM Premix kit; Clontech Laboratories, Cat#639543;
Mountain View, CA) was performed to synthesize the comple-
mentary DNA and quantitative PCR was conducted using Syber
Green Master Mix (Roche) and specific primers to quantify the
cDNA level.

Chromatin Immunoprecipitation

Chromatin immunoprecipitation (IP) assay was conducted
based on the method described previously [39]. Briefly, the
Sig-1R-GFP or cFOS-Myc/DDK expressing HEK cells were
fixed with 1% formaldehyde for 20 min. The cross-linked
chromatin of the collected cells was sonicated to generate
chromatin fragments between 300 and 1000 bp. The fixed
fragmented DNA proteins were immunoprecipitated with an-
ti-GFP, Myc, or negative control IgG at 4 °C for 18 h. After
reversal of the crosslinking between proteins and genomic
DNA, precipitated and purified DNA was amplified by
PCR. The primer sequences for human 4E-BP1 promoter in
the PCR were as follows: (F): 5′-GGTCAAGAAATTGA
AGCGGG-3′; (R) 5′-GATGGCGGGCGGGATAGCTC-3′.

Quantitative Real-Time PCR

Total RNA was obtained from L4-L6 DRGs of control and
SNI animals (3, 14, and 28 days after surgery) or from wild-
type or KO Sig-1R HEK293T cells following the manufac-
turer’s instruction (RNeasy mini kit; Qiagen). cDNAwas syn-
thesized from total RNA using RNA to cDNA EcoDry
mastermix (Takara Bio USA, Inc.). Quantitative real-time
PCR was carried out by using SYBR Green Master Mix
(Roche) with specific primers to quantify the cDNA level of
Sig-1R, Cav1.2, Cav2.2, and 4E-BP1. Glyceraldehyde 3-
phosphate dehydrogenase (GAPDH) [40] served as the refer-
ence gene for normalization. For each sample, triplicate deter-
minations were averaged and the fold differences in SNI ex-
pression were compared to those of sham surgery samples
using the comparative CT method. ΔΔCT values were used
for statistical analysis, while 2−ΔΔCT values were used to plot
the graph for Sig-1R, Cav1.2, Cav2.2, and 4E-BP1 gene ex-
pression in different groups. Primers used are listed below. (1)
Rat CACNA1B; (F) GCGAGAACTGAATGGGTACTT, (R)
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GGACTTCTCTTCTGCGTTCTT (NM_001195199.1; IDT,
Coralville, IA); (2) Human CACNA1B; (F) GAGTGGCC
TCCATTCGAGTA, (R) CCCAGAGCGATGATTTTGAT
(NM_147141 .1 ; IDT) ; (3 ) Ra t CACNA1C; (F )
ACAAGTGGGATAGCTGTTCAGT, (R) CCTCAGAC
AGGCAACTGGAG (NM_012517.2; IDT); (4) Human 4E-
BP1 ; (F ) ATTTAAAGCACCAGCCATCG, (R )
TGGAGGCACAAGGAGGTATC (NM_004095.4; IDT);
(5) Rat 4E-BP1; (F) CACAGCAGTCAGGCCTTGTA, (R)
CAGGGAGGGTGTAGGTGAGA (NM_053857.2; IDT);
(6) Human GAPDH; (F) GAGTCAACGGATTTGGTCGT,
(R) GACAAGCTTCCCGTTCTCAG (NM_001357943.2;
IDT); (7) Rat GAPDH; (F) ATGACTCTACCCAC
GGCAAG, (R) CATACTCTGCACCAGCATCTC
(NM_017008.4; IDT); (8) Rat Sigma-1R; (F) TACCATCA
TCTCTGGCACTTTC, (R) AACCGTCTCTCCTG
GGTAATA ( NM_030996.1; IDT).

Immunohistochemical Experiment on DRGs

The rat DRGs were fixed and harvested according to previous
publication [41] with modification. Briefly, after anesthetized
with isoflurane (Isothesia; Henry Schein) and trans-cardiac
perfused with 0.1 M phosphate buffer (PB: pH 7.4) followed
by 4% paraformaldehyde (w/v; Sigma-Aldrich) in 0.1 M PB,
L4, L5, and L6 DRGs were harvested and post-fixed in form-
aldehyde solution rotated overnight at 4 °C and sent for par-
affin embedding and sectioned (5 μm; AML Laboratories,
Jacksonville, FL). Tissue sections were deparaffinized,
rehydrated, and then processed for antigen retrieval as fol-
lows. The slides were deparaffinized sequentially using xy-
lene solutions and rehydration with serial dilutions of ethanol
(100 to 70%). After washing out ethanol with tap water, slides
underwent antigen retrieval as follows: after pre-incubation
with 0.01 M citrate buffer pH 6.0 for 10 min at room temper-
ature, the slides were heated in the pre-warmed buffer at 95
°C, followed by post-incubation for about 20 min to bring the
solution to room temperature. The antigen retrieval was per-
formed in 50 mL polypropylene conical tube (Falcon, ref
352098). After washing with TBS, sections were blocked with
5% normal goat serum (NGS, Invitrogen, Cat. 31872) in TBS
containing 0.1% Tween 20 (v/v) for 1 h at room temperature.
The sections were then incubated with the mouse anti-Sig-1R
(B5, mouse monoclonal antibody, 1:200-1:500, Santa Cruz,
SC137075), rabbit anti-Sec61β (1: 250, ThermoScientific,
PA3-015), and Lamin A/C rabbit antibody (1:100, Cell
Signaling, Cat. 2032S) in the blocking solution overnight at
4 °C. Following three 10-min TBS washes, sections were
incubated with Alexa Fluor 488-conjugated goat anti-rabbit
IgG or Alexa Fluor 564-conjugated goat anti-mouse IgG
(1:500, Invitrogen, Cat. A11029) in 5% NGS in TBS for
90 min at room temperature in the dark. The sections were
washed with PBS for 5 min three times, then counterstained

with 4′,6-diamino-2-phenylindole (DAPI, Invitrogen, 1 μg/
mL) by 10-min incubation at room temperature. Sections were
washed with PBS for 5 min three times, mounted with
Prolong Diamond Antifade Mountant (Life technologies,
Carlsbad, CA) and coverslips. PerkinElmer confocal micro-
scope Modular Laser system 2.0 with Nikon Eclipse
TE2000Emicroscope and Volocity version 6.3 for data acqui-
sition, or Zeiss confocal microscope LSM 710 system with
Zeiss AX10 microscope and Zen version 2.3 SP1 for data
acquisition, was used to examine both the immunohistochem-
ical and immunocytochemical experiment. The Photoshop
(Adobe Photoshop CC 2019, version 20.0.10) and Image J
software were used for image processing subsequent to data
acquisition.

Immunocytochemical Experiment on Cell Lines

In N2a cells, Sig-1R-EYFP and/or HA-Sec61β express-
ing N2a cells were fixed with 4% paraformaldehyde
(Sigma-Aldrich) in PBS as described previously [37]
for 20 min. After washing with PBS 5 min three times,
sections were blocked with 5% NGS in PBS containing
0.1% Tween 20 (v/v) for 1 h at room temperature. After
washing with PBS for 5 min three times, the fixed cells
were immunostained with mouse anti-Sec61β (1:200,
Santa Cruz, SC393633), or mouse anti-emerin (1:200,
Santa Cruz, Cat. SC81552) at 4 °C overnight. After
washing, cells were incubated with the 2nd antibody
(1:300, AlexaFluor 488- or Alexa Fluor 568-conjugated
antibody, Invitrogen, Cat. A11029, A11008, A11030,
A11037). After 3 times of 5-min PBS washing, sections
were mounted with Prolong Gold Antifade Mountant
(Life technologies, Carlsbad, CA). PerkinElmer confocal
microscope Modular Laser system 2.0 with Nikon
Eclipse TE2000E microscope and Volocity version 6.3
for data acquisition were used to examine the immuno-
cytochemical results.

Statistical Analysis

Prism (version 8.2, GraphPad Software, Inc., San Diego, CA)
was used to perform Student’s t test, paired t test, Mann-
Whitney test, Fisher’s exact test, or two-way ANOVA. Main
effects identified by ANOVA were further analyzed by
Tukey’s post hoc or Sidak’s multiple comparisons tests.
Unless specified, data were derived from at least three ani-
mals’ DRGs or three independent experiments from cultured
cell line for every group. Data are reported as mean ± SEM. A
P value of less than 0.05 was considered significant. Traces
from Ca2+ microfluorometry and intracellular recordings were
analyzed by using Axograph X 1.4.4 (Axograph Scientific).
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Results

Cav2.2 Protein Level is Decreased After SNI

I t is known that the SNI-induced DRG neuronal
hyperexcitation relates to VGCCs. We therefore examined
VGCCs in sham vs SNI DRGs. There was no alteration at
either the protein or mRNA level of Cav1.2 at 3, 14, and 28
days after the SNI (Supplementary Figure S1A and S1B). The
protein level of Cav2.2 after SNI, however, is significantly
reduced (Fig. 1a). Notably, the Cav2.2 mRNA level is not
significantly altered as judged by ANOVA although there is
a tendency of reduction on day 28 after SNI (Fig. 1a). Those

results suggest a reduced translation of Cav2.2 mRNA after
the SNI. Importantly, the level of Cav2.2 on cellular surface in
DRGs apparently decreases after SNI as seen in the day 14
sample per determination by the biotinylation assay (Fig. 1b).

