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Abstract
Purpose of Review Patients with Lynch syndrome have a high probability of developing colorectal and other carcinomas. This
review provides a comprehensive assessment of the immunologic aspects of Lynch syndrome pathogenesis and provides an
overview of potential immune interventions for patients with Lynch syndrome polyps and Lynch syndrome–associated carcinomas.
Recent Findings Immunogenic properties of the majority of Lynch syndrome polyps and associated cancers include microsat-
ellite instability leading to a high mutational burden and the development of novel frameshift peptides, i.e., neoantigens. In
addition, patients with Lynch syndrome develop T cell responses in the periphery and in the tumor microenvironment (TME) to
tumor-associated antigens, and a proinflammatory cytokine TME has also been identified. However, Lynch syndrome lesions
also possess immunosuppressive entities such as alterations in MHC class I antigen presentation, TGFβ receptor mutations,
regulatory T cells, and upregulation of PD-L1 on tumor-associated lymphocytes.
Summary The rich immune microenvironment of Lynch syndrome polyps and associated carcinomas provides an opportunity to
employ the spectrum of immune-mediating agents now available to induce and enhance host immune responses and/or to also
reduce immunosuppressive entities. These agents can be employed in the so-called prevention trials for the treatment of patients
with Lynch syndrome polyps and for trials in patients with Lynch syndrome–associated cancers.

Keywords Lynch syndrome . Colorectal cancer . Microsatellite instability (MSI) . Vaccines . Immunotherapy . Neoantigens

Introduction

The concept of immunotherapy as an anti-cancer strategy has
exploded across the oncologic stage over recent years and
commanded the attention of those charged with the mission
of caring for patients with malignancies. Numerous host-
related variables, factors related to tumor microenvironment
(TME), and tumor autonomous mechanisms have been pos-
tulated as predictive biomarkers for treatment response in this
setting. Tumor mutational load and extent of microsatellite
instability (MSI) are recognized as strong determinants of
checkpoint inhibitor–based immunotherapy efficacy;

likewise, microsatellite stability (MSS) and the proficiency
of the associated process of mismatch repair (MMR) have
become increasingly influential factors in the determination
of the type of treatment to be used to combat malignancy.

The majority of colon and rectal adenocarcinomas areMSS
and proficient with respect to MMR. Approximately 12–15%
of colorectal cancers (CRCs), however, exhibit MSI and are
considered mismatch repair deficient (dMMR), characteristics
suggested to be largely responsible for their immunogenic
phenotype, in contrast to the features inherent to their immu-
nologically inert MSS counterparts. Consequently, those pa-
tients with gastrointestinal cancers that exhibit MSI have
shown greater responses to checkpoint inhibition immuno-
therapy than patients bearing MSS tumors [1–4].

Lynch syndrome (LS) is the most common cause of hered-
itary colon cancer, with a prevalence noted to be as high as 1
in 279 individuals in the general population and as common as
1 in 35 patients with colon cancer [5, 6]. The overwhelming
majority of colon cancers arising in this setting exhibit MSI
and develop proximal to the splenic flexure [7–10].
Synchronous and metachronous tumors are characteristic of
this syndrome, with individuals typically in their mid-40s
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when they first develop CRC [7, 11, 12]; disease phenotype is
highly variable and heavily influenced by the mutation pres-
ent, as the syndrome is a disorder of molecular genetic hetero-
geneity. Individuals with germline mutations in disease-
defining DNA MMR genes are not only at risk to develop
colorectal cancer at relatively early ages, but also carry higher
risks of developing extracolonic cancers, such as endometrial,
gastric, ovarian, biliary, and urinary tract malignancies [13,
14]. Small intestinal and brain tumors have also been ascribed
to the syndrome, although these cancers are substantially less
prevalent than others [13]. Table 1 delineates the key features
of Lynch syndrome. Unlike the 10–15 years necessary for the
transformation of adenoma to carcinoma in individuals of av-
erage risk, malignant transformation in LS occurs at acceler-
ated rates, usually within 1–3 years, underscoring the neces-
sity for proper counseling and intense surveillance [15, 16].
Lynch syndrome–associated colorectal cancers (LS-CRCs)
display distinct histopathological features; they are commonly
diploid, poorly differentiated, and characterized by a heavy
infiltration of lymphocytes, medullary growth pattern, mucin-
ous, or signet ring cell differentiation, with a “Crohn’s-like
reaction” [13, 15, 17–19].

Surveillance and Lynch Syndrome

A preventive approach is key to the overall management of
LS, with patient compliance with surveillance colonoscopy
critical for successful risk reduction. LS-CRC is typically ear-
ly stage at diagnosis, often without nodal involvement. Thus,
LS-CRC often represents resectable disease, with total
colectomy with ileorectal anastomosis considered primary
treatment for patients with cancer or with precursor lesion(s)
not amenable to endoscopic resection. Prophylactic colectomy
remains a controversial alternative and should be reserved
only for those individuals for whom colonoscopies are

difficult and pose risk greater than benefit and in circum-
stances in which compliance is anticipated to be challenging.

Lynch syndrome confers an increased lifelong risk to de-
velop CRC that is not inconsequential. An integral facet in the
management of LS is surveillance endoscopy with the objec-
tives of identifying and removing precursor lesions prior to
their progression to carcinoma. The development of cancer in
this setting is attributed to the acceleration of this progression,
rather than the presence of an increased number of precursor
lesions with transformative potential. Thus, interval surveil-
lance via regularly scheduled colonoscopies is imperative to
risk reduction and is recommended by the American
Gastroenterological Association to be performed every 1–2
years starting at 20–25 years of age (or 5 years before the
youngest age of diagnosis of colorectal cancer in an affected
family member if diagnosis occurs earlier) [20]. Despite clear-
ly established evidence regarding the association between sur-
veillance colonoscopy and decreased LS-CRC burden and
decreased LS-CRC–associated mortality, compliance remains
suboptimal for many individuals [21].

Microsatellite Instability in Lynch Syndrome

As one of the most common hereditary cancer syndromes, LS
gives rise to 3–5% of MSI-CRCs. Hallmarks of tumors that
develop in this setting are MSI and dMMR, not only in the
CRCs arising in patients with this inheritable disease, but also
in the extracolonic malignancies known to occur at increased
rates in individuals affected by this susceptibility syndrome.
While LS-CRC represents the smaller constituent of MSI-
CRCs, the remaining 10–12% of MSI-CRC tumors are com-
prised by those developing in a sporadic pattern, in individuals
lacking any notable familial predisposition.

Lynch syndrome is inherited through an autosomal domi-
nant pattern [11, 22]. The cumulative lifetime risk of develop-
ing CRC in this patient population can be as high as 60–80%
without surveillance, although substantially lower penetrance
has been reported, depending on the gene involved [23]. It
should be noted that while the terms LS and hereditary non-
polyposis colon cancer (HNPCC) are often used interchange-
ably, LS specifically refers to patients and family members
with known pathognomonic germline mutations, and
HNPCC refers to individuals and families who meet the
Amsterdam criteria [24, 25]. In this regard, the designation
of HNPCC also encompasses cases of familial CRC that are
MSI and exhibit features of LS but lack germline mutations
involving mismatch repair genes (“Lynch-like” syndromes) or
appear to be familial but are MSS and lack germlinemutations
(“familial colorectal cancer type X”) [24, 26–30].

Pathogenic germline mutations in the DNA MMR genes
mutL homolog 1 (MLH1), mutS homolog 2 (MSH2), mutS
homolog 6 (MSH6), and post-meiotic segregation increased 2

Table 1 Features of Lynch syndrome

• Increased risk for development of colonic and extracolonic
malignancies

• Early age of onset of first malignancy (typically colon or endometrial)

• Germline mutations of MMR genes

• Autosomal dominant inheritance pattern

• Cancers exhibiting microsatellite instability

• Proximal location of colon cancers

• Development of extracolonic cancers

• Accelerated rate from adenoma to carcinoma

• Poorly differentiated tumors

• Increased density of tumor-infiltrating lymphocytes and heightened T
cell responses
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(PMS2) are defining features of LS [31]. Although the inher-
itance pattern is autosomal dominant, pathology ultimately
results from a second event involving the unaffected allele.
Germline deletions have also been recognized as LS-
associated mutations [32]. A third alternative etiology that
has been proposed in recent years is germline epimutations
[33, 34]. Figure 1 illustrates the two major pathways for
MSI in colorectal malignancies.

Immunogenicity of Lynch Syndrome

The prevailing theory for the immunogenicity of LS is rooted in
its inherent “mutator phenotype.” Disease-defining germline
mutations of mismatch repair genes result in the accumulation
of frameshift mutations within coding sequences, ultimately
leading to the synthesis of abundant “neoantigens” — the prin-
cipal provocateurs of immunoreactivity in this disorder that can
potentially behave as tumor-specific antigens (Table 2)
[36–40]. Frameshift mutations can be beneficial or detrimental
to immunosurveillance in LS carcinogenesis. In some cases,
dMMR-related neoantigens may potentially be recognized
and cleared by the immune system; in others, frameshift muta-
tions may potentially facilitate immune escape via the alteration
of cell surface proteins responsible for antigen processing and

presentation [26, 41, 42]. CD8+ T cells appear to play a role in
the recognition of these immunogenic neopeptides; in fact,
CD8+ T cell infiltrates are present in LS-CRC, notably and
abundantly in cancer nests, with infiltration suggested to be
associated with improved prognoses in LS [26, 43, 44].
Figure 2 depicts the interplay between tumor-infiltrating lym-
phocytes (TILs) and colorectal cancer cells. This complex rela-
tionship between tumor and constituents of the TME is espe-
cially critical in LS-CRCs, as it plays a principal role in the
balance between tumor elimination and development.
Frameshift peptide (FSP)–specific immune responses are prom-
inent in TILs in LS-CRC, with FSPs inducing robust interferon
production from TILs [44]. FSP-specific TILs from LS-CRCs
also retain their cytotoxic potential, demonstrated by the lysis of
cancer cells in vitro [44]. High levels of TILs are not only
exhibited by CRCs in LS but also apparent in extracolonic
tumors from LS patients.

Antibody Responses in Lynch Syndrome
Patients

Antibody responses against FSPs are not only detectable in
patients with LS-CRC, but also endogenously induced in in-
dividuals with known germline mutations without a history of

Fig. 1 Two molecular pathways
can lead to colorectal cancers with
microsatellite instability. These
include germline mutations in a
mismatch repair (MMR) gene
followed by a second hit or the
more common, nonfamilial form
ofMSI, which is due to epigenetic
inactivation of MLH1 occurring
in a background of
hypermethylation. Figure from
ref. [35]
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tumor development, although the response produced is of a
lesser degree in the latter [40, 43]. Among those who have
undergone colectomies for LS-CRC, humoral responses have
been shown to be more robust in patients with the shortest
intervals between resections and sera collection. The produc-
tion of FSP-induced antibodies has also shown to be associ-
ated with higher stages of disease, i.e., in more patients with
regional lymph node involvement than those with local dis-
ease [40]. These findings lay the groundwork for further study
of a possible role for FSP-specific humoral responses as po-
tential biomarkers in diagnostic applications; these responses
may exist as potential adjuncts in the surveillance of patients
with LS, as well as predictive markers with which to assess
disease state and/or severity.

T Cell Responses in Lynch Syndrome Patients

Frameshift peptide-specific effector T cell responses are detect-
able in the peripheral blood of both healthy LS patients without
history of cancer and those with LS-CRC [44, 46–48]. In the
evaluation of immune responses in these individuals, it was
noted that the observed T cell responses were directed at 14
different FSP antigens with varying mutation frequencies pre-
dicted from human genome databases; it was discovered that
the neoantigens derived from genes with high mutation fre-
quencies that exhibit in vitro immunogenicity were common
to both LS-CRC and sporadic MSI-CRC, demonstrating a
“shared landscape” [44, 49]. Among these genes were
HT001, AIM2, TAF1B, TGFβRII, and FSP06 [46, 50–55].
Of interest, over half of LS adenomas exhibit TGFβRII muta-
tions; the finding that TGFβRII mutations are expressed in a
substantial fraction of early formed lesions in LS lends support
to the concept that immunoediting plays a role in both the early
and late phases in the progression of adenoma to carcinoma in
an effort to maintain immunologic homeostasis [56]. The fact
that TGFβRII mutations are so prevalent in Lynch syndrome

adenomas brings into play the dual and multifunctional roles of
TGFβ in tumorigenesis. While TGFβ has been described to
play an anti-neoplastic role in early transformation processes
[57, 58], it has also been shown to play a pro-neoplastic role
in many cancer types. The increased activity of regulatory T
cells (Tregs) and driving epithelial tumor cells to the more
mesenchymal phenotype, rendering themmore resistant to ther-
apy, has been shown to be mediated by TGFβ [59–61].

Frameshift peptides may be generated as early as
haploinsufficiency if oneMMRgene becomes relevant, which
may explain the activated immune response against
neopeptides in healthy LS mutation carriers without history
of tumor development (Fig. 3) [43, 44]. The phenomenon of
detectable immune response in healthy individuals known to
carry LS-associated germline mutations may be partly ex-
plained by the “elimination phase” theory: the concept that
immunoediting occurs early and consistently in this disorder,
enabling successful elimination ofmany lesions at early stages
secondary to efficient immune surveillance [37, 62, 63]. This
ongoing process of recognition and elimination may be a con-
tributing factor to the limited penetrance that occurs with cer-
tain mutations in LS [64]. It is the disruption of the ongoing
processes of tumor recognition and elimination when tumor
escape becomes prevalent; this is when further immune inter-
vention is required, as will be discussed below.

Immune Surveillance and Influence in Tumor
Development in Lynch Syndrome

The incorporation of immunotherapy into cancer treatment
regimens and the use of scoring systems utilizing immunolog-
ic markers in the prognoses of malignant disease underscore
the integral role that the immune system plays in the processes
of carcinogenesis [1–4, 65]. The pronounced cytotoxic T cell
activity in LS renders the disease an excellent model to eval-
uate the processes of immune surveillance and evasion.
Premalignant LS lesions arise in a robust immune microenvi-
ronment, within which T cell infiltration is a predominant
process [66, 67]. LS adenomas are not only characterized by
higher numbers of T lymphocytes than sporadic polyps, but
they also exhibit higher mRNA expression levels of CD4,
IFNγ, LAG3, CD274/PDL1, IL12A, and TNFα compared
with non-LS polyps (Fig. 4) [66, 67]. Strikingly, the upregu-
lation of immune-related genes in these precursor lesions was
shown to be independent of mutational rate and neoantigen
load, suggesting that immune activation occurs early in the
process of LS-associated tumorigenesis and is not merely the
consequence of accumulating somatic mutations, thereby
supporting the concept of immunoprevention as a prophylac-
tic strategy in the management of LS [66]. LAG3 (or cluster of
differentiation 223 [CD223]) was the most significantly up-
regulated gene of the subset evaluated above; of interest, the

Table 2 Immunogenic
properties of Lynch
syndrome–associated
colorectal cancers

• Deficient DNA mismatch repair

• Microsatellite instability

• High mutational burden in genes
encompassing coding microsatellites

• Mutation-induced novel frameshift
peptides (creation of “neoantigens”)

• Proinflammatory cytokine tumor
microenvironment

• Peritumoral lymphoid nodules

• Dense T cell lymphocyte tumor
infiltration with heightened T cell
response

• Upregulation of caspase 3 and natural
killer cell inhibitory ligand (KIR2DL1)
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LAG3 protein is an immune checkpoint receptor that, like PD-
1 and CTLA-4, negatively regulates the proliferation, activa-
tion, and homeostasis of T cells and also plays a role in Treg
suppressive function [68–70]. Multiple studies are currently
evaluating anti-LAG3 treatment in advanced cancers, as
monotherapy or in combination with other checkpoint inhib-
itors (NCT03005782, NCT01968109, NCT03044613,
NCT03607890, NCT03642067).

Immunosuppressive Entities in Lynch
Syndrome

Frameshift mutations occur at all stages of tumor development
in LS with some genes acquiring higher frequencies of muta-
tions early on in the process and others activated later on
(Table 3). Mutations in the genes BAX2 and TGFβRII occur
early and are found in over half of LS adenomas; in addition,

Fig. 2 Targeting of colorectal cancers in patients with deficient mismatch
repair with the use of immune checkpoint inhibitors. Deficient DNA
mismatch repair in tumors results in microsatellite instability and thus
extensive insertions and deletions in coding regions that lead to

frameshift mutations. These mutations may generate neoantigens and
induce a host immune response to the tumor that can potentially be
enhanced by immune checkpoint blockade. Figure from ref. [45]
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these genes continue to accumulate mutations during the pro-
gression towards high-grade adenomas [56, 71]. Mutations in
other genes, such as PTHL3, feature more prominently in the
later stages of adenoma to carcinoma transition [71]. These
mutations occur in LS carcinomas at higher frequencies than
in precursor lesions and include those found in genes associ-
ated with proinflammatory and metabolism pathways [66].

Type and intensity of immune response may reflect disease
stage in Lynch syndrome. Early-stage tumors have been
shown to be more densely infiltrated by activated CD8+ T
cells than in advanced stages [72]; this high degree of tumor
infiltration by activated CD8+ cells correlates with aberrant
HLA class 1 expression [72]. Conversely, a lower density of
immune cell infiltration has been observed in more advanced

Fig. 3 Frameshift peptide (FSP)–specific T cells can be generated in
patients with microsatellite-unstable (MSI) cancer and LS mutation
carriers. The prevalence of T cell responses against defined FSP
antigens is lower or absent in healthy individuals or patients with

microsatellite-stable (MSS) cancer (a) vs patients with MSI cancer and
LSmutation carriers (b). The heat maps show the increasing frequency of
FSP from green to red. Figure from ref. [37]

Fig. 4 Schematic model of the
immune activation in Lynch
syndrome carcinogenesis. LS
polyps display immune activation
characterized by CD4 T cells,
proinflammatory, and checkpoint
molecules. Progression of
mutational rate and evolution into
carcinomas activate additional
immune pathways. This may
eventually lead to the
development of immune
tolerance and thus evasion.
Figure from ref. [66]
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lymph node-positive tumors [72]. Immune response may also
predict outcome, as high density of TILs correlates with im-
proved outcome in LS-CRC patients [73]. Immune response
may not only be a predictive factor in this sense, but also a
means to intervene in the development of LS-CRC.

Immune Evasion in Lynch Syndrome

Although the immune signature in premalignant lesions in LS
described above by Chang et al. was determined to be inde-
pendent of mutational rate and neoantigen load, the upregula-
tion of the regulatory T cell–related gene FOXP3 and corre-
sponding FOXP3+ T cell infiltration was specifically observed
in dMMR hypermutated LS polyps (Fig. 5) [66]. Infiltration
with FOXP3+ T cells has similarly been shown in mucosa
adjacent to LS-CRCs, with lower density significantly corre-
lating with the presence of β2M mutation [75]. Conversely,
no such correlation was evident between FOXP3+ T cell infil-
tration in intratumoral or tumor-distant normal mucosa and
β2M mutation status. The combination of impaired HLA
class I antigen expression resulting from β2M mutation and
the reduction of an immunosuppressive T cell population may
heavily promote the proliferation of tumor cells that are less
immunogenic and more inclined to evade surveillance in the
process of immunoediting [75]. Rarely observed in MSS and
sporadic MSI-CRCs, β2M mutations are present in approxi-
mately 30–40% of LS-CRCs [76–78]. Although identified as
a principal culprit driving immune evasion in these CRCs,
β2M mutations are, perhaps counterintuitively, associated
with favorable outcomes, such as reduced metastases and re-
lapse, as they are protected against the formation of distant
organ metastases in patients with MMR-deficient CRCs, par-
ticularly in LS [42, 77, 79–81].

Beta-2-microglobulin (β2M) loss is rarely found in distant
metastases or dMMR adenomas and has been associated with
improved prognosis, particularly adding prognostic value to
the increased CD8+ T cell levels found in LS-CRC [77, 82,

83]. A possible explanation for the favorable prognosis asso-
ciated with β2M negative tumors is the concurrent activation
of natural killer cell–mediated apoptosis, which is supported
by the upregulation of caspase 3 and natural killer cell inhib-
itory ligand (KIR2DL1) seen in LS-CRC [77].

The upregulation of programmed death-ligand 1 (PD-L1)
is suspected to contribute to immune evasion in LS-CRC. In
LS-CRC, PD-L1 expression is more frequently observed on
immune cells at the invasive margin; peri- and intratumoral
macrophages also show extensive PD-L1 expression, while
expression is rarely observed on tumor cells themselves
[76]. LS tumors have lower PD-L1 expression than their spo-
radic MSI-H CRC counterparts, with expression predomi-
nantly demonstrated in a focal pattern and widely varied re-
garding whether expressed in both tumor cells and stromal
macrophages or in only one type of cell versus the other [84,
85]. PD-L1 expression in TILs, but not tumor cells, has been
shown to predict prognosis. Similarly, a significant associa-
tion between high PD-L1 levels and high levels of CD3+ and
CD8+ cells in LS has been recognized [76]. In this regard,
germline mutational status (e.g., MLH1-/PMS2- vs MSH2-/
MSH6-) may occupy a less critical role with respect to PD-L1
expression [84].

A complex interplay thus exists between PD-L1 expression
and β2M loss in LS [76]. Both the downregulation of β2M
and the upregulation of PD-L1 inhibitory signals can shield
tumor cells from cytotoxic T cell–mediated apoptosis [76].
The upregulation of PD-L1 in TILs may indicate potential
response to checkpoint inhibition, but the evident loss of
β2M may ultimately result in decreased sensitivity to these
therapies because of loss of MHC class I presentation [76].

Modulation of Immune-Associated Genes
in Lynch Syndrome

The modulation of immune-associated genes is undoubtedly a
prominent mechanism contributing to the immune-evasive phe-
notype associated with Lynch syndrome. Examples of involved
pathways with the upregulated genes in LS are those associated
with antigen processing and presentation, apoptosis, natural
killer cell–mediated cytotoxicity, inhibitory genes, and T cell
activation (Table 4). In contrast, genes that are known to influ-
ence antigen presentation, folding, assembling, and loading of
MHC class I receptors that are downregulated in LS-CRC in-
clude HLA-F, UBE2D2, SEC31A, and ITGB5 [76].

Several groups have proposed that the processes of early
and late immunogenic surveillance in the development of LS-
CRC are distinct and thus are influenced and characterized by
differing factors (Fig. 6). For example, high baseline CD3+,
CD8+ T cell infiltration may be evident early on, with frame-
shift mutations in the microsatellite regions of β2M gene,
contributing to treatment resistance via loss of β2M, with

Table 3 Potential immunosuppressive entities in Lynch syndrome–
associated colorectal cancers

• Alterations of HLA class I antigen presentation

Truncating beta2-macroglobulin (B2M) mutations

Transporter protein (TAP1, TAP2) mutations

• Loss or downregulation of HLA class I heavy chains

• Loss of HLA class II antigen presentation

RFX5 mutations

CIITA mutations

• Transforming growth factor beta type II receptor (TGFβRII) mutations

• Presence of FOXP3+ regulatory T cells

• Upregulated PD-L1 expression in tumor-infiltrating lymphocytes
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subsequent loss of MHC class I presentation and decreased
sensitivity to cytotoxic T cell–directed therapies (e.g., anti-
programmed cell death protein 1 (PD-1) therapies) [37, 76].
On the other end of the spectrum, late immunogenic surveil-
lance is characterized by low baseline CD3+, CD8+ T cell
infiltration, and, in this scenario, there is no selective pressure
to evade, but the high mutation rate generates increased
neoepitopes (via FSPs), resulting in increased MHC class I
presentation, leading to cytotoxic T cell activation and upreg-
ulation of PD-L1 inhibitory signals by tumor cells, and thus
potentially leading to T cell exhaustion [37, 76]. In essence,

there is an ongoing “yin-yang” between (a) frameshift muta-
tions in tumor cells leading to T cell (Fig. 6, purple) recogni-
tion of tumor; (b) upregulation of PD-L1 on tumor cells as a
consequence of T cell recognition; (c) loss of T cell recogni-
tion of peptide-MHC complexes due to β2M mutations; and
(d) potential activation of components of the innate immune
system (natural killer (NK) cells).

The Role of Nonsteroidal Anti-Inflammatory
Drugs (NSAIDs) in Immune Response
and Tumorigenesis in Lynch Syndrome

The use of aspirin in chemoprevention in LS has been ex-
plored by investigators of the Colorectal Adenoma/
Carcinoma Prevention Programme (CAPP, originally the
Concerted Action Polyp Prevention of the European Union).
The CAPP2 trial, begun in 1999, randomized 861 individuals
known to be LS carriers to 600-mg aspirin or 30-g resistant
starch or both in a factorial design. While there was no ob-
served effect at the end of intervention (occurring at an aver-
age of 2–5 years), a protective effect of aspirin was demon-
strated at an average of 4–6-year follow-up, with a significant
reduction in the incidence of LS-CRC, an effect that persisted

Fig. 5 Correlation of immune activation neoantigen burden and adenoma
to carcinoma formation in Lynch syndrome–related colorectal cancer.
The different colors in the top panel represent intralesional mutation

and/or neoantigen diversity. As the lesions progress to advanced
adenomas, there is a rise in mutation/neoantigen burden and markers of
immune tolerance. Figure from ref. [74]

Table 4 Immune-related
genes upregulated in
Lynch syndrome–
associated colorectal
cancers

• Antigen processing and presentation

CIITA, CD74, MHC class II receptors

• Apoptosis

CASP3, FAS, BCL2, TRAILR2

• Natural killer cell–mediated cytotoxicity

CD226, GZMA, GZMH, CXCL16

• Inhibitory genes

IDH1, KIR2DL1, IL18BP

• T cell activation

NFATC1, CD86, CD247, MALT1
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for greater than a decade. Ultimately, the investigators con-
cluded that taking 600-mg aspirin daily for at least 2 years
significantly reduces the risk of CRC cancer in individuals
with LS, though the effect may not be apparent for at least 4
years from the commencement of use [86–88]. No evidence
was established for short-term risk reduction in adenoma for-
mation or for a protective effect of aspirin on the development
of extracolonic cancers in LS carriers [87]. The CAPP3 trial, a
dose non-inferiority trial, is currently underway with the first
analysis anticipated to occur in 2024. Of interest, the protec-
tive effects of aspirin in LS patients has specifically been
shown to extend to a subgroup of individuals with obesity as
a risk factor for the development of CRC; in LS patients with
MLH1 mutation, obesity-related excess CRC risk was abro-
gated by aspirin use [89].

Other NSAID agents have been suggested to exert a similar
effect on LS-CRC risk reduction as aspirin; both ibuprofen
and naproxen have been shown to reduce the risk of CRC
development in LS patients, with naproxen treatment also
contributing to prolonged survival in the same patient popu-
lation [90, 91]. Vilar and co-investigators provide an in-depth
evaluation of the effects of naproxen in both a murine model
of LS as well as in patients with LS [91–93]. The apparent risk
reduction of LS-CRCmay be, in part, attributed to naproxen’s
effect on the early stages of tumorigenesis, as a decrease in
polyp growth was evident in both LS patients and in mice [91,

94]. In addition to the decrease in intestinal burden in VpC-
Msh2mice, murine survival was also affected, with increased
lifespan demonstrated following treatment with naproxen
[94]. Regarding naproxen’s effects on the colorectal mucosa
of LS patients, both canonical and non-canonical effects of
naproxen may underlie intestinal immune microenvironment
modulation in LS (Table 5). In mucosa unaffected by adeno-
ma or tumor, naproxen induced an immune response, with
“low”-dose (220 mg) naproxen downregulating genes in-
volved in cell cycle regulation and dynamics at the base of
the intestinal crypt (representing the stem cell compartment)
and “high”-dose (440 mg) naproxen upregulating immune-
related genes while downregulating genes related to cell dy-
namics at the top of intestinal crypts (constituting the differ-
entiated compartment) [91]. Naproxen also significantly de-
creased colorectal mucosal levels of PGE2 and other COX-1
and COX-2 metabolites [91]. Naproxen was also shown to
activate different immune cell types without increasing lym-
phoid cellularity [91]. Not only was the activation of different
subtypes of T and B cells increased, but an increase in the
activation of dendritic cells and macrophages was evident as
well (although in the latter two cell populations to a lesser
extent). This increase in mucosal immune signals with stable
lymphoid cellularity (intraepithelial lymphocytes and
mucosa-associated lymphoid tissue) suggests that the lympho-
cyte expression profile reflects local activation rather than

Fig. 6 Model showing the
possible development of two
different immune evasion
mechanisms in Lynch syndrome–
associated colorectal cancer.
When the baseline epithelial
tissue is highly infiltrated with
CD3 and CD8 T cells (in purple)
(right panel), tumor cells (in
green) may evade the immune
system at early stages, potentially
by loss of heterozygosity of B2M
and/or MHC class I receptors,
which can in turn generate new
tumor variants (in blue). Left
panel: If the baseline epithelial
tissue has a low infiltrative level
of T cells, there may be little or no
selective pressure on the early
tumor cells to avoid the immune
system. To avoid immune-
mediated killing, tumor cells may
upregulate PD-L1, causing T cell
exhaustion. Figure from ref. [76]
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systemic recruitment or lymphoid proliferation, which may
reflect enhanced immune surveillance.

Other investigators have also evaluated the effect of
naproxen treatment on the samemurine model of LS and have
observed a reduction of intestinal tumor burden in response to
both naproxen and aspirin treatment; further, the introduction
of a TGFβRII mutation eliminated the chemopreventive ef-
fect of not just one but both NSAIDs without significantly
decreasing survival [94]. Tumors that had developed in the
presence of TGFβRII mutation also exhibited features
reflecting worsening pathologic grade [94].