We examined also the expression of Sig-1Rs after SNI. The
protein level of Sig-1R stays the same after SNI at all time
points (Fig. 2a) and the level of its mRNA is likewise un-
changed (Fig. 2b). Further, the cellular surface level of Sig-
1R of DRGs does not differ between SNI and sham DRGs
(Fig. 2c).

Is the Sig-1R related to the level of Cav2.2 anyway? By
comparing the level of Cav2.2 in wild-type vs Sig-1R knock-
out (Sig-1R KO) HEK cells, we found that indeed the Sig-1R

Fig. 1 Cav2.2 protein expression is downregulated in DRGs after SNI. a
Total Cav2.2 protein expression deceases after SNI. Sample bands of
Cav2.2 expression were demonstrated at different time after sham
surgery or SNI from rat DRGs. α-Tubulin served as internal control.
Summary data showed that Cav2.2 protein expression but not mRNA

level decreases after SNI on day 3, 14, or 28. b Cav2.2 protein level
decreases at the plasmamembrane after SNI. Cav2.2 at plasmamembrane
decreases after day 14 of SNI. N-Cadherin expression from streptavidin
beads pulled down served as internal control. Data are means ± SEM;
two-way ANOVA, or Student’s t test; *P < 0.05, **P < 0.01
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affects the level of Cav2.2. Cav2.2 level is increased in Sig-1R
KO cells (Fig. 2d). Thus, the Sig-1R certainly plays a negative
role in the expression of Cav2.2.

We hypothesized that the Sig-1R might influence the
translation of Cav2.2 mRNA as a potential mechanism
to reduce Cav2.2 protein levels, for example as seen in
SNI.

We examined next if the Sig-1R, typically an ER-localized
chaperone at the ER-mitochondrion interface called the
MAM, may regulate the translation of the Cav2.2 mRNA
and if so through what mechanism.

Sec61β May Assist in Moving Sig-1Rs from ER to the
Nucleus

Sig-1Rs can translocate from the MAM to nuclear envelope to
recruit chromatin remodeling molecules to regulate gene tran-
scription [37]. However, the potential mechanism underlying
the translocation of Sig-1Rs from ER to nuclear envelope re-
mains unknown. Sec61β is a protein transport protein that plays
a role in the receptor translocation from the plasma membrane or
ER to the nuclear envelope [42, 43]. We asked therefore if Sig-
1Rs translocate to nuclear envelope through a similar route.

Fig. 2 Sigma-1 receptor
transcription, protein expression,
and surface level do not change
after SNI in rat DRGs. a Sample
blots of sigma-1 receptor (Sig-1R)
expression at different time points
after SNI. α-Tubulin served as
internal control. b Summary data
show that Sig-1R protein expres-
sion decreases slightly at day 14
(nonsignificant per ANOVA) but
not at days 3 or 28 after SNI (left
panel). The Sig-1R mRNA does
not change after SNI at days 3, 14,
or 28 (right panel). c Surface level
of Sig-1Rs remains unchanged
after SNI. Streptavidin beads
were used to pull down biotinyl-
ated lysate (200 μg) from DRGs
14 days after SNI or sham sur-
gery. Na+-K+ ATPase served as
internal control and GAPDH
served as negative control. d Sig-
1R KO increases Cav2.2 expres-
sion in HEK cells. Western blot-
ting shows an increase of Cav2.2
protein level in total cellular ly-
sates of Sig-1R KO HEK cells
when compared to wild-type
cells. Data represent means ±
SEM; two-way ANOVA or
Student’s t test
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We found that HA-Sec61β interacts and colocalizes with
Sig-1R in Sig-1R-EYFP overexpressing N2a cells (Fig. 3a, b).
Note that endogenous Sec61β interacts with Sig-1R-GFP as
well (Supplementary Figure S2). To confirm that Sec61β
modulates the Sig-1R translocation, we examined the subcel-
lular distribution pattern of both molecules. Results show that
in HA-Sec61β-overexpressing N2a cells, the endogenous
Sig-1R increases, unexpectedly through an unknown mecha-
nism, in total lysate (Supplementary Figure S3). Nevertheless,
the nuclear to cytosol ratio of Sig-1R increases in HA-
Sec61β-overexpressing cells when compared to controls re-
ceiving only the HA vector (Fig. 3c). In Sec61β-
overexpressing N2a cells, a majority of Sig-1R-YFP colocal-
izes with Emerin, a nuclear inner membrane protein [44] (Fig.
3d). The quantification of Sig-1R-GFP colocalization with

emerin is shown in the supplementary figure (Figure S4).
These data suggest that Sig-1Rs translocate from ER to the
nuclear inner membrane per Sec61β. Note that our finding
here is consistent with Sig-1R localization at the nucleoplas-
mic reticulum as we confirmed [45] in the next figure (Fig. 4).

Sig-1R in Close Proximity to the Nuclear Envelope of
DRG After SNI

Sig-1Rs signals are higher near the nuclear envelope based on
staining with 4′,6-diamidino-2-pheynlindole (DAPI) in DRG
on day 14 after SNI, compared to that seen in skin-sham DRG
(Fig. 4(A, B)). Our results are also consistent with the report
that Sig-1Rs are enriched at the nucleus after SNI in mice [46],
and that Sig-1Rs localize in infolded regions of the nuclear

Fig. 3 Sig-1R translocates to the
nuclear envelope via Sec61β. a
Sig-1R interacts with Sec61β. In
N2a cells, HA-tagged Sec61β
and Sig-1R-EYFP were
overexpressed.
Immunoprecipitation with GFP
antibody shows an interaction
between Sig-1R and Sec61β. b
Sig-1R colocalizes with endoge-
nous Sec61β. Confocal images
demonstrate colocalization of im-
munoreactive EYFP-tagged Sig-
1R (green) and Sec61β (red) in
Sig-1R-EYFP overexpressing
N2a cells. c Increase of Sig-1R in
nuclear fraction in HA-Sec61β-
expressing N2a cells. Subcellular
fractionation followed by western
blotting shows an increase of Sig-
1R in the nuclear fraction (left and
middle panels) as reflected in the
nuclear/cytosol ratio (right panel).
d Colocalization of Sig-1R and
emerin in Sig-1R-EYFP and HA-
Sec61β overexpressing N2a cells.
Confocal images indicate
perinuclear colocalization of im-
munoreactive EYFP-tagged Sig-
1R (green) and emerin (red). Data
are shown as means ± SEM;
Student’s t test; *P < 0.05,
***P < 0.001
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envelope (“nucleoplasmic reticulum”; [45]). We also ob-
served an increase of the colocalization of Sig-1R with
Sec61β in SNI DRG when compared to the sham DRG
(Supplementary Figure S5).

Note the distinct existence of Sig-1Rs in the nucleo-
plasmic reticulum in this study (the red spike between a
and b in Fig. 4(D)). In this study, we used B5 mono-
clonal antibody with the paraffin embedding procedure
that has been reported [41] to be an essential step to
maintain the specificity of the B5 antibody as illustrated
in a comparative staining.

Cav2.2 mRNA Translation is 5′Cap-Dependent and
Involves 4E-BP1 and eIF4E

Although no single mechanism controls the translation of all
mRNAs, one particular mechanism affecting the initiation of
mRNA translation is the so-called cap-dependent initiation in
which binding of translation initiation factors (eIFs; eIF4E for
example) to the cap of the 5′ end of mRNA plays a critical role
in the initiation of translation [29]. There are eIF-binding pro-
teins, 4E-BP1 for example, that can bind eIF and lock it up to

prevent an initiation of mRNA translation [47]. 4E-BP1 has
been shown to relate to neuropathic pain at the DRGs (review
see [48]) and is upregulated at the injured sciatic nerve [49].

We therefore examined if the Cav2.2 mRNA translation is
controlled by the 5′cap mechanism by overexpressing 4E-
BP1-Myc in HEK cells. If the Cav2.2 translation is indeed
controlled by this mechanism, then an overexpression of 4E-
BP1, per its binding and locking up of eIF4E, should attenuate
the protein level of Cav2.2. Indeed, results show that in 4E-
BP1-Myc-overexpressing HEK cells, the Cav2.2 protein level
decreases (Fig. 5a).

The possibility exists then that the Sig-1R may influence
the mRNA translation of Cav2.2 indirectly by affecting the
initiation of the translation via the 5’cap-dependent mecha-
nism specifically by influencing 4E-BP1 or eIF4E.

We started by examining the possibility that the Sig-1R
may control 4E-BP1.

Sig-1R Recruits cFos to the 4E-BP1 Promoter

We demonstrated previously that the Sig-1R can interact with
transcription repressor [37]. Therefore, the possibility exists

Fig. 4 More Sig-1Rs are seen at the nuclear envelope after SNI. (a)
Confocal images show clear localization of Sig-1R (red) near DNA mak-
er 4’-6-diamidino-2-phenylindole (DAPI; blue) in respective places in the
sham or SNI rat DRGs. (b) Summary data on neurons which demonstrate
colocalization of Sig-1R and DAPI in skin sham or SNI DRG. (c, d)
Traces of Sig-1R (red) and DAPI (blue) in the two cells shown in (A)
simply to show that the cell in (D) showed a presumed nucleopasmic
reticulum-associated ‘sipke’ of Sig-1R after SNI. Data are shown as
means ± SEM. The means were calculated from the ratio of “Sig-1R

and DAPI colocalized neurons” to total of neurons counted in each ani-
mal; number in bars represents animal number. Note: in the 3 sham
animals, 37 of 172 neurons show observed colocalization; in SNI ani-
mals, 55 of 151 neurons show as such. Two experimenters made the
decision, on single blind basis, on the colocalization of Sig-1R and
DAPI by eyeballing images like those in (A). The image provider then
calculated the results obtained from the two persons. Fisher’s exact test
was used to test the difference; **P < 0.05
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that the Sig-1R may regulate the transcription of 4E-BP1 by
recruiting certain transcription factors to its promoter. At the
transcription factor prediction website (http://alggen.lsi.upc.
es/cgibin/promo_v3/promo/promoinit.cgi?dirDB=TF_8.3), a
total of 6 transcription factors were identified and predicted
to be at the 4E-BP1 promoter region (Supplementary
Figure S6A).We overexpressed these transcription factor can-
didates in HEK cells and found that the 4E-BP1 mRNA level
increases in cells overexpressing cFos, myeloid zinc finger 1
(MZF1), POU class 2 homeobox 1 (OCT1), and SOX2 but

not CCAAT/enhancer-binding protein delta (CEBPD) and
SP3 (Supplementary Figure S6B).

Among these 4 transcription factors, we decided to focus
on cFos for two reasons: (1) it apparently yields slightly higher
or a comparable 4E-BP1 mRNA level when compared with
other factors (Supplementary Figure S6B); (2) it was reported
to be upregulated after SNI [50].

We examined next if the Sig-1R may interact with cFos
and, if so, may bind the promoter of 4E-BP1. We used HEK
cells overexpressing Sig-1R-GFP and cFos-Myc to perform

Fig. 5 cFOS increases 4E-BP1
transcription via its interaction
with Sig-1R. a Overexpression of
4E-BP1 decreases Cav2.2 in
HEK cells. b Sig-1R interacts
with cFOS in HEK cells. In
cFOS-Myc/DDK and Sig-1R-
GFP HEK co-expressing HEK
cells, sample blot demonstrates
the co-immunoprecipitation of
those two proteins (lane 6). c Co-
overexpressed Sig-1R and cFOS
bind to the promoter of 4E-BP1.
DNAs obtained from chromatin
immunoprecipitation assays test-
ing the binding of GFP-tagged
Sig-1R (upper panel) or Myc-
tagged cFOS (lower panel) to the
4E-BP1 promoter in HEK cells
were examined. The precipitated
DNA was amplified using specif-
ic primers for the 4E-BP1 pro-
moter. Quantified results from the
PCR products were normalized to
input. Summary data are presented
as means ± SEM; Student’s t test;
*P < 0.05, ***P < 0.001; N = 3
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those experiments. Indeed, Sig-1R and cFos interact with each
other (Fig. 5b). Further, chromatin immunoprecipitation as-
says show that there is an increase of binding between the
4E-BP1 promoter and Sig-1R-GFP or cFos-Myc when each
protein was overexpressed (Fig. 5c). Those results suggest that
the Sig-1R perhaps by working together with cFos can in-
crease the promoter activity of 4E-BP1, thus enhancing its
transcription.

We next provide evidence that the Sig-1R regulates the
transcription of 4E-BP1 and the effect thereafter.

Sig-1R Knockout Increases the Transcription of 4E-
BP1: Effect on the eIF4E Binding to the Cav2.2 mRNA

We tested if the Sig-1Rmay affect the transcription of 4E-BP1
by using the Sig-1R KO HEK cells. Indeed, in Sig-1R KO
HEK cells, the protein expression and mRNA of 4E-BP1 are
both reduced (Fig. 6a), indicating that the Sig-1R increases the
transcription of 4E-BP1.

Since 4E-BP1 is decreased in Sig-1R KO cells, 4E-BP1
should bind less of the available eIF4E as per the 5′cap-de-
pendent translation. As a result, more eIF4E should interact
with the mRNA of Cav2.2. Indeed, in Sig-1R-KO HEK cells,
the binding between eIF4E and Cav2.2 mRNA increases as
seen in the RNA immunoprecipitation assay (Fig. 6b).

Those results, when taken together, suggest that the Sig-1R
enhances the transcription of 4E-BP1, leading to a translation-
al inhibition of Cav2.2 via sequestration of the translation
initiation factor eIF4E. We examined next the status quo of
4E-BP1and eIF4E in the rat DRG during SNI.

cFos, 4E-BP1, and eIF4 in Spare Nerve Injury–Imposed
Dorsal Root Ganglia

If physiologically relevant, what happened in cell lines as
shown above should also be seen in DRGs taken from sham
or SNI rats. Because of the limited quantity of samples, we
focused on critical experiments to provide proofs as such.

Western blot signal for c-FOS protein increased after SNI
in this study (Fig. 7a). This result is in agreement with previ-
ous observations [50]. We also examined the co-IP between
Sig-1R and c-Fos and found that the interaction between Sig-
1R and c-Fos increases by about 50% in SNI DRG when
compared to sham DRG (Supplementary Figure S7).

Our hypothesis, accordingly, predicted that transcription of
4E-BP1 should increase during SNI. Indeed, 4E-BP1 mRNA
and protein both increase in DRGs on day 14 after SNI (Fig.
7b), indicating an upregulation of 4E-BP1. In the co-IP assay,
the Sig-1R interacts with cFos in SNI DRGs (Fig. 7c).
Notably, the interaction between eIF4E and 4E-BP1 may also
increase on day 14 after SNI (Fig. 7d).

Those results, when taken together, suggest that the Sig-1R
at the DRG causes neuropathic pain while the inhibition of
Sig-1R during SNI attenuates pain.

DRG Excitability Increases in Rats in Response to the
Sig-1R Agonist

Since the excitability of sensory neurons relates to genesis of
pain, the effect of the Sig-1R agonist (+)pentazocine ((+)PTZ)
on the burst rate and firing of DRG was examined in dissoci-
ated DRG neurons (Fig. 8(Aa)). (+)PTZ elicits an increase in

Fig. 6 Sig-1R regulates 4E-BP1
and its effect on eIF4E. a Sig-1R
KO decreases the transcription
and translation of 4E-BP1 inHEK
cells. Sample blot demonstrates a
decrease of 4E-BP1 protein in
Sig-1R KO HEK cells. Summary
data reveal an elevated level of
protein and mRNA of 4E-BP1 in
Sig-1R KO HEK cells. b Sig-1R
knockout (KO) increases eIF4E
and Cav2.2 mRNA binding. In
the RNA-IP test, eIF4E binding to
Cav2.2 5′cap region increases in
Sig-1R KO HEK cells. Data rep-
resent means ± SEM; Student’s t
test; Mann-Whitney test for b;
*P < 0.05, ***P < 0.001
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frequency of action potentials in neurons subjected to repeti-
tive brief depolarization (Fig. 8(Ab)). Note refractory firings
between action potentials in the trace. Since it is known that
decreased duration of afterhyperpolarization (AHP) can in-
crease neuronal burst rate and firing [5, 25, 51], we examined
the amplitude and duration of AHP in (+)PTZ-treated DRG
neurons. While (+)PTZ-treated neurons do not exhibit differ-
ences in the AHP amplitude (Fig. 8(Ac)), (+)PTZ-treated neu-
rons show a significant decrease in the duration of AHP (Fig.
8(Ad)). The AHP duration is defined as 50% of time required
to return from the AHP maximum to the resting membrane
potential. Sample trace from vehicle- or (+)PTZ-treated neu-
ron is shown in Fig. 8(Ae). When taken together, those results
suggest that the activation of Sig-1R causes hyperexcitability
of DRG neurons.

The duration of AHP is regulated by the activity of
calcium-activated potassium channels (KCa) [52, 53], which
in turn depend on the inward calcium current (ICa). Indeed,

(+)PTZ has been reported to cause a decrease of ICa [28]. The
decrease of ICa in DRG neurons after peripheral injury has
been shown to be due to the decrease of ICa through VGCCs
at the DRGs [25, 54]. We speculated therefore that the in-
crease of neuronal excitability caused by the activation of
Sig-1R is mediated by the inhibition of VGCCs.