MSI and Immunogenicity in LS-CRC

In recent years, much knowledge has been obtained regarding
the relationship between the immunogenicity of CRC with
dMMR or MSI and systemic treatment response in advanced
disease [2–4, 95–105]. The improved clinical outcomes asso-
ciated with early stage LS-CRCs may be attributed to the
combination of multiple factors of which a degree of tumor
immunogenicity and an FSP-dependent “auto-vaccination”
phenomenon are undoubtedly influential. Unfortunately,
these features are not failproof, and some individuals with
LS will present with metastatic disease, which is associated
with poorer outcomes [106]. Further, although a lower density
of immune cell infiltration has been demonstrated in more
advanced, lymph node-positive metastatic LS-CRC, the low
incidence of metastatic LS-CRC has hindered the ability to
fully characterize MSI as a prognostic marker in this setting
[72]. Analyses of systemic treatment of MSI-CRC have typi-
cally involved patient populations composed largely of indi-
viduals with sporadic MSI-CRC, limiting the ability to gener-
ate detailed conclusions regarding the small subsets of patients
with LS-CRC. With MSI tumors comprising only 3–5% of all
stage IV CRCs (and LS-CRCs representing significantly less),
a consistent challenge that has plagued prospective studies

aiming to evaluate LS-CRC behavior and treatment response
is the ability to achieve adequate statistical power secondary to
a relatively small population size [107, 108]. Studies examin-
ing the benefit of chemotherapy in MSI-CRC have produced
contradictory data; moreover, the majority of these studies
have also not distinguished between sporadic and inherited
MSI-CRCs [102, 109–114]. In 2004, however, a small retro-
spective study evaluated the survival of LS patients with stage
III colon cancers who received adjuvant treatment with 5-
fluorouracil and found no significant differences in colon
cancer–specific survival or disease-free survival between in-
dividuals receiving adjuvant treatment and those who did not
undergo treatment with chemotherapy [115]. Treatment op-
tions for metastatic LS-CRC, like sporadic MSI-CRC, have
remained limited until now.

Checkpoint Inhibitor MAb Therapy in CRC

Immune checkpoint inhibitor monoclonal antibodies (MAbs)
have had a major impact in the treatment of advanced stage
MSI-CRC. A fluoropyrimidine/oxaliplatin doublet had
remained a first-line standard-of-care for all advanced stage co-
lon cancers for decades, regardless of microsatellite status, until
June 2020, when the PD-1 inhibitor pembrolizumab was
granted approval by the US Food and Drug Administration
(FDA) for the first-line treatment of patients with unresectable
ormetastaticMSI-H or dMMRCRC [116]. Approval was based
on the results of the KEYNOTE-177 trial (NCT02563002), the
most recent in a series of studies focused on the effect of
pembrolizumab on solid tumors that led to the 2017 landmark
FDA approval of the immune checkpoint inhibitor as a tissue-
agnostic treatment in patients with unresectable or metastatic
solid tumors demonstrated to be MSI-H or dMMR who have
progressed after first-line therapy [117–119]. The main efficacy
outcome measures in the KEYNOTE-177 trial were
progression-free survival (PFS) and overall survival (OS), with
median PFS demonstrated to be 16.5 months (95% confidence
interval [CI], 5.4, 32.4) in the pembrolizumab arm and 8.2
months in the chemotherapy arm (95% CI, 6.1, 10.2). Overall
survival data were not mature at the time of PFS analysis [117].
Nivolumab, another PD-1 inhibitor, was granted accelerated
approval in July 2017 for use in patients with metastatic CRC
withMSI-H or dMMRwho had progressed on a combination of
fluoropyrimidine, oxaliplatin, and irinotecan based on the results
from the Checkmate-142 trial (NCT02060188), which found an
objective response rate (ORR) of 28% (95% CI, 17, 42) in
pretreated patients and duration of responses lasting 6 months
or greater in 67% (95% CI, 38, 88) of patients [4, 120]. The
addition of ipilimumab, an anti-cytotoxic T-lymphocyte antigen
4 (CTLA-4) antibody, to nivolumab as combination therapy in
the same cohort of patients further improved ORR to 46% (95%
CI, 35, 58) with 89% of responding patients exhibiting durations

Table 5 Effects of naproxen on colorectal-associated immune entities
in Lynch syndrome patients

• Reduced polyp growth

• Decreased mucosal PGE2 levels

• Reduced PGF2, PGD2, thromboxane B2, 9a11b-PGF2a, 6-KetoPGF1
levels

• Upregulation of immune genes and downregulation of genes related to
cell dynamics at top of intestinal crypt (differentiated compartment;
“high dose”)

•Downregulation of genes involved in cell cycle regulation and dynamics
at the base of the crypt (stem cell compartment; “low dose”)

• Increased activation of different subtypes of T and B cells

• Activation of dendritic cells and macrophages
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of response of 6 months or longer, leading to the accelerated
approval of the combination regimen in this group of patients in
July 2018 [3, 121]. To date, no checkpoint inhibitor MAb has
been approved by the FDA for the treatment of MSS-CRC.

Checkpoint Inhibitor MAb Therapy in LS-CRC

While the option of pembrolizumab as first-line treatment is
undeniably groundbreaking for those individuals with MSI-
CRC, overall, the question still remains of whether LS-CRC
response to this class of agents parallels that of their sporadic
MSI-CRC counterparts or is entirely distinct. Considering
their immunoreactive differences, increased somatic muta-
tional load, and greater neoantigen burden, LS-CRCs might
conceivably exhibit a unique (and perhaps even better) re-
sponse, but large, prospective, adequately powered trials ded-
icated specifically to the evaluation of patients with LS-CRC
are currently lacking. Several studies assessing the response of
individuals with MSI-H or dMMR CRCs to immune check-
point blockade have found no significant differences between
study participants with germline mutation (LS) and those with
sporadic MSI-H or dMMR CRC receiving either monothera-
py or combination therapy [2–4, 100]. However, although
disease control rates were relatively high and responses were
reported to be durable, studies were limited by a small sub-
group size. To date, there have been no published reports of
any large prospective study specifically evaluating the out-
comes of LS patients with CRC who have been treated with
immune checkpoint inhibitors. Currently, sources of data re-
garding immune checkpoint inhibitor response in LS-CRC
patients remain predominantly limited to case reports and
small case series, although one small retrospective study has
evaluated the outcomes of LS patients with various LS-
associated cancers, including CRC, following treatment with
immune checkpoint inhibitors [122–124]. The investigators
report that, of the 21 patients identified as having been treated
with one of six immune checkpoint inhibitors (ICIs; the ma-
jority of whom had received pembrolizumab), 16 had demon-
strated either complete response, partial response, or stable
disease. Details regarding the specific types of cancers and
associated responses are lacking, as well as the MMR status
of a substantial fraction of patients, although one of three
patients noted to have MSS tumors was described as being
responsive to ICI, with continued response at 9 months of
therapy [125].

Neoantigens in Lynch Syndrome as Vaccine
Targets

The high degree of immunogenicity associated with LS-CRC
and LS-associated extracolonic malignancies may be

attributed to the abundance of altered carboxy-terminal pep-
tide sequences generated by coding microsatellite instability-
induced shifts of the translational reading frame [48]. These
novel FSPs, or neoantigens, are the result of impaired MMR
and have been observed to stimulate the adaptive immune
system of LS patients with cancer and individuals with LS-
associated germline mutations without clinical disease by
eliciting antigen-specific T cell responses [44]. In addition to
these immune responses, FSP-specific antibodies have also
been detected in the sera of LS patients with CRC and LS
mutation carriers without cancer [40]. The ability of these
neoantigens to evoke such responses in patients with LS-
CRC, as well as in individuals with LS who have yet to de-
velop LS-associated cancers, suggests that they may be poten-
tial effective targets for vaccine-based therapy. Findings from
an open-label single-arm phase I/IIa clinical trial
(NCT01461148) evaluating safety and immunogenicity in pa-
tients with a history of LS-associated and sporadic
dMMR/MSI-CRCs immunized with a MSI-induced FSP
neoantigen-based vaccine demonstrated that vaccination was
safe, well tolerated, and induced both cellular and humoral
immune responses in all vaccinated patients [46]. Further,
among these patients who had all been previously treated with
at least one modality of standard-of-care treatment, several
patients with measurable disease at baseline exhibited stable
disease as their best overall response at the time of follow-up
[46]. Larger studies are warranted to assess clinical efficacy in
both preventive and therapeutic settings.

Tumor-Associated Antigens as Targets
for Vaccine Therapy in Lynch Syndrome

Carcinoembryonic antigen (CEA) and mucin 1 (MUC1) are
widely expressed cancer antigens that are well-known to be
associated with gastrointestinal malignancies, as well as
extracolonic malignancies for which patients with LS are at
risk [126–131]. These antigens have been demonstrated to
elicit immune responses in individuals with late-stage colorec-
tal adenocarcinomas, as well as in in those with advanced
adenomas, making them potential targets for vaccine preven-
tion in individuals who are at high risk for cancer develop-
ment, such as those with LS [132–136]. Currently, a random-
ized phase II trial examining the immunogenicity of a MUC1
peptide vaccine with adjuvant in participants diagnosed with
advanced adenomatous polyps is ongoing (NCT02134925).
While individuals with LS are excluded from participating,
the results of this study will hopefully elucidate findings that
are relevant and applicable to this patient population, as well.
While studies evaluating immunization responses and clinical
efficacy in patients with sporadic adenomas and colorectal
carcinomas are important to further our knowledge in this
area, additional vaccine studies, whether targeting unique
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mutated neoantigens or widely expressed tumor antigens, are
necessary to specifically evaluate responses in patients and
family members with Lynch syndrome.

Potential Vaccine Therapy for LS Polyps

Cancer prevention is the principal objective in the treatment of
LS polyps. While risk reduction has largely relied on intense
surveillance strategies and procedural intervention, increased
knowledge regarding immunosurveillance and immune re-
sponse in patients with LS has raised the possibility of
vaccine-based therapy as a modality of immunoprevention
in this setting. Premalignant lesions in LS arise in an active
immune microenvironment that is under constant
immunosurveillance. This continuous activity has been shown
to be present in individuals with LS who have developed
tumors, as well as in those who are carriers of germline mu-
tations resulting in dMMR without clinical disease [44]. The
factors triggering the shift from a protective effect to an envi-
ronment favoring immune evasion and, thereby, enabling car-
cinogenesis in LS are also becoming better understood. An
abundance of FSP-induced neoantigens, with their capacity to
continuously engage the immune systems of LS patients with
and without tumors, and a lifelong predisposition to the de-
velopment of metachronous and extracolonic malignancies
render individuals with LS excellent candidates for vaccine
immune intervention. Some potentially promising data have
emerged regarding vaccine therapies in CRC; however, these
data have been restricted thus far to findings generated from
studies of sporadic CRC and adenomas in the general average-
risk population [132–136].

Safe and effective immunoprevention is thus a potential
strategy for reducing the risk of the development of cancers
in Lynch syndrome. Investigators have established a preclin-
ical mouse model in which to develop a cancer preventive
vaccine against MSI cancers in LS [137]. Vaccination of LS
mice with peptides encoding FSP neoantigens derived from
cMS mutations identified in the intestinal tumors of LS mice
promoted anti-neoantigen immunity, reduced intestinal tu-
morigenicity, and prolonged overall survival. In addition,
treatment with vaccine in combination with naproxen resulted
in even further improved overall survival [137]. Further evi-
dence that the combined use of vaccines and COX2 inhibitors
may delay or eliminate LS polyp formation to carcinoma was
provided in a study employing a therapeutic CEA-targeting
vaccine, designed to induce CEA-specific T cells and
celecoxib. CEA transgenic mice were employed in which
CEA is a “self-antigen”; these mice were crossed with mice
bearing a mutation in the ApcΔ850 gene (multiple intestinal
neoplasia mice). These progeny mice were shown to sponta-
neously develop multiple intestinal neoplasms that
overexpressed CEA. The vaccine reduced the number of

intestinal polyps by 54%, and celecoxib reduced polyps by
65%; the combined use of vaccine plus celecoxib reduced
intestinal polyps by 95% and significantly improved overall
survival vs either agent alone [138, 139].

Prospective Studies for the
Immunotherapeutic Intervention
of LS Polyps

Since LS polyps have been shown to express known
tumor-associated antigens as well as frameshift mutations in
the form of potential neoantigens, vaccine therapy approaches
must be considered— both as monotherapy or more impor-
tantly in combination therapies.

Multiple platforms of therapeutic vaccines designed to ini-
tiate tumor antigen–specific CD8+ and CD4+ T cell responses
have all been vetted in clinical studies. For example, CEA and
MUC-1 are antigens known to present in both CRC and LS
polyps. Brachyury is a transcription factor that has been
shown to drive the epithelial–mesenchymal transition (EMT)
process and has been shown to be expressed in CRC

The findings that checkpoint inhibitor MAbs can be employed
for clinical benefit of subsets of patients with a range of cancer
types and stages have led to an unprecedented level of preclin-
ical and clinical activity involving immune interventions for
virtually all cancers. This has coincided with an equally un-
precedented level of understanding of the complexities of the
immune system and in the interactions between and among
different components of both the innate and adaptive immune
systems. Studies are revealing that in some cases checkpoint
inhibitor MAb alone may induce clinical benefit, while in
other cases, additional immune-mediating agents are neces-
sary [140]. Both preclinical and clinical studies are now re-
vealing that to optimize anti-tumor effects one may require (a)
an agent to activate T cells directed against a tumor antigen or
antigens, (b) potentiating the immune response with the use of
agents such as cytokines, (c) reducing or eliminating immu-
nosuppressive entities systemically or in the TME, and (d)
altering the phenotype of the premalignant or tumor cells to
make them more susceptible to immune-mediated lysis [141].
Agents that have been shown to carry out these various phe-
nomena, either alone or in combination therapies, have all
been vetted in preclinical studies and in many cases are in
active investigation in clinical studies. The use of many of
these immunotherapeutics has now revealed durable clinical
responses with, in most cases, acceptable levels of toxicity,
especially when compared to many chemotherapeutics and
small-molecule targeted therapeutics. Since the cumulative
lifetime risk of LS patients developing CRC or other cancers
can be as high as 60–80% without surveillance [23], it is
timely to consider novel immunotherapeutic approaches for
patients suffering with LS polyps.
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[142–145]. Vaccines targeting CEA, MUC-1, and brachyury
alone and in combination have all been shown to generate
antigen-specific T cell responses in patients with advanced
cancers, with an excellent safety profile and with preliminary
evidence of clinical activity [132–134, 146–148]. While vac-
cines directed against mutated proteins in LS polyps will have
a higher degree of specificity than those antigens described
above, the level of effort to identify and produce a patient-
specific vaccine may well limit its utility.