We therefore examined the depolarization-induced tran-
sient elevation of [Ca2+]c to determine if Sig-1R activation is
accompanied by a reduced [Ca2+]c transient. (+)PTZ indeed
depresses the depolarization-induced transient amplitude in a
concentration and time-dependent fashion (Fig. 8(B)). To se-
lectively examine the effect of axonal injury, we used the 5th
lumbar (L5) spinal nerve ligation (SNL) neuropathic pain
model, which showed that axotomy (L5 neurons) reduces
transient amplitude of the dissociated somata compared to
those of the intact adjacent L4 neurons (left panel, Fig.
8(C)). Interestingly, (+)PTZ, which strongly inhibits the peak
[Ca2+]c in intact L4 neurons, does not further decrease peak

Fig. 7 Transcriptional regulation
of 4E-BP1 by Sig-1R in SNI
DRG. All data here are from day
14 SNI DRGs. a cFOS is upreg-
ulated after SNI on day 14. All
western blots are shown (left
panel). Summary data with band
intensity normalized to α-tubulin
are on the right panel. b SNI in-
creases the protein and mRNA of
4E-BP1. Western blot for protein
of sham or SNI DRGs is shown
on the left panel. Summary plot in
the middle panel with band in-
tensity normalized to α-tubulin.
Summary plot for mRNA level
from qPCR analyses is shown on
the right panel. c Sig-1R interacts
with cFOS. Blot shows immuno-
precipitation (IP) with Sigma-1
receptor (Sig-1R) antibody
pulling down cFOS in DRGs
from SNI animals. d Increased
interaction between 4E-BP1 and
eIF4E after SNI. Representative
western blot on the left panel.
Summary data with band intensity
normalized to eIF4E on the right
panel. For western blot, each lane
represents total lysate from 3 ip-
silateral DRGs (right 4th to 6th
lumbar DRG, L4-L6) of individ-
ual animal (sham or SNI). For IP,
protein lysate was combined from
2 animals (sham or SNI) of a total
of 6 ipsilateral DRGs (right L4-
L6). A total of three repetitive
experiments were performed for
IP. Data shown are means ± SEM;
*P < 0.05, **P < 0.01
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[Ca2+]c in the L5 neurons (shown as % peak inhibition, right
panel, Fig. 8(C)), suggesting that axotomy has altered the
VGCCs. The near elimination of transients in Ca2+-free bath
solution in both vehicle-treated neurons (89.9 ± 3.0% reduc-
tion, n = 5) and neurons treated with (+)PTZ (100 μM, 95.0 ±

0.9%, n = 8, Figure S3A) confirms the dependence on Ca2+

entry through VGCCs.
It has been shown that the calcium-induced calcium release

(CICR) from ER stores can amplify depolarization-induced
transients in sensory neurons [55]. Accordingly, we tested

Fig. 8 Sig-1R agonist increases neuronal excitability in sham surgery
rats’ sensory neurons by inhibiting calcium influx at dorsal root ganglia.
(A) (+)Pentazocine ((+)PTZ) elicits neuronal hyperexcitability in skin
sham dorsal root ganglion (DRG) neurons. (Aa) (+)PTZ increases action
potential (AP) generation during depolarizing stimulus trains (50 Hz for
2 s with 1 ms duration and 1.5 × threshold stimulus). Sample traces from
whole-cell patch clamp show 21 APs before (+)PTZ application and 30
after. (Ab) Summary data show that (+)PTZ increases AP generation in
naïve sensory neurons. (Ac) Summary data show that (+)PTZ does not
affect the after hyperpolarization (AHP) amplitude. (Ad) Summary on the
effect of (+)PTZ on the 50% duration of AHP. (Ae) Sample AP traces of
vehicle- and (+)PTZ-treated DRG neurons were from intracellular record-
ings. The trace shows that (+)PTZ decreases 50% recovery of AHP du-
ration when compared to vehicle control. AHP and duration of AHP until
50% recovery to baseline (red segment) were measured from intracellular
recordings using intact DRGs and dorsal root stimulation. (B) (+)-

Pentazocine inhibits K+-induced Ca2+ transient in dissociated skin-sham
DRG neurons. By adding (+)PTZ (1–100μM) to the bath solution (2mM
Ca2+), (+)PTZ time-dependently depresses activity-induced transient am-
plitude (traces).When compared with vehicle-treated cells, summary data
(right panel) show that (+)PTZ dose-dependently diminishes (i.e., in-
creased inhibition on Y-axis) K+-induced (50 mM for 3 s) Ca2+ transient
amplitudes in skin sham DRG neurons. (C) (+)PTZ (100 μM) did not
affect K+-induced transient Ca2+ amplitudes in injured neurons isolated
from the spinal ligated 5th (SNL L5) DRG. In contrast, (+)PTZ adminis-
tration inhibited K+-induced Ca2+ transient amplitudes in non-injured
neighboring neurons from the 4th SNL L4 DRG. Note: K+-induced
Ca2+ transient decreases in a time-dependent manner (left lower traces)
in (+)PTZ-treated SNI L4 DRG neurons. Details of experimental proce-
dures are described in the “Methods”. Data are means ± SEM; two-way
ANOVA followed by Tukey’s test, Student’s t test or paired t test, *P <
0.05, **P < 0.01, ***P < 0.001
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the action of Sig-1R on CICR by using the ryanodine receptor
blocker dantrolene (10 μM). Dantrolene reduces the
depolarization-induced [Ca2+]c by 79.0 ± 1.6% in vehicle-
treated neurons, indicating a substantial contribution of
CICR to the Ca2+ transient (Figure S8B; left panel). This
dantrolene effect is not altered by co-administration of Sig-
1R agonists ((+)PTZ, 75.7 ± 1.7% reduction; Figure S8B;
right panel). Those results suggest that the predominant path-
way of the Sig-1R regulation on activity-related changes in
[Ca2+]c in uninjured sensory neurons is through the modula-
tion of VGCCs rather than CICR.

Taken together, those data above suggest that the Sig-1R-
induced sensory hypersensitivity in naïve animals is mediated
by the inhibition of calcium influx which in turn leads to the
neuronal hyperexcitability of the sensory neurons. The first
portion of the results (Fig. 1–Fig. 7) supports this suggestion.

Intra-DRG Injection of Sig-1R Agonist in Naïve Rat
Causes Pain While the Antagonist Attenuates SNI-
Induced Pain

Of course, we cannot examine the effect of the Sig-1R agonist
in SNI rats because they are in pain already. We examined
therefore if there is constitutive regulation of sensory neuron
function [30] by the Sig-1R by injecting the Sig-1R agonist
into the DRG in sham-operated rats. (+)PTZ produces a de-
crease of withdrawal threshold from threshold mechanical
stimuli during von Frey testing in naïve rats (Fig. 9a), and
increases the frequency of response to cold stimulation by
acetone, and hyperalgesia responses to pin (Fig. 9a).

The Sig-1R antagonist BD1047 decreases heightened tac-
tile sensitivity (allodynia) significantly in von Frey filament
threshold testing and increases the frequency of hyperalgesia-
type responses to noxious mechanical stimulation by pain
(Fig. 9b). Though statistically nonsignificant, a trend of de-
cline of responses to brush and cold stimuli are seen in
BD1047-treated SNI animals when compared to controls
(Fig. 9b). These findings are consistent with the view that
knockout or systemic blockade of Sig-1R diminishes the pe-
ripheral nerve injury–induced hypersensitivity [20, 21].

Discussion

Hyperexcitability of injured DRG neurons is attributable at
least in part to reduced calcium influx and the associated de-
crease of intracellular Ca2+ transient [25, 56] that in turn fails
to activate Ca2+-activated potassium channels [51]. We show
here that the Sig-1R, a dynamic ER molecular chaperone, can
regulate the DRG excitability and confer pain by regulating
VGCCs at the genomic and cellular biology levels and dem-
onstrate for the first time that the direct injection of Sig-1R

antagonist into DRG is a clinically feasible route for the treat-
ment of neuropathic pain.

Fig. 9 Blocakade of Sig-1R attenuates SNI-induced pain responses whereas
Sig-1R agonist elicits hyperalgesic responses in naive animals. a (+)-
Pentazocine produces hypersensitivity in naïve rats. Sig-1R agonist (+)-pen-
tazocine ((+)PTZ)) decreases mechanical withdrawal threshold and increases
response rates to mechanical and cold stimuli in naive rats. Detailed informa-
tion of animal, surgery procedure, and sensory tests are described in the
Methods. b BD1047 attenuates hyperalgesic responses in SNI rats. The sen-
sory tests of threshold mechanical stimulation (von Frey filaments), noxious
stimulation (pin), soft touch (brush), and cold chemical stimulation (acetone
drop) following intraganglionic injection of Sig-1R antagonist (BD1047, 4
μg/2 μl) in SNI rats were evaluated in the plantar skin of the paw ipsilateral
with the injected DRG. BD-1047 reduces mechanical and thermal hypersen-
sitivity. Data are means ± SEM; n = 4 in each group except (+)PTZ-injected
naïve rat group (n = 6); two-way ANOVA followed by Tukey’s test, *P <
0.05, **P < 0.01
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Our results showing that SNI causes a reduction of Cav2.2 but
not Cav1.2 is at variance with some previous reports. For exam-
ple, although in this study we did not observe a significant
change of Cav1.2 protein ormRNAafter SNI, theCav1.2 protein
expression and mRNA level were reported to decrease after sci-
atic nerve ligation [57]. A decrease of Cav1.2 mRNA level was
found after 7 days in a chronic constriction injury model [58].
Also, an increase of Cav2.2 at DRGs after the tibial injury was
reported [59]. We do not know at present whether the difference
reflects different types of surgical injury employed or due to other
unknown factors. However, our results are consistent with other
reports showing that the Cav2.2 mRNA level was not changed
after nerve injury [60, 61] and Cav2.2 is downregulated in the
injured 5th lumbar (L5) ganglion [62].

Our finding here that the Sig-1R may translocate from ER
to the nuclear envelope, assisted by the protein transport pro-
tein Sec61β may explain how the Sig-1R moves from ER to
the nuclear envelope in our previous report [37]. It is interest-
ing to note that the Sig-1R at the nuclear envelope can asso-
ciate with nuclear inner membrane protein emerin to recruit
chromatin remodeling factors resulting in Sp3 binding to the
MAOB promoter [37]. However, in the present study, we
found that the Sig-1R can recruit yet another transcription
factor cFOS (Fig. 5), resulting in the gene activation of 4E-
BP1. Thus, it appears that the Sig-1R may recruit different
transcription factors to regulate the transcription of different
genes. How these two ways operate apparently opposite sig-
naling pathways is unknown. We notice however that the
repressive transcription of MAOB gene is initiated by the
activation of Sig-1R by cocaine [37], whereas the enhanced
transcription of 4E-BP1 in the present report is initiated by the
SNI. One can only speculate that cocaine and SNI cause Sig-
1Rs to interact with different nuclear envelope partners with
different transcriptional output. The speculation remains to be
clarified in the future.

The proposed mechanism in this study whereby the Sig-1R
attenuates the Cav2.2 mRNA translation by increasing 4E-BP1
to sequester and prevent eIF4E from binding to themRNAposes
two important points: (1) Since Cav1.2mRNAand protein levels
are not affected by SNI, as shown in this study, is Cav1.2 trans-
lation not 5’cap-dependent? (2) The peripheral nerve injury pro-
cedure utilized in this study must reduce the translation of many
proteins since the 5′cap-dependent mechanism controls transla-
tion in general or at least in part. The answer to the first question
is: yes. The Cav1.2 translation is eIF2α-dependent and may not
be 5′cap-dependent [63]. The answer to the second question is
“yes” as well. Employing a ribosomal profiling technique, Uttam
and his colleagues [64] identify 31 genes whose proteins are
downregulated after SNI in mouse DRGs. Among those 31
genes, 29 genes such as TSK3 [65] show no change of their
mRNA level suggesting an altered translation.

The apparent decrease of Cav2.2 at the plasma mem-
brane (Fig. 2b) of SNI DRGs would reduce the influx

of calcium thus leading to neuronal hyperexcitability.
Thus, reduced translation of Cav2.2 combined with its
apparent decrease at the plasma membrane may play a
role in the genesis of DRG neuronal hyperexcitability.
However, since the Sig-1R is a pluripotent modulator
[66], its effect on hyperexcitability or neuropathic pain
may relate to its action on other molecular targets as
well. For example, potassium channels and their epige-
netic modifications at the DRG have been shown to
relate to neuropathic pain [67]. Whether the Sig-1R af-
fects SNI-induced pain via potassium channels certainly
warrants investigation in the future. The same applies to
the potential action of Sig-1R on NMDA receptors [20].
It has to be mentioned here that we are not claiming the
Cav2.2 is the only molecule responsible for SNI neuro-
pathic pain. Nor do we claim here that the translational
regulation of Cav2.2 is the sole mechanism regulating
Cav2.2 as it relates to SNI neuropathic pain. Since
Cav2.2 protein levels can be regulated via endocytosis,
turnover, or extra-synaptic re-localization, its dynamic
regulation is not solely restricted to the translational
regulation.

The Sig-1R apparently acts directly or indirectly as a tran-
scription factor in partnership with cFos in this study.
However, whether the Sig-1R per se acts as a transcription
factor by itself is unclear at present. More studies are needed
in the future.

The direct injection of Sig-1R antagonist into DRGs, as
shown here, represents a possible clinical approach for
treating neuropathic pain [7]. Targeting Sig-1Rs to reduce
pain would provide a non-opioid alternative to pain treatment
treatment.

We suggest that the direct intra-DRG application of Sig-1R
antagonist(s) is a very tangible way to attenuate neuropathic
pain. Not only is the procedure a clinical norm but also several
of the Sig-1R antagonists are clinically used “old” drugs
waiting to be repurposed for neuropathic pain. Relevant Sig-
1R antagonists include haloperidol and progesterone [9, 68,
69]. It has to be mentioned that within the context of this
study, it would be desirable to demonstrate that the Sig-1R
antagonists should attenuate the DRG neuronal excitability by
attenuating Ca2+ influx in SNI rats. Indeed, knocking down
Sig-1Rs in SNI DRG neurons causes a reduction of action
potential frequency [70]. This result indirectly suggests that
a Sig-1R antagonist would reduce Ca2+ influx, thus attenuat-
ing neuronal excitability. Of course, experiments are needed
to test this speculation.

Supplementary Information The online version contains supplementary
material available at https://doi.org/10.1007/s12035-020-02276-8.

Acknowledgments We thank Yuan Guo for performing the CICR experi-
ment.We thank Shiliang Zhang of the confocal and electronmicroscopy core

2538 Mol Neurobiol (2021) 58:2523–2541

https://doi.org/10.1007/s12035-020-02276-8


of the National Institute onDrugAbuse for the assistance in the acquisition of
confocal microscopy images. We thank Kenner Rice of the Medication
Development Program of the Intramural Research Program of the National
Institute on Drug Abuse for the synthesis and supply of BD-1063•HBr used
in this study. We thank Shang-Yi Anne Tsai for the discussion.

Funding This work was supported by the Intramural Research Program
of the National Institute on Drug Abuse, National Institutes of Health, US
Department andHuman Services (S.-M.W., N. G, Y. K., Y. Y., T.-Y.W.,
Y. N., Y.-T. L., T.-P. Su, H.-E. W.). Support was also provided by Grants
K01 DA024751 (H.-E. W.) and R01NS112194 (B. P.).

Data Availability All raw data and materials are available upon reason-
able request to Tsung-Ping Su.

Compliance with Ethical Standards

Conflict of Interest The authors declare that they have no conflict of
interest.

Ethics Approval All methods and animal procedures were conducted in
accordance with the principles as indicated by the NIH Guide for the Care
and Use of Laboratory Animals. These animal protocols were also reviewed
and approved by the NIDA intramural research program Animal Care and
Use Committee, National Institute of Health, and Medical College of
Wisconsin Institutional Animal Care and Use Committee.

Consent to Participate Not applicable

Consent for Publication (Include Appropriate Statements) All authors
have read the manuscript and agreed for its publication.

Code availability All software used are indicated in the manuscript. No
codes were applied to this study.

Abbreviations Sig-1R, Sigma-1 receptor; DRG, dorsal root ganglion;
PTZ, (+)pentazocine; MAM, mitochondria-associated endoplasmic retic-
ulum membrane; VGCC, voltage-gated calcium channel; SNI, spared-
nerve injury; CICR, calcium-induced calcium release; KO, knockout;
AHP, afterhyperpolarization; HEK cell, human embryonic kidney cell;
N2a, mouse neuroblastoma Neuro-2a cell; IP, immunoprecipitation

Open Access This article is licensed under a Creative Commons
Attribution 4.0 International License, which permits use, sharing, adap-
tation, distribution and reproduction in any medium or format, as long as
you give appropriate credit to the original author(s) and the source, pro-
vide a link to the Creative Commons licence, and indicate if changes were
made. The images or other third party material in this article are included
in the article's Creative Commons licence, unless indicated otherwise in a
credit line to the material. If material is not included in the article's
Creative Commons licence and your intended use is not permitted by
statutory regulation or exceeds the permitted use, you will need to obtain
permission directly from the copyright holder. To view a copy of this
licence, visit http://creativecommons.org/licenses/by/4.0/.

References

1. Woolf CJ, Mannion RJ (1999) Neuropathic pain: aetiology, symp-
toms, mechanisms, and management. Lancet 353(9168):1959–
1964. https://doi.org/10.1016/S0140-6736(99)01307-0

2. Dahlhamer J, Lucas J, Zelaya C, Nahin R, Mackey S, DeBar L,
Kerns R, Von Korff M et al (2018) Prevalence of chronic pain and
high-impact chronic pain among adults - United States, 2016.

MMWR Morb Mortal Wkly Rep 67(36):1001–1006. https://doi.
org/10.15585/mmwr.mm6736a2

3. Dowell D, Haegerich TM, Chou R (2016) CDC guideline for pre-
scribing opioids for chronic pain - United States, 2016. MMWR
Recomm Rep 65(1):1–49. https://doi.org/10.15585/mmwr.
rr6501e1

4. Study RE, Kral MG (1996) Spontaneous action potential activity in
isolated dorsal root ganglion neurons from rats with a painful neu-
ropathy. Pain 65(2-3):235–242. https://doi.org/10.1016/0304-
3959(95)00216-2

5. Sapunar D, Ljubkovic M, Lirk P, McCallum JB, Hogan QH (2005)
Distinct membrane effects of spinal nerve ligation on injured and
adjacent dorsal root ganglion neurons in rats. Anesthesiology
103(2):360–376. https://doi.org/10.1097/00000542-200508000-
00020

6. North RY, Li Y, Ray P, Rhines LD, Tatsui CE, Rao G, Johansson
CA, Zhang H et al (2019) Electrophysiological and transcriptomic
correlates of neuropathic pain in human dorsal root ganglion neu-
rons. Brain 142(5):1215–1226. https://doi.org/10.1093/brain/
awz063

7. Pfirrmann CW, Oberholzer PA, Zanetti M, Boos N, Trudell DJ,
Resnick D, Hodler J (2001) Selective nerve root blocks for the
treatment of sciatica: evaluation of injection site and
effectiveness–a study with patients and cadavers. Radiology
221(3):704–711. https://doi.org/10.1148/radiol.2213001635

8. Liem L, van Dongen E, Huygen FJ, Staats P, Kramer J (2016) The
dorsal root ganglion as a therapeutic target for chronic pain. Reg
Anesth Pain Med 41(4):511–519. https://doi.org/10.1097/AAP.
0000000000000408

9. Hayashi T, Su TP (2007) Sigma-1 receptor chaperones at the ER-
mitochondrion interface regulate Ca(2+) signaling and cell survival.
Cell 131(3):596–610. https://doi.org/10.1016/j.cell.2007.08.036