While vaccine monotherapy is clearly feasible, it is quite
possible and more likely probable that benefit for patients
with LS polyps will arise from vaccine combination thera-
pies. Four such examples of many potential combinations
are given here: (I) Vaccine plus NSAIDs: COX2 inhibitors
such as celecoxib and naproxen and aspirin have all been
shown to have some level of clinical benefit in patients with
LS polyps when evaluated by colonoscopy. As mentioned
above, the combination of a therapeutic anti-CEA vaccine
plus celecoxib was extremely effective in reducing polyps
and enhancing survival in a preclinical model compared to
either agent alone. (II) Vaccine plus checkpoint inhibitor
MAb: The use of vaccine alone may initiate a T cell re-
sponse directed against an antigen expressed in LS polyps,
but either inherent checkpoint inhibitor molecules or the
induction of checkpoint inhibitor molecules due to the de
novo presence of T cells will have the effect of reducing
or eliminating the lytic effect of these T cells. In addition to
numerous preclinical studies, showing the advantage of vac-
cine plus checkpoint therapy, this phenomenon has been
demonstrated in clinical studies in patients with cervical
cancer. A combination of a human papillomavirus (HPV)
therapeutic vaccine (shown to induce HPV-specific T cell
responses) and a checkpoint inhibitor MAb were able to
induce clinical responses in patients with cervical cancer that
were not seen with either agent alone [149]. (III) Vaccine
plus cytokine: As one example, N803 is an IL-15
superagonist immunocytokine. In clinical studies N803 has
been shown to enhance both to T cell and NK responses
with acceptable toxicity [150]. N803 is currently in multiple
phase 2 studies and in a phase 3 study in bladder cancer.
Preclinical studies [151] have clearly shown the therapeutic
advantage of the use of vaccine in combination with N803,
as did preliminary clinical results. Other cytokines or agents
to inhibit immunosuppressive cytokines have also been
shown to enhance vaccine efficacy in preclinical studies.
These include an IL-12 tumor-targeting immunocytokine,
an IL-8R inhibitor, and a bifunctional anti-PDL1/TGFβR2
agent [152–155]. (IV) Vaccine epigenetic modifiers:
Epigenetic modifiers such as the histone deacetylase
(HDAC) inhibitors entinostat or vorinostat have been shown
to alter the phenotype of human tumor cells to render them
more susceptible to lysis by T cells and NK cells [156].
Preclinical studies have shown the advantage of the use of

HDAC inhibitors with vaccines [157] or other immunother-
apeutics in terms of enhanced immune responses and anti-
tumor activities.

DNA damage repair inhibitors such as PARPi have shown
anti-tumor activity in patients with several tumor types, especial-
ly in patients whose tumors are MSI. Clinical responses have
been improvedwith the combined use of PARPi and checkpoint
inhibitor MAb [158]. Since many LS polyps are MSI, this com-
bination regimen may also be beneficial in that setting.

The above proposals are examples of the spectrum of im-
munotherapeutic agents and immune modifiers that can be
employed in clinical studies to reduce the clinical burden of
LS polyps and ultimate conversion to CRC and/or other neo-
plasms. As a consequence of the literally hundreds of immu-
notherapy clinical studies completed, ongoing, and planned in
virtually every tumor type, immunotherapy agents are now
also becoming the standard-of-care in the neoadjuvant setting
and first-line treatment for several cancer types. It is acknowl-
edged that clinical studies in patients with LS polyps are lo-
gistically challenging, but the spectrum of immune-mediating
agents currently available clearly merits novel clinical studies
in patients with this preneoplastic condition.

Conclusions

Lynch syndrome is the most common form of hereditary colon
cancer. Malignant transformation from polyps can occur at ac-
celerated rates, sometimes within 1–3 years, with a high cumu-
lative lifetime risk of developing colorectal cancer and other
carcinomas. Few therapeutic options are currently available.
There are several immunologic aspects of Lynch syndrome that
make it amenable to immune-mediated interventions. These in-
clude (a) LS lesions possess microsatellite instability; this in turn
leads to the development of a high mutational burden and the
development of “novel frameshift peptides” that can act as
neoantigens. (b) LS patients develop antibodies and T cell re-
sponses to tumor-associated antigens. (c) The tumor microenvi-
ronment possesses a T cell infiltrate and a proinflammatory
cytokine phenotype. Lynch syndrome lesions, however, also
possess immunosuppressive entities such as (a) alterations in
MHC class I antigen presentation, (b) TGFβRII mutations, (c)
upregulation of PD-L1 on tumor-associated T cells, and (d)
tumor-associated FOXP3+ regulatory T cells.

The recent renaissance in cancer immunotherapy was
spearheaded by the development of checkpoint inhibitor
MAbs such as anti-PD1, anti-PDL1, and anti-CTLA4. This
has led to literally thousands of clinical studies, which has
resulted in durable clinical responses in subsets of patients
with a range of cancers including melanoma, bladder cancer,
Merkel cell carcinoma, and non-small cell lung cancer, among
others. The majority of some tumor types such as CRC and
prostate cancer, among others, remain mostly resistant to
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checkpoint inhibition therapy with the exception of those le-
sions with microsatellite instability. The 12–15% of CRC le-
sions that areMSI high (some of which are LS-derived) have a
higher response rate to checkpoint inhibition therapy than
their MSS counterparts, and the majority of LS polyps are also
MSI.

The initial successes in immunotherapy in the treatment of
cancer were accompanied with a more detailed understanding
of the complexities and dynamics of the human immune sys-
tem. Consequent preclinical and clinical studies are now dem-
onstrating that to achieve optimal immune-mediated therapies
one must understand the mechanisms involved in both host
immunity and the TME. A spectrum of immune-mediating
agents has recently been developed and interrogated in pre-
clinical studies and ongoing clinical studies that can (a) induce
a host response to a tumor-associated antigen, (b) potentiate
that immune response, (c) reduce or eliminate immunosup-
pressive entities in the TME, and (d) alter the phenotype of
tumor cells to render them more amenable to immune-
mediated attack. To our knowledge, there have been no ran-
domized trials selective for patients with LS polyps or LS-
associated carcinomas involving the use of immunotherapeu-
tic agents as monotherapy and, perhaps more importantly,
combination immunotherapy regimens. While it is acknowl-
edged that this is logistically challenging, the knowledge
gained of the immune properties of LS lesions makes the so-
called prevention trials in patients with LS polyps extremely
timely and hopefully potentially successful in reducing the
development of associated carcinomas.

Abbreviations β2M, Beta-2-microglobulin; CAPP, Concerted Action
Polyp Prevention; CEA, Carcinoembryonic antigen; CI, Confidence in-
terval; CRC, Colorectal cancer; CTLA-4, Cytotoxic T-lymphocyte anti-
gen 4; dMMR, Mismatch repair deficient; EMT, Epithelial–mesenchy-
mal transition; FDA, US Food and Drug Administration; FSP, Frameshift
peptide; HDAC,Histone deacetylase; HNPCC, Hereditary non-polyposis
colon cancer; HPV, Human papillomavirus; ICI, Immune checkpoint
inhibitor; KIR2DL1, Killer cell immunoglobulin-like receptor 2DL1;
LS, Lynch syndrome; LS-CRCs, Lynch syndrome–associated colorectal
cancers; MAb, Monoclonal antibody; MLH1, mutL homolog 1; MSH2,
mutS homolog 2; MSH6, mutS homolog 6; MMR, Mismatch repair;
MSI, Microsatellite instability; MSS, Microsatellite stability; MUC1,
Mucin 1; NK, Natural killer; NSAID, Nonsteroidal anti-inflammatory
drug; OS, Overall survival; PD-L1, Programmed death-ligand 1; PFS,
Progression-free survival; PMS2, Post-meiotic segregation increased 2;
TIL, Tumor-infiltrating lymphocyte; TME, Tumor microenvironment;
Treg, Regulatory T cell

Acknowledgements The authors thank Debra Weingarten for her edito-
rial assistance in the preparation of this manuscript.

Author Contributions Drs. Pastor and Schlom contributed equally as
follows: having the idea for the article, performing the literature search,
and writing the manuscript.

Funding This work was supported by the Intramural Research Program
of the Center for Cancer Research, National Cancer Institute, National
Institutes of Health.

Availability of Data and Materials (Data Transparency) Upon request.

Code Availability (Software Application or Custom Code) Not applicable.

Declarations

Conflict of Interest None of the authors has any potential conflicts of
interest to disclose

Human and Animal Rights and Informed Consent This article does not
contain any studies with human or animal subjects performed by any of
the authors.

Open Access This article is licensed under a Creative Commons
Attribution 4.0 International License, which permits use, sharing, adap-
tation, distribution and reproduction in any medium or format, as long as
you give appropriate credit to the original author(s) and the source, pro-
vide a link to the Creative Commons licence, and indicate if changes were
made. The images or other third party material in this article are included
in the article's Creative Commons licence, unless indicated otherwise in a
credit line to the material. If material is not included in the article's
Creative Commons licence and your intended use is not permitted by
statutory regulation or exceeds the permitted use, you will need to obtain
permission directly from the copyright holder. To view a copy of this
licence, visit http://creativecommons.org/licenses/by/4.0/.

References

Papers of particular interest, published recently, have been
highlighted as:
•• Of major importance

1. Le DT, Kim TW, Van Cutsem E, Geva R, Jager D, Hara H, et al.
Phase II open-label study of pembrolizumab in treatment-refrac-
tory, microsatellite instability-high/mismatch repair-deficient met-
astatic colorectal cancer: Keynote-164. J Clin Oncol. 2020;38(1):
11–9. https://doi.org/10.1200/JCO.19.02107.

2. Le DT, Uram JN, Wang H, Bartlett BR, Kemberling H, Eyring
AD, et al. PD-1 blockade in tumors with mismatch-repair defi-
ciency. N Engl J Med. 2015;372(26):2509–20. https://doi.org/10.
1056/NEJMoa1500596.

3.•• Overman MJ, Lonardi S, Wong KYM, Lenz HJ, Gelsomino F,
Aglietta M, et al. Durable clinical benefit with nivolumab plus
ipilimumab in DNA mismatch repair-deficient/microsatellite
instability-high metastatic colorectal cancer. J Clin Oncol.
2018;36(8):773–9. https://doi.org/10.1200/JCO.2017.76.9901.
Prior studies have shown Lynch syndrome tumors possess
mismatch repair deficiency (MSI). The clinical study
reported here demonstrated that checkpoint inhibitor MAbs
elicit durable clinical benefit in CRC patients who are MSI
and thus Lynch syndrome patients may also benefit from such
therapy.

4. Overman MJ, McDermott R, Leach JL, Lonardi S, Lenz HJ,
Morse MA, et al. Nivolumab in patients with metastatic DNA

96    Page 14 of 20 Curr Oncol Rep (2021) 23: 96

http://creativecommons.org/licenses/by/4.0/
https://doi.org/10.1200/JCO.19.02107
https://doi.org/10.1056/NEJMoa1500596
https://doi.org/10.1056/NEJMoa1500596
https://doi.org/10.1200/JCO.2017.76.9901


mismatch repair-deficient or microsatellite instability-high colo-
rectal cancer (CheckMate 142): an open-label, multicentre, phase
2 study. Lancet Oncol. 2017;18(9):1182–91. https://doi.org/10.
1016/S1470-2045(17)30422-9.

5. Win AK, Jenkins MA, Dowty JG, Antoniou AC, Lee A, Giles
GG, et al. Prevalence and penetrance of major genes and poly-
genes for colorectal cancer. Cancer Epidemiol Biomark Prev.
2017;26(3):404–12. https://doi.org/10.1158/1055-9965.EPI-16-
0693.

6. Hampel H, Frankel WL, Martin E, Arnold M, Khanduja K,
Kuebler P, et al. Feasibility of screening for Lynch syndrome
among patients with colorectal cancer. J Clin Oncol.
2008;26(35):5783–8. https://doi.org/10.1200/JCO.2008.17.5950.

7. Vasen HF. Clinical description of the Lynch syndrome [hereditary
nonpolyposis colorectal cancer (HNPCC)]. Familial Cancer.
2005;4(3):219–25. https://doi.org/10.1007/s10689-004-3906-5.

8. Hampel H, Frankel WL, Martin E, Arnold M, Khanduja K,
Kuebler P, et al. Screening for the Lynch syndrome (hereditary
nonpolyposis colorectal cancer). N Engl J Med. 2005;352(18):
1851–60. https://doi.org/10.1056/NEJMoa043146.

9. Aaltonen LA, Peltomaki P, Mecklin JP, Jarvinen H, Jass JR,
Green JS, et al. Replication errors in benign and malignant tumors
from hereditary nonpolyposis colorectal cancer patients. Cancer
Res. 1994;54(7):1645–8.

10. Loukola A, Eklin K, Laiho P, Salovaara R, Kristo P, Jarvinen H,
et al. Microsatellite marker analysis in screening for hereditary
nonpolyposis colorectal cancer (HNPCC). Cancer Res.
2001;61(11):4545–9.

11. Vasen HF,Watson P, Mecklin JP, Lynch HT. New clinical criteria
for hereditary nonpolyposis colorectal cancer (HNPCC, Lynch
syndrome) proposed by the International Collaborative group on
HNPCC. Gastroenterology. 1999;116(6):1453–6. https://doi.org/
10.1016/s0016-5085(99)70510-x.

12. Buttin BM, Powell MA, Mutch DG, Rader JS, Herzog TJ, Gibb
RK, et al. Increased risk for hereditary nonpolyposis colorectal
cancer-associated synchronous and metachronous malignancies in
patients with microsatellite instability-positive endometrial carcino-
ma lacking MLH1 promoter methylation. Clin Cancer Res.
2004;10(2):481–90. https://doi.org/10.1158/1078-0432.ccr-1110-
03.

13. Aarnio M, Mecklin JP, Aaltonen LA, Nystrom-Lahti M, Jarvinen
HJ. Life-time risk of different cancers in hereditary non-polyposis
colorectal cancer (HNPCC) syndrome. Int J Cancer. 1995;64(6):
430–3. https://doi.org/10.1002/ijc.2910640613.

14. Win AK, Lindor NM, Young JP, Macrae FA, Young GP,
Williamson E, et al. Risks of primary extracolonic cancers follow-
ing colorectal cancer in lynch syndrome. J Natl Cancer Inst.
2012;104(18):1363–72. https://doi.org/10.1093/jnci/djs351.

15. Rijcken FE, Hollema H, Kleibeuker JH. Proximal adenomas in
hereditary non-polyposis colorectal cancer are prone to rapid ma-
lignant transformation. Gut. 2002;50(3):382–6. https://doi.org/10.
1136/gut.50.3.382.

16. Lindor NM, Petersen GM, Hadley DW, Kinney AY, Miesfeldt S,
Lu KH, et al. Recommendations for the care of individuals with an
inherited predisposition to Lynch syndrome: a systematic review.
JAMA. 2006;296(12):1507–17. https://doi.org/10.1001/jama.
296.12.1507.

17. Mecklin JP, Sipponen P, Jarvinen HJ. Histopathology of colorec-
tal carcinomas and adenomas in cancer family syndrome. Dis
Colon Rectum. 1986;29(12):849–53. https://doi.org/10.1007/
BF02555362.

18. Lynch HT, Smyrk TC, Watson P, Lanspa SJ, Lynch JF, Lynch
PM, et al. Genetics, natural history, tumor spectrum, and patholo-
gy of hereditary nonpolyposis colorectal cancer: an updated re-
view. Gastroenterology. 1993;104(5):1535–49. https://doi.org/
10.1016/0016-5085(93)90368-m.