10. Mavlyutov TA, Duellman T, Kim HT, Epstein ML, Leese C,
Davletov BA, Yang J (2016) Sigma-1 receptor expression in the
dorsal root ganglion: reexamination using a highly specific anti-
body. Neuroscience 331:148–157. https://doi.org/10.1016/j.
neuroscience.2016.06.030

11. Su TP, Hayashi T, Maurice T, Buch S, Ruoho AE (2010) The
sigma-1 receptor chaperone as an inter-organelle signaling modu-
lator. Trends Pharmacol Sci 31(12):557–566. https://doi.org/10.
1016/j.tips.2010.08.007

12. Schmidt HR, Kruse AC (2019) The molecular function of sigma
receptors: past, present, and future. Trends Pharmacol Sci 40(9):
636–654. https://doi.org/10.1016/j.tips.2019.07.006

13. Wang J, Saul A, Roon P, Smith SB (2016) Activation of the mo-
lecular chaperone, sigma 1 receptor, preserves cone function in a
murine model of inherited retinal degeneration. Proc Natl Acad Sci
U S A 113(26):E3764–E3772. https://doi.org/10.1073/pnas.
1521749113

14. Snyder SH, Largent BL (1989) Receptor mechanisms in antipsy-
chotic drug action: focus on sigma receptors. J Neuropsychiatr Clin
Neurosci 1(1):7–15. https://doi.org/10.1176/jnp.1.1.7

15. Hong WC, Yano H, Hiranita T, Chin FT, McCurdy CR, Su TP,
Amara SG, Katz JL (2017) The sigma-1 receptor modulates dopa-
mine transporter conformation and cocaine binding and may there-
by potentiate cocaine self-administration in rats. J Biol Chem
292(27):11250–11261. https://doi.org/10.1074/jbc.M116.774075

16. Sambo DO, Lebowitz JJ, Khoshbouei H (2018) The sigma-1 recep-
tor as a regulator of dopamine neurotransmission: a potential ther-
apeutic target for methamphetamine addiction. Pharmacol Ther
186:152–167. https://doi.org/10.1016/j.pharmthera.2018.01.009

17. Kourrich S, Hayashi T, Chuang JY, Tsai SY, Su TP, Bonci A
(2013) Dynamic interaction between sigma-1 receptor and Kv1.2
shapes neuronal and behavioral responses to cocaine. Cell 152(1-
2):236–247. https://doi.org/10.1016/j.cell.2012.12.004

2539Mol Neurobiol (2021) 58:2523–2541

https://doi.org/
https://doi.org/10.1016/S0140-6736(99)01307-0
https://doi.org/10.15585/mmwr.mm6736a2
https://doi.org/10.15585/mmwr.mm6736a2
https://doi.org/10.15585/mmwr.rr6501e1
https://doi.org/10.15585/mmwr.rr6501e1
https://doi.org/10.1016/0304-3959(95)00216-2
https://doi.org/10.1016/0304-3959(95)00216-2
https://doi.org/10.1097/00000542-200508000-00020
https://doi.org/10.1097/00000542-200508000-00020
https://doi.org/10.1093/brain/awz063
https://doi.org/10.1093/brain/awz063
https://doi.org/10.1148/radiol.2213001635
https://doi.org/10.1097/AAP.0000000000000408
https://doi.org/10.1097/AAP.0000000000000408
https://doi.org/10.1016/j.cell.2007.08.036
https://doi.org/10.1016/j.neuroscience.2016.06.030
https://doi.org/10.1016/j.neuroscience.2016.06.030
https://doi.org/10.1016/j.tips.2010.08.007
https://doi.org/10.1016/j.tips.2010.08.007
https://doi.org/10.1016/j.tips.2019.07.006
https://doi.org/10.1073/pnas.1521749113
https://doi.org/10.1073/pnas.1521749113
https://doi.org/10.1176/jnp.1.1.7
https://doi.org/10.1074/jbc.M116.774075
https://doi.org/10.1016/j.pharmthera.2018.01.009
https://doi.org/10.1016/j.cell.2012.12.004


18. Sambo DO, Lin M, Owens A, Lebowitz JJ, Richardson B,
Jagnarine DA, Shetty M, Rodriquez M et al (2017) The sigma-1
receptor modulates methamphetamine dysregulation of dopamine
neurotransmission. Nat Commun 8(1):2228. https://doi.org/10.
1038/s41467-017-02087-x

19. Zamanillo D, Romero L, Merlos M, Vela JM (2013) Sigma 1 re-
ceptor: a new therapeutic target for pain. Eur J Pharmacol 716(1-3):
78–93. https://doi.org/10.1016/j.ejphar.2013.01.068

20. Roh DH, Kim HW, Yoon SY, Seo HS, Kwon YB, Kim KW, Han
HJ, Beitz AJ et al (2008) Intrathecal injection of the sigma(1) re-
ceptor antagonist BD1047 blocks both mechanical allodynia and
increases in spinal NR1 expression during the induction phase of
rodent neuropathic pain. Anesthesiology 109(5):879–889. https://
doi.org/10.1097/ALN.0b013e3181895a83

21. de la Puente B, Nadal X, Portillo-Salido E, Sanchez-Arroyos R,
Ovalle S, Palacios G, Muro A, Romero L et al (2009) Sigma-1
receptors regulate activity-induced spinal sensitization and neuro-
pathic pain after peripheral nerve injury. Pain 145(3):294–303.
https://doi.org/10.1016/j.pain.2009.05.013

22. Kibaly C, Meyer L, Patte-Mensah C, Mensah-Nyagan AG (2008)
Biochemical and functional evidence for the control of pain mech-
anisms by dehydroepiandrosterone endogenously synthesized in
the spinal cord. FASEB J 22(1):93–104. https://doi.org/10.1096/
fj.07-8930com

23. Patte-Mensah C, Meyer L, Taleb O, Mensah-Nyagan AG (2014)
Potential role of allopregnanolone for a safe and effective therapy of
neuropathic pain. Prog Neurobiol 113:70–78. https://doi.org/10.
1016/j.pneurobio.2013.07.004

24. Zamponi GW, Striessnig J, Koschak A, Dolphin AC (2015) The
physiology, pathology, and pharmacology of voltage-gated calcium
channels and their future therapeutic potential. Pharmacol Rev
67(4):821–870. https://doi.org/10.1124/pr.114.009654

25. Lirk P, Poroli M, Rigaud M, Fuchs A, Fillip P, Huang CY,
Ljubkovic M, Sapunar D et al (2008) Modulators of calcium influx
regulate membrane excitability in rat dorsal root ganglion neurons.
Anesth Analg 107(2):673–685. https://doi.org/10.1213/ane.
0b013e31817b7a73

26. Kourrich S, Su TP, Fujimoto M, Bonci A (2012) The sigma-1
receptor: roles in neuronal plasticity and disease. Trends Neurosci
35(12):762–771. https://doi.org/10.1016/j.tins.2012.09.007

27. Tchedre KT, HuangRQ, Dibas A, Krishnamoorthy RR, DillonGH,
Yorio T (2008) Sigma-1 receptor regulation of voltage-gated calci-
um channels involves a direct interaction. Invest Ophthalmol Vis
Sci 49(11):4993–5002. https://doi.org/10.1167/iovs.08-1867

28. Pan B, Guo Y, Kwok WM, Hogan Q, Wu HE (2014) Sigma-1
receptor antagonism restores injury-induced decrease of voltage-
gated Ca2+ current in sensory neurons. J Pharmacol Exp Ther
350(2):290–300. https://doi.org/10.1124/jpet.114.214320

29. Leppek K, Das R, Barna M (2018) Functional 5’ UTR mRNA
structures in eukaryotic translation regulation and how to find them.
Nat Rev Mol Cell Biol 19(3):158–174. https://doi.org/10.1038/
nrm.2017.103

30. Fischer G, Kostic S, Nakai H, Park F, Sapunar D, Yu H, Hogan Q
(2011) Direct injection into the dorsal root ganglion: technical, be-
havioral, and histological observations. J NeurosciMethods 199(1):
43–55. https://doi.org/10.1016/j.jneumeth.2011.04.021

31. Chaplan SR, Bach FW, Pogrel JW, Chung JM, Yaksh TL (1994)
Quantitative assessment of tactile allodynia in the rat paw. J
Neurosci Methods 53(1):55–63. https://doi.org/10.1016/0165-
0270(94)90144-9

32. Hogan Q, Sapunar D, Modric-Jednacak K, McCallum JB (2004)
Detection of neuropathic pain in a rat model of peripheral nerve
injury. Anesthesiology 101(2):476–487. https://doi.org/10.1097/
00000542-200408000-00030

33. Decosterd I,Woolf CJ (2000) Spared nerve injury: an animal model
of persistent peripheral neuropathic pain. Pain 87(2):149–158.
https://doi.org/10.1016/s0304-3959(00)00276-1

34. Kim SH, Chung JM (1992) An experimental model for peripheral
neuropathy produced by segmental spinal nerve ligation in the rat.
Pain 50(3):355–363. https://doi.org/10.1016/0304-3959(92)90041-9

35. Gemes G, Koopmeiners A, Rigaud M, Lirk P, Sapunar D, Bangaru
ML, Vilceanu D, Garrison SR et al (2013) Failure of action poten-
tial propagation in sensory neurons: mechanisms and loss of affer-
ent filtering in C-type units after painful nerve injury. J Physiol
591(4):1111–1131. https://doi.org/10.1113/jphysiol.2012.242750

36. Duncan C, Mueller S, Simon E, Renger JJ, Uebele VN, Hogan QH,
Wu HE (2013) Painful nerve injury decreases sarco-endoplasmic
reticulum Ca(2)(+)-ATPase activity in axotomized sensory neu-
rons. Neuroscience 231:247–257. https://doi.org/10.1016/j.
neuroscience.2012.11.055

37. Tsai SY, Chuang JY, Tsai MS, Wang XF, Xi ZX, Hung JJ, Chang
WC, Bonci A et al (2015) Sigma-1 receptor mediates cocaine-
induced transcriptional regulation by recruiting chromatin-
remodeling factors at the nuclear envelope. Proc Natl Acad Sci U
S A 112(47):E6562–E6570. https://doi.org/10.1073/pnas.
1518894112

38. Weng TY, Hung DT, Su TP, Tsai SA (2017) Loss of sigma-1
receptor chaperone promotes astrocytosis and enhances the Nrf2
antioxidant defense. Oxidative Med Cell Longev 2017:4582135–
4582114. https://doi.org/10.1155/2017/4582135

39. Wang SM, Lim SW, Wang YH, Lin HY, Lai MD, Ko CY, Wang
JM (2018) Astrocytic CCAAT/Enhancer-binding protein delta con-
tributes to reactive oxygen species formation in neuroinflammation.
Redox Biol 16:104–112. https://doi.org/10.1016/j.redox.2018.02.
011

40. Bangaru ML, Weihrauch D, Tang QB, Zoga V, Hogan Q, Wu HE
(2013) Sigma-1 receptor expression in sensory neurons and the
effect of painful peripheral nerve injury. Mol Pain 9:47. https://
doi.org/10.1186/1744-8069-9-47

41. Montilla-Garcia A, Perazzoli G, Tejada MA, Gonzalez-Cano R,
Sanchez-Fernandez C, Cobos EJ, Baeyens JM (2018) Modality-
specific peripheral antinociceptive effects of mu-opioid agonists
on heat and mechanical stimuli: contribution of sigma-1 receptors.
Neuropharmacology 135:328–342. https://doi.org/10.1016/j.
neuropharm.2018.03.025

42. Wang YN, Yamaguchi H, Huo L, DuY, Lee HJ, Lee HH,WangH,
Hsu JM et al (2010) The translocon Sec61beta localized in the inner
nuclear membrane transports membrane-embedded EGF receptor
to the nucleus. J Biol Chem 285(49):38720–38729. https://doi.org/
10.1074/jbc.M110.158659

43. ChenMK, DuY, Sun L, Hsu JL,WangYH, Gao Y, Huang J, Hung
MC (2019) H2O2 induces nuclear transport of the receptor tyrosine
kinase c-MET in breast cancer cells via a membrane-bound retro-
grade trafficking mechanism. J Biol Chem 294(21):8516–8528.
https://doi.org/10.1074/jbc.RA118.005953

44. Berk JM, Simon DN, Jenkins-Houk CR, Westerbeck JW,
Gronning-Wang LM, Carlson CR, Wilson KL (2014) The molec-
ular basis of emerin-emerin and emerin-BAF interactions. J Cell
Sci 127(Pt 18):3956–3969. https://doi.org/10.1242/jcs.148247

45. Mavlyutov TA, Yang H, EpsteinML, Ruoho AE, Yang J, Guo LW
(2017) APEX2-enhanced electron microscopy distinguishes sigma-
1 receptor localization in the nucleoplasmic reticulum. Oncotarget
8(31):51317–51330. https://doi.org/10.18632/oncotarget.17906

46. Bravo-Caparros I, Ruiz-Cantero MC, Perazzoli G, Cronin SJF,
Vela JM, Hamed MF, Penninger JM, Baeyens JM et al (2020)
Sigma-1 receptors control neuropathic pain and macrophage infil-
tration into the dorsal root ganglion after peripheral nerve injury.
FASEB J 34(4):5951–5966. https://doi.org/10.1096/fj.
201901921R

2540 Mol Neurobiol (2021) 58:2523–2541

https://doi.org/10.1038/s41467-017-02087-x
https://doi.org/10.1038/s41467-017-02087-x
https://doi.org/10.1016/j.ejphar.2013.01.068
https://doi.org/10.1097/ALN.0b013e3181895a83
https://doi.org/10.1097/ALN.0b013e3181895a83
https://doi.org/10.1016/j.pain.2009.05.013
https://doi.org/10.1096/fj.07-8930com
https://doi.org/10.1096/fj.07-8930com
https://doi.org/10.1016/j.pneurobio.2013.07.004
https://doi.org/10.1016/j.pneurobio.2013.07.004
https://doi.org/10.1124/pr.114.009654
https://doi.org/10.1213/ane.0b013e31817b7a73
https://doi.org/10.1213/ane.0b013e31817b7a73
https://doi.org/10.1016/j.tins.2012.09.007
https://doi.org/10.1167/iovs.08-1867
https://doi.org/10.1124/jpet.114.214320
https://doi.org/10.1038/nrm.2017.103
https://doi.org/10.1038/nrm.2017.103
https://doi.org/10.1016/j.jneumeth.2011.04.021
https://doi.org/10.1016/0165-0270(94)90144-9
https://doi.org/10.1016/0165-0270(94)90144-9
https://doi.org/10.1097/00000542-200408000-00030
https://doi.org/10.1097/00000542-200408000-00030
https://doi.org/10.1016/s0304-3959(00)00276-1
https://doi.org/10.1016/0304-3959(92)90041-9
https://doi.org/10.1113/jphysiol.2012.242750
https://doi.org/10.1016/j.neuroscience.2012.11.055
https://doi.org/10.1016/j.neuroscience.2012.11.055
https://doi.org/10.1073/pnas.1518894112
https://doi.org/10.1073/pnas.1518894112
https://doi.org/10.1155/2017/4582135
https://doi.org/10.1016/j.redox.2018.02.011
https://doi.org/10.1016/j.redox.2018.02.011
https://doi.org/10.1186/1744-8069-9-47
https://doi.org/10.1186/1744-8069-9-47
https://doi.org/10.1016/j.neuropharm.2018.03.025
https://doi.org/10.1016/j.neuropharm.2018.03.025
https://doi.org/10.1074/jbc.M110.158659
https://doi.org/10.1074/jbc.M110.158659
https://doi.org/10.1074/jbc.RA118.005953
https://doi.org/10.1242/jcs.148247
https://doi.org/10.18632/oncotarget.17906
https://doi.org/10.1096/fj.201901921R
https://doi.org/10.1096/fj.201901921R


47. Jackson RJ, Hellen CU, Pestova TV (2010) The mechanism of
eukaryotic translation initiation and principles of its regulation.
Nat Rev Mol Cell Biol 11(2):113–127. https://doi.org/10.1038/
nrm2838

48. Khoutorsky A, Price TJ (2018) Translational controlmechanisms in
persistent pain. Trends Neurosci 41(2):100–114. https://doi.org/10.
1016/j.tins.2017.11.006

49. Melemedjian OK, Asiedu MN, Tillu DV, Sanoja R, Yan J, Lark A,
Khoutorsky A, Johnson J et al (2011) Targeting adenosine
monophosphate-activated protein kinase (AMPK) in preclinical
models reveals a potential mechanism for the treatment of neuro-
pathic pain. Mol Pain 7:70. https://doi.org/10.1186/1744-8069-7-
70

50. Shiue SJ, Rau RH, Shiue HS, Hung YW, Li ZX, Yang KD, Cheng
JK (2019) Mesenchymal stem cell exosomes as a cell-free therapy
for nerve injury-induced pain in rats. Pain 160(1):210–223. https://
doi.org/10.1097/j.pain.0000000000001395

51. Sarantopoulos CD, McCallum JB, Rigaud M, Fuchs A, Kwok
WM, Hogan QH (2007) Opposing effects of spinal nerve ligation
on calcium-activated potassium currents in axotomized and adja-
cent mammalian primary afferent neurons. Brain Res 1132(1):84–
99. https://doi.org/10.1016/j.brainres.2006.11.055

52. Viana F, Bayliss DA, Berger AJ (1993) Multiple potassium con-
ductances and their role in action potential repolarization and repet-
itive firing behavior of neonatal rat hypoglossal motoneurons. J
Neurophysiol 69(6):2150–2163. https://doi.org/10.1152/jn.1993.
69.6.2150

53. Goldberg JA, Wilson CJ (2005) Control of spontaneous firing pat-
terns by the selective coupling of calcium currents to calcium-
activated potassium currents in striatal cholinergic interneurons. J
Neurosci 25(44):10230–10238. https://doi.org/10.1523/
JNEUROSCI.2734-05.2005

54. Hogan QH, McCallum JB, Sarantopoulos C, Aason M, Mynlieff
M, Kwok WM, Bosnjak ZJ (2000) Painful neuropathy decreases
membrane calcium current in mammalian primary afferent neurons.
Pain 86(1-2):43–53. https://doi.org/10.1016/s0304-3959(99)
00313-9

55. Gemes G, RigaudM,Weyker PD, Abram SE, Weihrauch D, Poroli
M, Zoga V, Hogan QH (2009) Depletion of calcium stores in in-
jured sensory neurons: anatomic and functional correlates.
Anesthesiology 111(2):393–405. https://doi.org/10.1097/ALN.
0b013e3181ae63b0