19. Kouri M, Laasonen A, Mecklin JP, Jarvinen H, Franssila K,
Pyrhonen S. Diploid predominance in hereditary nonpolyposis
colorectal carcinoma evaluated by flow cytometry. Cancer.
1990;65(8) :1825–9 . h t tps : / /do i .o rg /10 .1002/1097-
0142(19900415)65:8<1825::aid-cncr2820650827>3.0.co;2-h.

20. Rubenstein JH, Enns R, Heidelbaugh J, Barkun A, Clinical GC.
American Gastroenterological Association Institute Guideline on
the Diagnosis and Management of Lynch Syndrome.
Gastroenterology. 2015;149(3):777–82; quiz e16-7. https://doi.
org/10.1053/j.gastro.2015.07.036.

21. Ladabaum U, Ford JM, Martel M, Barkun AN. American
Gastroenterological Association Technical Review on the
Diagnos i s and Management o f Lynch Syndrome .
Gastroenterology. 2015;149(3):783–813 e20. https://doi.org/10.
1053/j.gastro.2015.07.037.

22. Vasen HF, Mecklin JP, Khan PM, Lynch HT. The International
Collaborative Group on Hereditary Non-Polyposis Colorectal
Cancer (ICG-HNPCC). Dis Colon Rectum. 1991;34(5):424–5.
https://doi.org/10.1007/BF02053699.

23. Newton K, Green K, Lalloo F, Evans DG, Hill J. Colonoscopy
screening compliance and outcomes in patients with Lynch syn-
drome. Color Dis. 2015;17(1):38–46. https://doi.org/10.1111/
codi.12778.

24. Jass JR. Hereditary non-polyposis colorectal cancer: the rise and
fall of a confusing term. World J Gastroenterol. 2006;12(31):
4943–50. https://doi.org/10.3748/wjg.v12.i31.4943.

25. Kravochuck SE, Kalady MF, Burke CA, Heald B, Church JM.
Defining HNPCC and Lynch syndrome: what’s in a name? Gut.
2014;63(9):1525–6. https://doi.org/10.1136/gutjnl-2014-307344.

26. Drescher KM, Sharma P, Lynch HT. Current hypotheses on how
microsatellite instability leads to enhanced survival of Lynch syn-
drome patients. Clin Dev Immunol. 2010;2010:170432. https://
doi.org/10.1155/2010/170432.

27. Zetner DB, Bisgaard ML. Familial colorectal cancer type X. Curr
Genomics. 2017;18(4):341–59. https://doi.org/10.2174/
1389202918666170307161643.

28. Mueller-Koch Y, Vogelsang H, Kopp R, Lohse P, Keller G, Aust
D, et al. Hereditary non-polyposis colorectal cancer: clinical and
molecular evidence for a new entity of hereditary colorectal can-
cer. Gut. 2005;54(12):1733–40. https://doi.org/10.1136/gut.2004.
060905.

29. Lynch HT, Lanspa S, Smyrk T, Boman B, Watson P, Lynch J.
Hereditary nonpolyposis colorectal cancer (Lynch syndromes I &
II). Genetics, pathology, natural history, and cancer control, Part I.
Cancer Genet Cytogenet. 1991;53(2):143–60. https://doi.org/10.
1016/0165-4608(91)90093-a.

30. Carethers JM, Stoffel EM. Lynch syndrome and Lynch syndrome
mimics: the growing complex landscape of hereditary colon can-
cer. World J Gastroenterol. 2015;21(31):9253–61. https://doi.org/
10.3748/wjg.v21.i31.9253.

31. Silva FC, Valentin MD, Ferreira Fde O, Carraro DM, Rossi BM.
Mismatch repair genes in Lynch syndrome: a review. Sao Paulo
Med J. 2009;127(1):46–51. https://doi.org/10.1590/s1516-
31802009000100010.

32. Rumilla K, Schowalter KV, Lindor NM, Thomas BC, Mensink
KA, Gallinger S, et al. Frequency of deletions of EPCAM
(TACSTD1) in MSH2-associated Lynch syndrome cases. J Mol
Diagn. 2011;13(1):93–9. https://doi.org/10.1016/j.jmoldx.2010.
11.011.

33. Cini G, Carnevali I, Quaia M, Chiaravalli AM, Sala P, Giacomini
E, et al. Concomitant mutation and epimutation of theMLH1 gene
in a Lynch syndrome family. Carcinogenesis. 2015;36(4):452–8.
https://doi.org/10.1093/carcin/bgv015.

34. Niessen RC, Hofstra RM, Westers H, Ligtenberg MJ, Kooi K,
Jager PO, et al. Germline hypermethylation of MLH1 and
EPCAM deletions are a frequent cause of Lynch syndrome.

Page 15 of 20     96Curr Oncol Rep (2021) 23: 96

https://doi.org/10.1016/S1470-2045(17)30422-9
https://doi.org/10.1016/S1470-2045(17)30422-9
https://doi.org/10.1158/1055EPI-0693
https://doi.org/10.1158/1055EPI-0693
https://doi.org/10.1200/JCO.2008.17.5950
https://doi.org/10.1007/s10689-004-3906-5
https://doi.org/10.1056/NEJMoa043146
https://doi.org/10.1016/s0016-5085(99)70510-x
https://doi.org/10.1016/s0016-5085(99)70510-x
https://doi.org/10.1158/1078-0432.ccr-1110-03
https://doi.org/10.1158/1078-0432.ccr-1110-03
https://doi.org/10.1002/ijc.2910640613
https://doi.org/10.1093/jnci/djs351
https://doi.org/10.1136/gut.50.3.382
https://doi.org/10.1136/gut.50.3.382
https://doi.org/10.1001/jama.296.12.1507
https://doi.org/10.1001/jama.296.12.1507
https://doi.org/10.1007/BF02555362
https://doi.org/10.1007/BF02555362
https://doi.org/10.1016/0016-5085(93)90368-m
https://doi.org/10.1016/0016-5085(93)90368-m
https://doi.org/10.1002/1097-0142(19900415)65:8<1825::aid-cncr2820650827>3.0.co;2-h
https://doi.org/10.1002/1097-0142(19900415)65:8<1825::aid-cncr2820650827>3.0.co;2-h
https://doi.org/10.1053/j.gastro.2015.07.036
https://doi.org/10.1053/j.gastro.2015.07.036
https://doi.org/10.1053/j.gastro.2015.07.037
https://doi.org/10.1053/j.gastro.2015.07.037
https://doi.org/10.1007/BF02053699
https://doi.org/10.1111/codi.12778
https://doi.org/10.1111/codi.12778
https://doi.org/10.3748/wjg.v12.i31.4943
https://doi.org/10.1136/gutjnl-2014-307344
https://doi.org/10.1155/2010/170432
https://doi.org/10.1155/2010/170432
https://doi.org/10.2174/1389202918666170307161643
https://doi.org/10.2174/1389202918666170307161643
https://doi.org/10.1136/gut.2004.060905
https://doi.org/10.1136/gut.2004.060905
https://doi.org/10.1016/0165-4608(91)90093-a
https://doi.org/10.1016/0165-4608(91)90093-a
https://doi.org/10.3748/wjg.v21.i31.9253
https://doi.org/10.3748/wjg.v21.i31.9253
https://doi.org/10.1590/s1516-31802009000100010
https://doi.org/10.1590/s1516-31802009000100010
https://doi.org/10.1016/j.jmoldx.2010.11.011
https://doi.org/10.1016/j.jmoldx.2010.11.011
https://doi.org/10.1093/carcin/bgv015


Genes Chromosom Cancer. 2009;48(8):737–44. https://doi.org/
10.1002/gcc.20678.

35. Sinicrope FA, Sargent DJ. Molecular pathways: microsatellite in-
stability in colorectal cancer: prognostic, predictive, and therapeu-
tic implications. Clin Cancer Res. 2012;18(6):1506–12. https://
doi.org/10.1158/1078-0432.Ccr-11-1469.

36. Lynch HT, Drescher KM, de la Chapelle A. Immunology and the
Lynch syndrome. Gastroenterology. 2008;134(4):1246–9. https://
doi.org/10.1053/j.gastro.2008.02.008.

37. Kloor M, von Knebel Doeberitz M. The immune biology of
microsatellite-unstable cancer. Trends Cancer. 2016;2(3):121–
33. https://doi.org/10.1016/j.trecan.2016.02.004.

38. Buckowitz A, Knaebel HP, Benner A, Blaker H, Gebert J, Kienle
P, et al. Microsatellite instability in colorectal cancer is associated
with local lymphocyte infiltration and low frequency of distant
metastases. Br J Cancer. 2005;92(9):1746–53. https://doi.org/10.
1038/sj.bjc.6602534.

39. Dolcetti R, Viel A, Doglioni C, Russo A, Guidoboni M, Capozzi
E, et al. High prevalence of activated intraepithelial cytotoxic T
lymphocytes and increased neoplastic cell apoptosis in colorectal
carcinomas with microsatellite instability. Am J Pathol.
1999;154(6):1805–13. https://doi.org/10.1016/S0002-9440(10)
65436-3.

40. Reuschenbach M, Kloor M, Morak M, Wentzensen N, Germann
A, Garbe Y, et al. Serum antibodies against frameshift peptides in
microsatellite unstable colorectal cancer patients with Lynch syn-
drome. Fam Cancer. 2010;9(2):173–9. https://doi.org/10.1007/
s10689-009-9307-z.

41. Peltomaki P. Update on Lynch syndrome genomics. Familial
Cancer. 2016;15(3):385–93. https://doi.org/10.1007/s10689-016-
9882-8.

42. Kloor M, Michel S, von Knebel Doeberitz M. Immune evasion of
microsatellite unstable colorectal cancers. Int J Cancer.
2010;127(5):1001–10. https://doi.org/10.1002/ijc.25283.

43. Ishikawa T, Fujita T, Suzuki Y, Okabe S, Yuasa Y, Iwai T, et al.
Tumor-specific immunological recognition of frameshift-mutated
peptides in colon cancer with microsatellite instability. Cancer
Res. 2003;63(17):5564–72.

44. Schwitalle Y, Kloor M, Eiermann S, Linnebacher M, Kienle P,
Knaebel HP, et al. Immune response against frameshift-induced
neopeptides in HNPCC patients and healthy HNPCC mutation
carriers. Gastroenterology. 2008;134(4):988–97. https://doi.org/
10.1053/j.gastro.2008.01.015.

45. Sinicrope FA. Lynch syndrome-associated colorectal cancer. N
Engl J Med. 2018;379(8):764–73. https://doi.org/10.1056/
NEJMcp1714533.

46.•• Kloor M, Reuschenbach M, Pauligk C, Karbach J, Rafiyan MR,
Al-Batran SE, et al. A frameshift peptide neoantigen-based vac-
cine for mismatch repair-deficient cancers: a phase I/IIa clinical
trial. Clin Cancer Res. 2020;26(17):4503–10. https://doi.org/10.
1158/1078-0432.CCR-19-3517. Lynch syndrome tumors
possess frameshift peptides (FSPs) as a result of
microsatellite instability. This clinical study demonstrated
that a vaccine directed against an FSP was well tolerated
and elicited both antibody and T-cell responses.

47. Bauer K, Nelius N, Reuschenbach M, Koch M, Weitz J, Steinert
G, et al. T cell responses against microsatellite instability-induced
frameshift peptides and influence of regulatory T cells in colorec-
tal cancer. Cancer Immunol Immunother. 2013;62(1):27–37.
https://doi.org/10.1007/s00262-012-1303-8.

48. von Knebel DM, Kloor M. Towards a vaccine to prevent cancer in
Lynch syndrome patients. Familial Cancer. 2013;12(2):307–12.
https://doi.org/10.1007/s10689-013-9662-7.

49. Ballhausen A, Przybilla MJ, JendruschM, Haupt S, Pfaffendorf E,
Draxlbauer M, et al. The shared neoantigen landscape of MSI

cancers reflects immunoediting during tumor evolution. bioRxiv.
2019:691469. https://doi.org/10.1101/691469.

50. Woerner SM, KloorM, von Knebel DM, Gebert JF. Microsatellite
instability in the development of DNA mismatch repair deficient
tumors. Cancer Biomark. 2006;2(1-2):69–86. https://doi.org/10.
3233/cbm-2006-21-208.

51. Woerner SM, Tosti E, Yuan YP, Kloor M, Bork P, Edelmann W,
et al. Detection of coding microsatellite frameshift mutations in
DNA mismatch repair-deficient mouse intestinal tumors. Mol
Carcinog. 2015;54(11):1376–86. https://doi.org/10.1002/mc.
22213.

52. Linnebacher M, Gebert J, RudyW,Woerner S, Yuan YP, Bork P,
et al. Frameshift peptide-derived T-cell epitopes: a source of novel
tumor-specific antigens. Int J Cancer. 2001;93(1):6–11. https://
doi.org/10.1002/ijc.1298.

53. Saeterdal I, Bjorheim J, Lislerud K, Gjertsen MK, Bukholm IK,
Olsen OC, et al. Frameshift-mutation-derived peptides as tumor-
specific antigens in inherited and spontaneous colorectal cancer.
Proc Natl Acad Sci U SA. 2001;98(23):13255–60. https://doi.org/
10.1073/pnas.231326898.

54. Markowitz S, Wang J, Myeroff L, Parsons R, Sun L, Lutterbaugh
J, et al. Inactivation of the type II TGF-beta receptor in colon
cancer cells with microsatelli te instabili ty. Science.
1995;268(5215):1336–8. https://doi.org/10.1126/science.
7761852.

55. Ripberger E, Linnebacher M, Schwitalle Y, Gebert J, von Knebel
Doeberitz M. Identification of an HLA-A0201-restricted CTL epi-
tope generated by a tumor-specific frameshift mutation in a coding
microsatellite of the OGT gene. J Clin Immunol. 2003;23(5):415–
23. https://doi.org/10.1023/a:1025329819121.

56. Akiyama Y, Iwanaga R, Saitoh K, Shiba K, Ushio K, Ikeda E,
et al. Transforming growth factor beta type II receptor gene mu-
tations in adenomas from hereditary nonpolyposis colorectal can-
cer. Gastroenterology. 1997;112(1):33–9. https://doi.org/10.1016/
s0016-5085(97)70216-6.

57. Lebrun JJ. The dual role of TGFβ in human cancer: from tumor
suppression to cancer metastasis. ISRN Mol Biol. 2012;2012:
381428. https://doi.org/10.5402/2012/381428.

58. Principe DR, Doll JA, Bauer J, Jung B, Munshi HG, Bartholin L,
et al. TGF-β: duality of function between tumor prevention and
carcinogenesis. J Natl Cancer Inst. 2014;106(2):djt369. https://doi.
org/10.1093/jnci/djt369.

59. David JM, Dominguez C, McCampbell KK, Gulley JL, Schlom J,
Palena C. A novel bifunctional anti-PD-L1/TGF-β Trap fusion
protein (M7824) efficiently reverts mesenchymalization of human
lung cancer cells. Oncoimmunology. 2017;6(10):e1349589.
https://doi.org/10.1080/2162402x.2017.1349589.