56. Fuchs A, Lirk P, Stucky C, Abram SE, Hogan QH (2005) Painful
nerve injury decreases resting cytosolic calcium concentrations in
sensory neurons of rats. Anesthesiology 102(6):1217–1225. https://
doi.org/10.1097/00000542-200506000-00023

57. Enes J, Langwieser N, Ruschel J, Carballosa-Gonzalez MM, Klug
A, Traut MH, Ylera B, Tahirovic S et al (2010) Electrical activity
suppresses axon growth through Ca(v)1.2 channels in adult primary
sensory neurons. Curr Biol 20(13):1154–1164. https://doi.org/10.
1016/j.cub.2010.05.055

58. Kim DS, Yoon CH, Lee SJ, Park SY, Yoo HJ, Cho HJ (2001)
Changes in voltage-gated calcium channel alpha(1) gene expres-
sion in rat dorsal root ganglia following peripheral nerve injury.
Brain Res Mol Brain Res 96(1-2):151–156. https://doi.org/10.
1016/s0169-328x(01)00285-6

59. Yu H, Shin SM, Xiang H, Chao D, Cai Y, Xu H, Khanna R, Pan B
et al (2019) AAV-encoded CaV2.2 peptide aptamer CBD3A6K for

primary sensory neuron-targeted treatment of established neuro-
pathic pain. Gene Ther 26(7-8):308–323. https://doi.org/10.1038/
s41434-019-0082-7

60. Yusaf SP, Goodman J, Gonzalez IM, Bramwell S, Pinnock RD,
Dixon AK, Lee K (2001) Streptozocin-induced neuropathy is asso-
ciated with altered expression of voltage-gated calcium channel
subunit mRNAs in rat dorsal root ganglion neurones. Biochem
Biophys Res Commun 289(2):402–406. https://doi.org/10.1006/
bbrc.2001.5943

61. Luo ZD, Chaplan SR, Higuera ES, Sorkin LS, Stauderman KA,
Williams ME, Yaksh TL (2001) Upregulation of dorsal root gan-
glion (alpha)2(delta) calcium channel subunit and its correlation
with allodynia in spinal nerve-injured rats. J Neurosci 21(6):
1868–1875

62. Yang J, Xie MX, Hu L,Wang XF, Mai JZ, Li YY, Wu N, Zhang C
et al (2018) Upregulation of N-type calcium channels in the soma of
uninjured dorsal root ganglion neurons contributes to neuropathic
pain by increasing neuronal excitability following peripheral nerve
injury. Brain Behav Immun 71:52–65. https://doi.org/10.1016/j.
bbi.2018.04.016

63. Kabir ZD, CheA, Fischer DK, Rice RC, Rizzo BK, ByrneM, Glass
MJ, De Marco Garcia NV et al (2017) Rescue of impaired socia-
bility and anxiety-like behavior in adult cacna1c-deficient mice by
pharmacologically targeting eIF2alpha. Mol Psychiatry 22(8):
1096–1109. https://doi.org/10.1038/mp.2017.124

64. Uttam S,Wong C, Amorim IS, Jafarnejad SM, Tansley SN, Yang J,
Prager-KhoutorskyM, Mogil JS et al (2018) Translational profiling
of dorsal root ganglia and spinal cord in a mouse model of neuro-
pathic pain. Neurobiol Pain 4:35–44. https://doi.org/10.1016/j.
ynpai.2018.04.001

65. Garcia G, Noriega-Navarro R, Martinez-Rojas VA, Gutierrez-Lara
EJ, Oviedo N, Murbartian J (2019) Spinal TASK-1 and TASK-3
modulate inflammatory and neuropathic pain. Eur J Pharmacol 862:
172631. https://doi.org/10.1016/j.ejphar.2019.172631

66. Su TP, Su TC, Nakamura Y, Tsai SY (2016) The sigma-1 receptor
as a pluripotent modulator in living systems. Trends Pharmacol Sci
37(4):262–278. https://doi.org/10.1016/j.tips.2016.01.003

67. Laumet G, Garriga J, Chen SR, Zhang Y, Li DP, Smith TM, Dong
Y, Jelinek J et al (2015) G9a is essential for epigenetic silencing of
K(+) channel genes in acute-to-chronic pain transition. Nat
Neurosci 18(12):1746–1755. https://doi.org/10.1038/nn.4165

68. Gordon DE, Jang GM, Bouhaddou M, Xu J, Obernier K, White
KM, O’Meara MJ, Rezelj VV et al (2020) A SARS-CoV-2 protein
interaction map reveals targets for drug repurposing. Nature. 583:
459–468. https://doi.org/10.1038/s41586-020-2286-9

69. Su TP, London ED, Jaffe JH (1988) Steroid binding at sigma re-
ceptors suggests a link between endocrine, nervous, and immune
systems. Science 240(4849):219–221. https://doi.org/10.1126/
science.2832949

70. Shin SM,Wang F, Qiu C, Itson-Zoske B, Hogan QH, Yu H (2020)
Sigma-1 receptor activity in primary sensory neurons is a critical
driver of neuropathic pain. Gene Ther. https://doi.org/10.1038/
s41434-020-0157-5

Publisher’s Note Springer Nature remains neutral with regard to juris-
dictional claims in published maps and institutional affiliations.

2541Mol Neurobiol (2021) 58:2523–2541

https://doi.org/10.1038/nrm2838
https://doi.org/10.1038/nrm2838
https://doi.org/10.1016/j.tins.2017.11.006
https://doi.org/10.1016/j.tins.2017.11.006
https://doi.org/10.1186/1744-8069-7-70
https://doi.org/10.1186/1744-8069-7-70
https://doi.org/10.1097/j.pain.0000000000001395
https://doi.org/10.1097/j.pain.0000000000001395
https://doi.org/10.1016/j.brainres.2006.11.055
https://doi.org/10.1152/jn.1993.69.6.2150
https://doi.org/10.1152/jn.1993.69.6.2150
https://doi.org/10.1523/JNEUROSCI.2734-05.2005
https://doi.org/10.1523/JNEUROSCI.2734-05.2005
https://doi.org/10.1016/s0304-3959(99)00313-9
https://doi.org/10.1016/s0304-3959(99)00313-9
https://doi.org/10.1097/ALN.0b013e3181ae63b0
https://doi.org/10.1097/ALN.0b013e3181ae63b0
https://doi.org/10.1097/00000542-200506000-00023
https://doi.org/10.1097/00000542-200506000-00023
https://doi.org/10.1016/j.cub.2010.05.055
https://doi.org/10.1016/j.cub.2010.05.055
https://doi.org/10.1016/s0169-328x(01)00285-6
https://doi.org/10.1016/s0169-328x(01)00285-6
https://doi.org/10.1038/s41434-019-0082-7
https://doi.org/10.1038/s41434-019-0082-7
https://doi.org/10.1006/bbrc.2001.5943
https://doi.org/10.1006/bbrc.2001.5943
https://doi.org/10.1016/j.bbi.2018.04.016
https://doi.org/10.1016/j.bbi.2018.04.016
https://doi.org/10.1038/mp.2017.124
https://doi.org/10.1016/j.ynpai.2018.04.001
https://doi.org/10.1016/j.ynpai.2018.04.001
https://doi.org/10.1016/j.ejphar.2019.172631
https://doi.org/10.1016/j.tips.2016.01.003
https://doi.org/10.1038/nn.4165
https://doi.org/10.1038/s41586-020-2286-9
https://doi.org/10.1126/science.2832949
https://doi.org/10.1126/science.2832949
https://doi.org/10.1038/s41434-020-0157-5
https://doi.org/10.1038/s41434-020-0157-5

	Genomic Action of Sigma-1 Receptor Chaperone Relates to Neuropathic Pain
	Abstract
	Introduction
	Methods
	Animals
	Sensory Testing
	Intraganglionic Microinjection
	Nerve Injury Models
	Intact Ganglion Tissue Preparation
	DRG Neuron Dissociation and Plating
	Electrophysiological Recording
	Measurement of [Ca2+]c
	Cell Culture and Transfection
	Sig-1R Knockout HEK Cells
	Western Blot Analysis
	Biotinylation of Cell Surface Protein
	Immunoprecipitation
	RNA Immunoprecipitation
	Chromatin Immunoprecipitation
	Quantitative Real-Time PCR
	Immunohistochemical Experiment on DRGs
	Immunocytochemical Experiment on Cell Lines
	Statistical Analysis

	Results
	Cav2.2 Protein Level is Decreased After SNI
	Sec61β May Assist in Moving Sig-1Rs from ER to the Nucleus
	Sig-1R in Close Proximity to the Nuclear Envelope of DRG After SNI
	Cav2.2 mRNA Translation is 5′Cap-Dependent and Involves 4E-BP1 and eIF4E
	Sig-1R Recruits cFos to the 4E-BP1 Promoter
	Sig-1R Knockout Increases the Transcription of 4E-BP1: Effect on the eIF4E Binding to the Cav2.2 mRNA
	cFos, 4E-BP1, and eIF4 in Spare Nerve Injury–Imposed Dorsal Root Ganglia
	DRG Excitability Increases in Rats in Response to the Sig-1R Agonist
	Intra-DRG Injection of Sig-1R Agonist in Naïve Rat Causes Pain While the Antagonist Attenuates SNI-Induced Pain

	Discussion
	References