60. Grenga I, Donahue RN, Gargulak ML, Lepone LM, Roselli M,
Bilusic M, et al. Anti-PD-L1/TGFβR2 (M7824) fusion protein
induces immunogenic modulation of human urothelial carcinoma
cell lines, rendering them more susceptible to immune-mediated
recognition and lysis. Urol Oncol. 2018;36(3):93.e1–e11. https://
doi.org/10.1016/j.urolonc.2017.09.027.

61. Knudson KM, Hicks KC, Luo X, Chen JQ, Schlom J, Gameiro
SR. M7824, a novel bifunctional anti-PD-L1/TGFβ Trap fusion
protein, promotes anti-tumor efficacy as monotherapy and in com-
bination with vaccine. Oncoimmunology. 2018;7(5):e1426519.
https://doi.org/10.1080/2162402x.2018.1426519.

62. Dunn GP, Bruce AT, Ikeda H, Old LJ, Schreiber RD. Cancer
immunoediting: from immunosurveillance to tumor escape. Nat
Immunol. 2002;3(11):991–8. https://doi.org/10.1038/ni1102-991.

63. Mittal D, GubinMM, Schreiber RD, SmythMJ. New insights into
cancer immunoediting and its three component phases–elimina-
tion, equilibrium and escape. Curr Opin Immunol. 2014;27:16–
25. https://doi.org/10.1016/j.coi.2014.01.004.

96    Page 16 of 20 Curr Oncol Rep (2021) 23: 96

https://doi.org/10.1002/gcc.20678
https://doi.org/10.1002/gcc.20678
https://doi.org/10.1158/1078-0432.Ccr-11-1469
https://doi.org/10.1158/1078-0432.Ccr-11-1469
https://doi.org/10.1053/j.gastro.2008.02.008
https://doi.org/10.1053/j.gastro.2008.02.008
https://doi.org/10.1016/j.trecan.2016.02.004
https://doi.org/10.1038/sj.bjc.6602534
https://doi.org/10.1038/sj.bjc.6602534
https://doi.org/10.1016/S0002-9440(10)65436-3
https://doi.org/10.1016/S0002-9440(10)65436-3
https://doi.org/10.1007/s10689-009-9307-z
https://doi.org/10.1007/s10689-009-9307-z
https://doi.org/10.1007/s10689-016-9882-8
https://doi.org/10.1007/s10689-016-9882-8
https://doi.org/10.1002/ijc.25283
https://doi.org/10.1053/j.gastro.2008.01.015
https://doi.org/10.1053/j.gastro.2008.01.015
https://doi.org/10.1056/NEJMcp1714533
https://doi.org/10.1056/NEJMcp1714533
https://doi.org/10.1158/1078-0432.CCR-19-3517
https://doi.org/10.1158/1078-0432.CCR-19-3517
https://doi.org/10.1007/s00262-012-1303-8
https://doi.org/10.1007/s10689-013-9662-7
https://doi.org/10.1101/691469
https://doi.org/10.3233/cbm-2006-21-208
https://doi.org/10.3233/cbm-2006-21-208
https://doi.org/10.1002/mc.22213
https://doi.org/10.1002/mc.22213
https://doi.org/10.1002/ijc.1298
https://doi.org/10.1002/ijc.1298
https://doi.org/10.1073/pnas.231326898
https://doi.org/10.1073/pnas.231326898
https://doi.org/10.1126/science.7761852
https://doi.org/10.1126/science.7761852
https://doi.org/10.1023/a:1025329819121
https://doi.org/10.1016/s0016-5085(97)70216-6
https://doi.org/10.1016/s0016-5085(97)70216-6
https://doi.org/10.5402/2012/381428
https://doi.org/10.1093/jnci/djt369
https://doi.org/10.1093/jnci/djt369
https://doi.org/10.1080/2162402x.2017.1349589
https://doi.org/10.1016/j.urolonc.2017.09.027
https://doi.org/10.1016/j.urolonc.2017.09.027
https://doi.org/10.1080/2162402x.2018.1426519
https://doi.org/10.1038/ni1102-991
https://doi.org/10.1016/j.coi.2014.01.004


64. Quehenberger F, Vasen HF, van Houwelingen HC. Risk of colo-
rectal and endometrial cancer for carriers of mutations of the
hMLH1 and hMSH2 gene: correction for ascertainment. J Med
Genet. 2005;42(6):491–6. https://doi.org/10.1136/jmg.2004.
024299.

65. Galon J, Pages F, Marincola FM, Angell HK, Thurin M, Lugli A,
et al. Cancer classification using the Immunoscore: a worldwide
task force. J Transl Med. 2012;10:205. https://doi.org/10.1186/
1479-5876-10-205.

66.•• Chang K, Taggart MW, Reyes-Uribe L, Borras E, Riquelme E,
Barnett RM, et al. Immune profiling of premalignant lesions in
patients with Lynch syndrome. JAMA Oncol. 2018;4(8):1085–
92. https://doi.org/10.1001/jamaoncol.2018.1482. This study
demonstrated that Lynch syndrome premalignant lesions
possessed T-cell infiltration and a proinflammatory
phenotype, both of which may make these lesions
appropriate for immune therapeutic interventions.

67. Koornstra JJ, de Jong S, Boersma-van Eck W, Zwart N, Hollema
H, de Vries EG, et al. Fas ligand expression in lynch syndrome-
associated colorectal tumours. Pathol Oncol Res. 2009;15(3):399–
406. https://doi.org/10.1007/s12253-008-9136-7.

68. Huard B, Tournier M, Hercend T, Triebel F, Faure F.
Lymphocyte-activation gene 3/major histocompatibility complex
class II interaction modulates the antigenic response of CD4+ T
lymphocytes. Eur J Immunol. 1994;24(12):3216–21. https://doi.
org/10.1002/eji.1830241246.

69. Huang CT, Workman CJ, Flies D, Pan X, Marson AL, Zhou G,
et al. Role of LAG-3 in regulatory T cells. Immunity. 2004;21(4):
503–13. https://doi.org/10.1016/j.immuni.2004.08.010.

70. Grosso JF, Kelleher CC, Harris TJ, Maris CH, Hipkiss EL, De
Marzo A, et al. LAG-3 regulates CD8+ T cell accumulation and
effector function in murine self- and tumor-tolerance systems. J
Clin Invest. 2007;117(11):3383–92. https://doi.org/10.1172/
JCI31184.

71. Woerner SM, Kloor M, Mueller A, Rueschoff J, Friedrichs N,
Buettner R, et al. Microsatellite instability of selective target genes
in HNPCC-associated colon adenomas. Oncogene. 2005;24(15):
2525–35. https://doi.org/10.1038/sj.onc.1208456.

72. de Miranda NF, Goudkade D, Jordanova ES, Tops CM, Hes FJ,
Vasen HF, et al. Infiltration of Lynch colorectal cancers by acti-
vated immune cells associates with early staging of the primary
tumor and absence of lymph node metastases. Clin Cancer Res.
2012;18(5):1237–45. https://doi.org/10.1158/1078-0432.CCR-
11-1997.

73. Watson P, Lin KM, Rodriguez-Bigas MA, Smyrk T, Lemon S,
Shashidharan M, et al. Colorectal carcinoma survival among he-
reditary nonpolyposis colorectal carcinoma family members.
Cancer. 1998;83(2):259–66.

74. Willis JA, Reyes-Uribe L, Chang K, Lipkin SM, Vilar E. Immune
activation in mismatch repair-deficient carcinogenesis: more than
just mutational rate. Clin Cancer Res. 2020;26(1):11–7. https://
doi.org/10.1158/1078-0432.Ccr-18-0856.

75. Echterdiek F, Janikovits J, Staffa L, Muller M, Lahrmann B,
Fruhschutz M, et al. Low density of FOXP3-positive T cells in
normal colonic mucosa is related to the presence of beta2-
microglobulinmutations in Lynch syndrome-associated colorectal
cancer. Oncoimmunology. 2016;5(2):e1075692. https://doi.org/
10.1080/2162402X.2015.1075692.

76. Walkowska J, Kallemose T, Jonsson G, Jonsson M, Andersen O,
Andersen MH, et al. Immunoprofiles of colorectal cancer from
Lynch syndrome. Oncoimmunology. 2018;8(1):e1515612.
https://doi.org/10.1080/2162402X.2018.1515612.

77. Kloor M, Michel S, Buckowitz B, Ruschoff J, Buttner R,
Holinski-Feder E, et al. Beta2-microglobulin mutations in micro-
satellite unstable colorectal tumors. Int J Cancer. 2007;121(2):
454–8. https://doi.org/10.1002/ijc.22691.

78. Dierssen JW, de Miranda NF, Ferrone S, van Puijenbroek M,
Cornelisse CJ, Fleuren GJ, et al. HNPCC versus sporadic
microsatellite-unstable colon cancers follow different routes to-
ward loss of HLA class I expression. BMC Cancer. 2007;7:33.
https://doi.org/10.1186/1471-2407-7-33.

79. Cerretelli G, Ager A, Arends MJ, Frayling IM. Molecular pathol-
ogy of Lynch syndrome. J Pathol. 2020;250(5):518–31. https://
doi.org/10.1002/path.5422.

80. Janikovits J, Muller M, Krzykalla J, Korner S, Echterdiek F,
Lahrmann B, et al. High numbers of PDCD1 (PD-1)-positive T
cells and B2Mmutations in microsatellite-unstable colorectal can-
cer. Oncoimmunology. 2018;7(2):e1390640. https://doi.org/10.
1080/2162402X.2017.1390640.

81. Koelzer VH, Baker K, Kassahn D, Baumhoer D, Zlobec I.
Prognostic impact of beta-2-microglobulin expression in colorec-
tal cancers stratified by mismatch repair status. J Clin Pathol.
2012;65(11):996–1002. https://doi.org/10.1136/jclinpath-2012-
200742.

82. Bernal M, Ruiz-Cabello F, Concha A, Paschen A, Garrido F.
Implication of the beta2-microglobulin gene in the generation of
tumor escape phenotypes. Cancer Immunol Immunother.
2012;61(9):1359–71. https://doi.org/10.1007/s00262-012-1321-
6.

83. Bicknell DC, Kaklamanis L, Hampson R, Bodmer WF, Karran P.
Selection for beta 2-microglobulin mutation in mismatch repair-
defective colorectal carcinomas. Curr Biol. 1996;6(12):1695–7.
https://doi.org/10.1016/s0960-9822(02)70795-1.

84. Shiraliyeva N, Friedrichs J, Buettner R, Friedrichs N. PD-L1 ex-
pression in HNPCC-associated colorectal cancer. Pathol Res
Pract. 2017;213(12):1552–5. https://doi.org/10.1016/j.prp.2017.
09.012.

85. Kim JH, Park HE, Cho NY, Lee HS, Kang GH. Characterisation
of PD-L1-positive subsets of microsatellite-unstable colorectal
cancers. Br J Cancer. 2016;115(4):490–6. https://doi.org/10.
1038/bjc.2016.211.

86. Burn J, BishopDT,Mecklin JP, Macrae F, Moslein G, Olschwang
S, et al. Effect of aspirin or resistant starch on colorectal neoplasia
in the Lynch syndrome. N Engl J Med. 2008;359(24):2567–78.
https://doi.org/10.1056/NEJMoa0801297.

87. Burn J, Gerdes AM, Macrae F, Mecklin JP, Moeslein G,
Olschwang S, et al. Long-term effect of aspirin on cancer risk in
carriers of hereditary colorectal cancer: an analysis from the
CAPP2 randomised controlled trial. Lancet. 2011;378(9809):
2081–7. https://doi.org/10.1016/S0140-6736(11)61049-0.

88. Burn J, Sheth H, Elliott F, Reed L, Macrae F, Mecklin JP, et al.
Cancer prevention with aspirin in hereditary colorectal cancer
(Lynch syndrome), 10-year follow-up and registry-based 20-year
data in the CAPP2 study: a double-blind, randomised, placebo-
controlled trial. Lancet. 2020;395(10240):1855–63. https://doi.
org/10.1016/S0140-6736(20)30366-4.

89. Movahedi M, Bishop DT, Macrae F, Mecklin JP, Moeslein G,
Olschwang S, et al. Obesity, aspirin, and risk of colorectal cancer
in carriers of hereditary colorectal cancer: a prospective investiga-
tion in the CAPP2 study. J Clin Oncol. 2015;33(31):3591–7.
https://doi.org/10.1200/JCO.2014.58.9952.

90. Ait Ouakrim D, Dashti SG, Chau R, Buchanan DD, Clendenning
M, Rosty C, et al. Aspirin, ibuprofen, and the risk of colorectal
cancer in Lynch Syndrome. J Natl Cancer Inst. 2015;107(9).
https://doi.org/10.1093/jnci/djv170.

91. Reyes-Uribe L, Wu W, Gelincik O, Bommi PV, Francisco-Cruz
A, Solis LM, et al. Naproxen chemoprevention promotes immune
activation in Lynch syndrome colorectal mucosa. Gut.
2021;70(3):555–66. https://doi.org/10.1136/gutjnl-2020-320946.

92. Kucherlapati MH, Lee K, Nguyen AA, Clark AB, Hou H Jr,
Rosulek A, et al. AnMsh2 conditional knockout mouse for study-
ing intest inal cancer and test ing anticancer agents.

Page 17 of 20     96Curr Oncol Rep (2021) 23: 96

https://doi.org/10.1136/jmg.2004.024299
https://doi.org/10.1136/jmg.2004.024299
https://doi.org/10.1186/1479-5876-10-205
https://doi.org/10.1186/1479-5876-10-205
https://doi.org/10.1001/jamaoncol.2018.1482
https://doi.org/10.1007/s12253-008-9136-7
https://doi.org/10.1002/eji.1830241246
https://doi.org/10.1002/eji.1830241246
https://doi.org/10.1016/j.immuni.2004.08.010
https://doi.org/10.1172/JCI31184
https://doi.org/10.1172/JCI31184
https://doi.org/10.1038/sj.onc.1208456
https://doi.org/10.1158/1078-0432.CCR-11-1997
https://doi.org/10.1158/1078-0432.CCR-11-1997
https://doi.org/10.1158/1078-0432.Ccr-18-0856
https://doi.org/10.1158/1078-0432.Ccr-18-0856
https://doi.org/10.1080/2162402X.2015.1075692
https://doi.org/10.1080/2162402X.2015.1075692
https://doi.org/10.1080/2162402X.2018.1515612
https://doi.org/10.1002/ijc.22691
https://doi.org/10.1186/1471-2407-7-33
https://doi.org/10.1002/path.5422
https://doi.org/10.1002/path.5422
https://doi.org/10.1080/2162402X.2017.1390640
https://doi.org/10.1080/2162402X.2017.1390640
https://doi.org/10.1136/jclinpath-2012-200742
https://doi.org/10.1136/jclinpath-2012-200742
https://doi.org/10.1007/s00262-012-1321-6
https://doi.org/10.1007/s00262-012-1321-6
https://doi.org/10.1016/s0960-9822(02)70795-1
https://doi.org/10.1016/j.prp.2017.09.012
https://doi.org/10.1016/j.prp.2017.09.012
https://doi.org/10.1038/bjc.2016.211
https://doi.org/10.1038/bjc.2016.211
https://doi.org/10.1056/NEJMoa0801297
https://doi.org/10.1016/S0140-6736(11)61049-0
https://doi.org/10.1016/S0140-6736(20)30366-4
https://doi.org/10.1016/S0140-6736(20)30366-4
https://doi.org/10.1200/JCO.2014.58.9952
https://doi.org/10.1093/jnci/djv170
https://doi.org/10.1136/gutjnl-2020-320946


Gastroenterology. 2010;138(3):993–1002 e1. https://doi.org/10.
1053/j.gastro.2009.11.009.

93. McIlhatton MA, Tyler J, Kerepesi LA, Bocker-Edmonston T,
Kucherlapati MH, EdelmannW, et al. Aspirin and low-dose nitric
oxide-donating aspirin increase life span in a Lynch syndrome
mouse model. Cancer Prev Res (Phila). 2011;4(5):684–93.
https://doi.org/10.1158/1940-6207.CAPR-10-0319.

94. Martin-Lopez J, Gasparini P, Coombes K, Croce CM, Boivin GP,
Fishel R. Mutation of TGFbeta-RII eliminates NSAID cancer che-
moprevention. Oncotarget. 2018;9(16):12554–61. https://doi.org/
10.18632/oncotarget.23792.

95. Angelova M, Charoentong P, Hackl H, Fischer ML, Snajder R,
Krogsdam AM, et al. Characterization of the immunophenotypes
and antigenomes of colorectal cancers reveals distinct tumor es-
cape mechanisms and novel targets for immunotherapy. Genome
Biol. 2015;16(1):64. https://doi.org/10.1186/s13059-015-0620-6.

96. Angelova M, Charoentong P, Hackl H, Trajanoski Z. The colo-
rectal cancer immune paradox revisited. Oncoimmunology.
2016;5(2):e1078058. https://doi.org/10.1080/2162402x.2015.
1078058.

97. Des Guetz G, Schischmanoff O, Nicolas P, Perret GY, Morere JF,
Uzzan B. Does microsatellite instability predict the efficacy of
adjuvant chemotherapy in colorectal cancer? A systematic review
with meta-analysis. Eur J Cancer. 2009;45(10):1890–6. https://
doi.org/10.1016/j.ejca.2009.04.018.

98. Galon J, Costes A, Sanchez-Cabo F, Kirilovsky A, Mlecnik B,
Lagorce-Pages C, et al. Type, density, and location of immune
cells within human colorectal tumors predict clinical outcome.
Science. 2006;313(5795):1960–4. https://doi.org/10.1126/
science.1129139.

99. Klingbiel D, Saridaki Z, Roth AD, Bosman FT, Delorenzi M,
Tejpar S. Prognosis of stage II and III colon cancer treated with
adjuvant 5-fluorouracil or FOLFIRI in relation to microsatellite
status: results of the PETACC-3 trial. Ann Oncol. 2015;26(1):
126–32. https://doi.org/10.1093/annonc/mdu499.

100. Le DT, Durham JN, Smith KN,WangH, Bartlett BR, Aulakh LK,
et al. Mismatch repair deficiency predicts response of solid tumors
to PD-1 blockade. Science. 2017;357(6349):409–13. https://doi.
org/10.1126/science.aan6733.

101. Le DT, Hubbard-Lucey VM, Morse MA, Heery CR, Dwyer A,
Marsilje TH, et al. A blueprint to advance colorectal cancer im-
munotherapies. Cancer Immunol Res. 2017;5(11):942–9. https://
doi.org/10.1158/2326-6066.Cir-17-0375.

102. Ribic CM, Sargent DJ, Moore MJ, Thibodeau SN, French AJ,
Goldberg RM, et al. Tumor microsatellite-instability status as a
predictor of benefit from fluorouracil-based adjuvant chemother-
apy for colon cancer. N Engl J Med. 2003;349(3):247–57. https://
doi.org/10.1056/NEJMoa022289.

103. Sargent DJ, Marsoni S, Monges G, Thibodeau SN, Labianca R,
Hamilton SR, et al. Defective mismatch repair as a predictive
marker for lack of efficacy of fluorouracil-based adjuvant therapy
in colon cancer. J Clin Oncol. 2010;28(20):3219–26. https://doi.
org/10.1200/jco.2009.27.1825.

104. ShulmanK, Barnett-Griness O, FriedmanV,Greenson JK, Gruber
SB, Lejbkowicz F, et al. Outcomes of chemotherapy for microsat-
ellite instable-high metastatic colorectal cancers. JCO Precis
Oncol. 2018;2. https://doi.org/10.1200/po.17.00253.

105. Vilar E, Gruber SB. Microsatellite instability in colorectal cancer-
the stable evidence. Nat Rev Clin Oncol. 2010;7(3):153–62.
https://doi.org/10.1038/nrclinonc.2009.237.

106. Dominguez-Valentin M, Seppala TT, Sampson JR, Macrae F,
Winship I, Evans DG, et al. Survival by colon cancer stage and
screening interval in Lynch syndrome: a prospective Lynch syn-
drome database report. Hered Cancer Clin Pract. 2019;17:28.
https://doi.org/10.1186/s13053-019-0127-3.

107. Koopman M, Kortman GA, Mekenkamp L, Ligtenberg MJ,
Hoogerbrugge N, Antonini NF, et al. Deficient mismatch repair
system in patients with sporadic advanced colorectal cancer. Br J
Cancer. 2009;100(2):266–73. https://doi.org/10.1038/sj.bjc.
6604867.

108. Venderbosch S, Nagtegaal ID, Maughan TS, Smith CG, Cheadle
JP, Fisher D, et al. Mismatch repair status and BRAF mutation
status in metastatic colorectal cancer patients: a pooled analysis of
the CAIRO, CAIRO2, COIN, and FOCUS studies. Clin Cancer
Res. 2014;20(20):5322–30. https://doi.org/10.1158/1078-0432.
Ccr-14-0332.

109. Benatti P, Gafà R, Barana D, Marino M, Scarselli A, Pedroni M,
et al. Microsatellite instability and colorectal cancer prognosis.
Clin Cancer Res. 2005;11(23):8332–40. https://doi.org/10.1158/
1078-0432.Ccr-05-1030.

110. BertagnolliMM,Niedzwiecki D, ComptonCC,HahnHP,HallM,
Damas B, et al. Microsatellite instability predicts improved re-
sponse to adjuvant therapy with irinotecan, fluorouracil, and
leucovorin in stage III colon cancer: Cancer and Leukemia
Group B Protocol 89803. J Clin Oncol. 2009;27(11):1814–21.
https://doi.org/10.1200/jco.2008.18.2071.

111. Elsaleh H, Joseph D, Grieu F, Zeps N, Spry N, Iacopetta B.
Association of tumour site and sex with survival benefit from
adjuvant chemotherapy in colorectal cancer. Lancet.
2000;355(9217):1745–50. https://doi.org/10.1016/S0140-
6736(00)02261-3.

112. Fallik D, Borrini F, Boige V, Viguier J, Jacob S, Miquel C, et al.
Microsatellite instability is a predictive factor of the tumor re-
sponse to irinotecan in patients with advanced colorectal cancer.
Cancer Res. 2003;63(18):5738–44.

113. Kim GP, Colangelo LH,Wieand HS, Paik S, Kirsch IR, Wolmark
N, et al. Prognostic and predictive roles of high-degree microsat-
ellite instability in colon cancer: a National Cancer Institute-
National Surgical Adjuvant Breast and Bowel Project
Collaborative Study. J Clin Oncol. 2007;25(7):767–72. https://
doi.org/10.1200/JCO.2006.05.8172.

114. Popat S, Hubner R, Houlston RS. Systematic review of microsat-
ellite instability and colorectal cancer prognosis. J Clin Oncol.
2005;23(3):609–18. https://doi.org/10.1200/JCO.2005.01.086.

115. de Vos tot Nederveen Cappel WH, Meulenbeld HJ, Kleibeuker
JH, Nagengast FM, Menko FH, Griffioen G, et al. Survival after
adjuvant 5-FU treatment for stage III colon cancer in hereditary
nonpolyposis colorectal cancer. Int J Cancer. 2004;109(3):468–
71. https://doi.org/10.1002/ijc.11712.

116. FDA press release: “FDA approves pembrolizumab for first-line
treatment of MSI-H/dMMR colorectal cancer”: https://www.fda.
gov/drugs/drug-approvals-and-databases/fda-approves-
pembrolizumab-first-line-treatment-msi-hdmmr-colorectal-
cancer. (2020). Accessed 11.30.20.

117. Andre T, Shiu K-K, Kim TW, Jensen BV, Jensen LH, Punt CJA,
et al. Pembrolizumab versus chemotherapy for microsatellite in-
stability-high/mismatch repair deficient metastatic colorectal can-
cer: the phase 3 KEYNOTE-177 study. Abstract. ASCO Annual
Meeting. J Clin Oncol. 2020;38(18_suppl):LBA4–LBA. https://
doi.org/10.1200/JCO.2020.38.18_suppl.LBA4.

118. Boyiadzis MM, Kirkwood JM, Marshall JL, Pritchard CC,
Azad NS, Gulley JL. Significance and implications of FDA
approval of pembrolizumab for biomarker-defined disease. J
Immunother Cancer. 2018;6(1):35. https://doi.org/10.1186/
s40425-018-0342-x.

119. Lemery S, Keegan P, Pazdur R. First FDA approval agnostic of
cancer site - when a biomarker defines the indication. N Engl J
Med. 2017;377(15):1409–12. https://doi.org/10.1056/
NEJMp1709968.

120. FDA press release: “FDA grants nivolumab accelerated approval
for MSI-H or dMMR colorectal cancer”: https://www.fda.gov/

96    Page 18 of 20 Curr Oncol Rep (2021) 23: 96

https://doi.org/10.1053/j.gastro.2009.11.009
https://doi.org/10.1053/j.gastro.2009.11.009
https://doi.org/10.1158/1940-6207.CAPR-10-0319
https://doi.org/10.18632/oncotarget.23792
https://doi.org/10.18632/oncotarget.23792
https://doi.org/10.1186/s13059-015-0620-6
https://doi.org/10.1080/2162402x.2015.1078058
https://doi.org/10.1080/2162402x.2015.1078058
https://doi.org/10.1016/j.ejca.2009.04.018
https://doi.org/10.1016/j.ejca.2009.04.018
https://doi.org/10.1126/science.1129139
https://doi.org/10.1126/science.1129139
https://doi.org/10.1093/annonc/mdu499
https://doi.org/10.1126/science.aan6733
https://doi.org/10.1126/science.aan6733
https://doi.org/10.1158/2326-6066.Cir-17-0375
https://doi.org/10.1158/2326-6066.Cir-17-0375
https://doi.org/10.1056/NEJMoa022289
https://doi.org/10.1056/NEJMoa022289
https://doi.org/10.1200/jco.2009.27.1825
https://doi.org/10.1200/jco.2009.27.1825
https://doi.org/10.1200/po.17.00253
https://doi.org/10.1038/nrclinonc.2009.237
https://doi.org/10.1186/s13053-019-0127-3
https://doi.org/10.1038/sj.bjc.6604867
https://doi.org/10.1038/sj.bjc.6604867
https://doi.org/10.1158/1078-0432.Ccr-14-0332
https://doi.org/10.1158/1078-0432.Ccr-14-0332
https://doi.org/10.1158/1078-0432.Ccr-05-1030
https://doi.org/10.1158/1078-0432.Ccr-05-1030
https://doi.org/10.1200/jco.2008.18.2071
https://doi.org/10.1016/S0140-6736(00)02261-3
https://doi.org/10.1016/S0140-6736(00)02261-3
https://doi.org/10.1200/JCO.2006.05.8172
https://doi.org/10.1200/JCO.2006.05.8172
https://doi.org/10.1200/JCO.2005.01.086
https://doi.org/10.1002/ijc.11712
https://www.fda.gov/drugs/drug-approvals-and-databases/fda-approves-pembrolizumab-first-line-treatment-msi-hdmmr-colorectal-cancer
https://www.fda.gov/drugs/drug-approvals-and-databases/fda-approves-pembrolizumab-first-line-treatment-msi-hdmmr-colorectal-cancer
https://www.fda.gov/drugs/drug-approvals-and-databases/fda-approves-pembrolizumab-first-line-treatment-msi-hdmmr-colorectal-cancer
https://www.fda.gov/drugs/drug-approvals-and-databases/fda-approves-pembrolizumab-first-line-treatment-msi-hdmmr-colorectal-cancer
https://doi.org/10.1200/JCO.2020.38.18_suppl.LBA4
https://doi.org/10.1200/JCO.2020.38.18_suppl.LBA4
https://doi.org/10.1186/s40425-018-0342-x
https://doi.org/10.1186/s40425-018-0342-x
https://doi.org/10.1056/NEJMp1709968
https://doi.org/10.1056/NEJMp1709968
https://www.fda.gov/drugs/resources-information-approved-drugs/fda-grants-nivolumab-accelerated-approval-msi-h-or-dmmr-colorectal-cancer


drugs/resources-information-approved-drugs/fda-grants-
nivolumab-accelerated-approval-msi-h-or-dmmr-colorectal-
cancer. (2020). Accessed 11/30/20.

121. FDA press release: “FDA grants accelerated approval to
ipilimumab for MSI-H or dMMR metastatic colorectal cancer”:
https://www.fda.gov/drugs/resources-information-approved-
drugs/fda-grants-accelerated-approval-ipilimumab-msi-h-or-
dmmr-metastatic-colorectal-cancer. (2020). Accessed 11/30/20.

122. Ghatalia P, NagarathinamR, Cooper H, Geynisman DM, El-Deiry
WS. Mismatch repair deficient metastatic colon cancer and
urothelial cancer: a case report of sequential immune checkpoint
therapy. Cancer Biol Ther. 2017;18(9):651–4. https://doi.org/10.
1080/15384047.2017.1356506.

123. Musher B, Rahal A. Single-agent immunotherapy for two types of
cancer in one patient. Ann Intern Med. 2019;170(3):210–1.
https://doi.org/10.7326/l18-0360.

124. Winer A, Ghatalia P, Bubes N, Anari F, Varshavsky A, Kasireddy
V, et al. Dual checkpoint inhibition with ipilimumab plus
nivolumab after progression on sequential PD-1/PDL-1 inhibitors
pembrolizumab and atezolizumab in a patient with lynch syn-
drome, metastatic colon, and localized urothelial cancer.
Oncologist. 2019;24(11):1416–9. https://doi.org/10.1634/
theoncologist.2018-0686.

125. Bari S, Kim RD, Wang X, Matejcic M, Muzaffar J. Outcomes of
Lynch syndrome (LS) patients treated with immune checkpoint
inhibitors (ICI). J Clin Oncol. 2020;38(15_suppl):1548. https://
doi.org/10.1200/JCO.2020.38.15_suppl.1548.

126. Berinstein NL. Carcinoembryonic antigen as a target for therapeu-
tic anticancer vaccines: a review. J Clin Oncol. 2002;20(8):2197–
207. https://doi.org/10.1200/JCO.2002.08.017.

127. Engel BJ, Bowser JL, Broaddus RR, Carson DD. MUC1 stimu-
lates EGFR expression and function in endometrial cancer.
Oncotarget. 2016;7(22):32796–809. https://doi.org/10.18632/
oncotarget.8743.

128. Finn OJ. Human tumor antigens yesterday, today, and tomorrow.
Cancer Immunol Res. 2017;5(5):347–54. https://doi.org/10.1158/
2326-6066.CIR-17-0112.

129.•• Finn OJ. The dawn of vaccines for cancer prevention. Nat Rev
Immunol. 2018;18(3):183–94. https://doi.org/10.1038/nri.2017.140.
This article describes the different types of tumor-associated
shared antigens and unique neoantigens found in Lynch
syndrome associated cancers and thus supports potential
immunotherapeutic approaches for Lynch syndrome polyps
and associated cancers.

130. Lepisto AJ, Moser AJ, Zeh H, Lee K, Bartlett D, McKolanis JR,
et al. A phase I/II study of a MUC1 peptide pulsed autologous
dendritic cell vaccine as adjuvant therapy in patients with resected
pancreatic and biliary tumors. Cancer Ther. 2008;6(B):955–64.

131. Ramanathan RK, Lee KM, McKolanis J, Hitbold E, Schraut W,
Moser AJ, et al. Phase I study of a MUC1 vaccine composed of
different doses of MUC1 peptide with SB-AS2 adjuvant in
resected and locally advanced pancreatic cancer. Cancer
Immunol Immunother. 2005;54(3):254–64. https://doi.org/10.
1007/s00262-004-0581-1.

132. Balint JP, Gabitzsch ES, Rice A, Latchman Y, Xu Y,
Messerschmidt GL, et al. Extended evaluation of a phase 1/2 trial
on dosing, safety, immunogenicity, and overall survival after im-
munizations with an advanced-generation Ad5 [E1-, E2b-]-
CEA(6D) vaccine in late-stage colorectal cancer. Cancer
Immunol Immunother. 2015;64(8):977–87. https://doi.org/10.
1007/s00262-015-1706-4.

133. Gatti-Mays ME, Redman JM, Donahue RN, Palena C, Madan
RA, Karzai F, et al. A phase I trial using a multitargeted recombi-
nant adenovirus 5 (CEA/MUC1/brachyury)-based immunothera-
py vaccine regimen in patients with advanced cancer. Oncologist.

2020;25(6):479–e899. https://doi.org/10.1634/theoncologist.
2019-0608.

134. Kimura T, McKolanis JR, Dzubinski LA, Islam K, Potter DM,
Salazar AM, et al. MUC1 vaccine for individuals with advanced
adenoma of the colon: a cancer immunoprevention feasibility
study. Cancer Prev Res (Phila). 2013;6(1):18–26. https://doi.org/
10.1158/1940-6207.CAPR-12-0275.

135. Morse MA, Chaudhry A, Gabitzsch ES, Hobeika AC, Osada T,
Clay TM, et al. Novel adenoviral vector induces T-cell responses
despite anti-adenoviral neutralizing antibodies in colorectal cancer
patients. Cancer Immunol Immunother. 2013;62(8):1293–301.
https://doi.org/10.1007/s00262-013-1400-3.

136. Schoen RE, Boardman LA, Cruz-Correa M, Bansal A, Beatty PL,
Kastenberg D, et al. Abstract LB-305: Randomized, double-blind,
placebo-controlled immunoprevention trial withMUC1 vaccine in
patients with newly diagnosed advanced adenomas. Cancer Res.
2018;78(13 Supplement):LB-305–LB. https://doi.org/10.1158/
1538-7445.Am2018-lb-305.

137. Gelincik O, Ibrahim H, Ozkan M, Ahadova A, Sei S, Shoemaker
R, et al. Abstract 2732: Frameshift neoantigen vaccination prevent
Lynch syndrome mouse model intestinal cancer. 2019 AACR
Annual Meeting, Atlanta, GA. Cancer Res. 2019;79(13 Suppl):
2732. https://doi.org/10.1158/1538-7445.AM2019-2732.

138. Greiner JW, Zeytin H, Anver MR, Schlom J. Vaccine-based ther-
apy directed against carcinoembryonic antigen demonstrates anti-
tumor activity on spontaneous intestinal tumors in the absence of
autoimmunity. Cancer Res. 2002;62(23):6944–51.

139. Zeytin HE, Patel AC, Rogers CJ, Canter D, Hursting SD, Schlom
J, et al. Combination of a poxvirus-based vaccine with a
cyclooxygenase-2 inhibitor (celecoxib) elicits antitumor immunity
and long-term survival in CEA.Tg/MIN mice. Cancer Res.
2004;64(10):3668–78. https://doi.org/10.1158/0008-5472.Can-
03-3878.

140. Wrangle JM, Velcheti V, Patel MR, Garrett-Mayer E, Hill EG,
Ravenel JG, et al. ALT-803, an IL-15 superagonist, in combina-
tionwith nivolumab in patients with metastatic non-small cell lung
cancer: a non-randomised, open-label, phase 1b trial. Lancet
Oncol. 2018;19(5):694–704. https://doi.org/10.1016/s1470-
2045(18)30148-7.

141. Schlom J, Gulley JL. Vaccines as an integral component of cancer
immunotherapy. Jama. 2018;320(21):2195–6. https://doi.org/10.
1001/jama.2018.9511.

142. Jezkova J, Williams JS, Pinto F, Sammut SJ, Williams GT,
Gollins S, et al. Brachyury identifies a class of enteroendocrine
cells in normal human intestinal crypts and colorectal cancer.
Oncotarget. 2016;7(10):11478–86. https://doi.org/10.18632/
oncotarget.7202.

143. Kilic N, Feldhaus S, Kilic E, Tennstedt P, Wicklein D,
Wasielewski R, et al. Brachyury expression predicts poor prog-
nosis at early stages of colorectal cancer. Eur J Cancer.
2011;47(7):1080–5. https://doi.org/10.1016/j.ejca.2010.11.015.

144. Palena C, Fernando RI, Litzinger MT, Hamilton DH, Huang B,
Schlom J. Strategies to target molecules that control the acquisi-
tion of a mesenchymal-like phenotype by carcinoma cells. Exp
Biol Med (Maywood). 2011;236(5):537–45. https://doi.org/10.
1258/ebm.2011.010367.

145. Sarkar D, Shields B, Davies ML, Müller J, Wakeman JA.
BRACHYURY confers cancer stem cell characteristics on colo-
rectal cancer cells. Int J Cancer. 2012;130(2):328–37. https://doi.
org/10.1002/ijc.26029.

146. Collins JM, Donahue RN, Tsai YT, Manu M, Palena C, Gatti-
Mays ME, et al. Phase I trial of a modified vaccinia Ankara prim-
ing vaccine followed by a fowlpox virus boosting vaccine modi-
fied to express brachyury and costimulatory molecules in ad-
vanced solid tumors. Oncologist. 2020;25(7):560–e1006. https://
doi.org/10.1634/theoncologist.2019-0932.

Page 19 of 20     96Curr Oncol Rep (2021) 23: 96

https://www.fda.gov/drugs/resources-information-approved-drugs/fda-grants-nivolumab-accelerated-approval-msi-h-or-dmmr-colorectal-cancer
https://www.fda.gov/drugs/resources-information-approved-drugs/fda-grants-nivolumab-accelerated-approval-msi-h-or-dmmr-colorectal-cancer
https://www.fda.gov/drugs/resources-information-approved-drugs/fda-grants-nivolumab-accelerated-approval-msi-h-or-dmmr-colorectal-cancer
https://www.fda.gov/drugs/resources-information-approved-drugs/fda-grants-accelerated-approval-ipilimumab-msi-h-or-dmmr-metastatic-colorectal-cancer
https://www.fda.gov/drugs/resources-information-approved-drugs/fda-grants-accelerated-approval-ipilimumab-msi-h-or-dmmr-metastatic-colorectal-cancer
https://www.fda.gov/drugs/resources-information-approved-drugs/fda-grants-accelerated-approval-ipilimumab-msi-h-or-dmmr-metastatic-colorectal-cancer
https://doi.org/10.1080/15384047.2017.1356506
https://doi.org/10.1080/15384047.2017.1356506
https://doi.org/10.7326/l18-0360
https://doi.org/10.1634/theoncologist.2018-0686
https://doi.org/10.1634/theoncologist.2018-0686
https://doi.org/10.1200/JCO.2020.38.15_suppl.1548
https://doi.org/10.1200/JCO.2020.38.15_suppl.1548
https://doi.org/10.1200/JCO.2002.08.017
https://doi.org/10.18632/oncotarget.8743
https://doi.org/10.18632/oncotarget.8743
https://doi.org/10.1158/2326-6066.CIR-17-0112
https://doi.org/10.1158/2326-6066.CIR-17-0112
https://doi.org/10.1038/nri.2017.140
https://doi.org/10.1007/s00262-004-0581-1
https://doi.org/10.1007/s00262-004-0581-1
https://doi.org/10.1007/s00262-015-1706-4
https://doi.org/10.1007/s00262-015-1706-4
https://doi.org/10.1634/theoncologist.2019-0608
https://doi.org/10.1634/theoncologist.2019-0608
https://doi.org/10.1158/1940-6207.CAPR-12-0275
https://doi.org/10.1158/1940-6207.CAPR-12-0275
https://doi.org/10.1007/s00262-013-1400-3
https://doi.org/10.1158/1538-7445.Am2018-lb-305
https://doi.org/10.1158/1538-7445.Am2018-lb-305
https://doi.org/10.1158/1940-6207.CAPR-10-0319
https://doi.org/10.1158/0008-5472.Can-03-3878
https://doi.org/10.1158/0008-5472.Can-03-3878
https://doi.org/10.1016/s1470-2045(18)30148-7
https://doi.org/10.1016/s1470-2045(18)30148-7
https://doi.org/10.1001/jama.2018.9511
https://doi.org/10.1001/jama.2018.9511
https://doi.org/10.18632/oncotarget.7202
https://doi.org/10.18632/oncotarget.7202
https://doi.org/10.1016/j.ejca.2010.11.015
https://doi.org/10.1258/ebm.2011.010367
https://doi.org/10.1258/ebm.2011.010367
https://doi.org/10.1002/ijc.26029
https://doi.org/10.1002/ijc.26029
https://doi.org/10.1634/theoncologist.2019-0932
https://doi.org/10.1634/theoncologist.2019-0932


147. Gatti-Mays ME, Strauss J, Donahue RN, Palena C, Del Rivero J,
Redman JM, et al. A phase I dose-escalation trial of BN-CV301, a
recombinant poxviral vaccine targeting MUC1 and CEA with
costimulatory molecules. Clin Cancer Res. 2019;25(16):4933–
44. https://doi.org/10.1158/1078-0432.Ccr-19-0183.

148. Finn OJ, Beatty PL. Cancer immunoprevention. Curr Opin
Immunol. 2016;39:52–8. https://doi.org/10.1016/j.coi.2016.01.
002.

149. Massarelli E, William W, Johnson F, Kies M, Ferrarotto R, Guo
M, et al. Combining immune checkpoint blockade and tumor-
specific vaccine for patients with incurable human papillomavirus
16-related cancer: a phase 2 clinical trial. JAMAOncol. 2019;5(1):
67–73. https://doi.org/10.1001/jamaoncol.2018.4051.

150. Miller JS, Morishima C, McNeel DG, Patel MR, Kohrt HEK,
Thompson JA, et al. A first-in-human phase I study of subcutane-
ous outpatient recombinant human IL15 (rhIL15) in adults with
advanced solid tumors. Clin Cancer Res. 2018;24(7):1525–35.
https://doi.org/10.1158/1078-0432.Ccr-17-2451.

151. Kim PS, Kwilas AR, XuW, Alter S, Jeng EK,WongHC, et al. IL-
15 superagonist/IL-15RαSushi-Fc fusion complex (IL-15SA/IL-
15RαSu-Fc; ALT-803) markedly enhances specific subpopula-
tions of NK and memory CD8+ T cells, and mediates potent
anti-tumor activity against murine breast and colon carcinomas.
Oncotarget. 2016;7(13):16130–45. https://doi.org/10.18632/
oncotarget.7470.

152. Horn LA, Riskin J, Hempel HA, Fousek K, Lind H,HamiltonDH,
et al. Simultaneous inhibition of CXCR1/2, TGF-β, and PD-L1
remodels the tumor and its microenvironment to drive antitumor
immunity. J Immunother Cancer. 2020;8(1). https://doi.org/10.
1136/jitc-2019-000326.

153. Lind H, Gameiro SR, Jochems C, Donahue RN, Strauss J, Gulley
JM, et al. Dual targeting of TGF-β and PD-L1 via a bifunctional
anti-PD-L1/TGF-βRII agent: status of preclinical and clinical

advances. J Immunother Cancer. 2020;8(1). https://doi.org/10.
1136/jitc-2019-000433.

154. Morillon YM 2nd, Su Z, Schlom J, Greiner JW. Temporal chang-
es within the (bladder) tumor microenvironment that accompany
the therapeutic effects of the immunocytokine NHS-IL12. J
Immunother Cancer. 2019;7(1):150. https://doi.org/10.1186/
s40425-019-0620-2.

155. Morillon YMI, Smalley Rumfield C, Pellom ST, Sabzevari A,
Roller NT, Horn LA, et al. The use of a humanized NSG-
β2m(-/-) model for investigation of immune and anti-tumor ef-
fects mediated by the bifunctional immunotherapeutic bintrafusp
alfa. Front Oncol. 2020;10:549. https://doi.org/10.3389/fonc.
2020.00549.

156. Hicks KC, Fantini M, Donahue RN, Schwab A, Knudson KM,
Tritsch SR, et al. Epigenetic priming of both tumor and NK cells
augments antibody-dependent cellular cytotoxicity elicited by the
anti-PD-L1 antibody avelumab against multiple carcinoma cell
types. Oncoimmunology. 2018;7(11):e1466018. https://doi.org/
10.1080/2162402x.2018.1466018.

157. Hicks KC, KnudsonKM, LeeKL, Hamilton DH, Hodge JW, Figg
WD, et al. Cooperative immune-mediated mechanisms of the
HDAC inhibitor entinostat, an IL15 superagonist, and a cancer
vaccine effectively synergize as a novel cancer therapy. Clin
Cancer Res. 2020;26(3):704–16. https://doi.org/10.1158/1078-
0432.Ccr-19-0727.

158. Li A, Yi M, Qin S, Chu Q, Luo S, Wu K. Prospects for combining
immune checkpoint blockade with PARP inhibition. J Hematol
Oncol. 2019;12(1):98. https://doi.org/10.1186/s13045-019-0784-8.

Publisher’s Note Springer Nature remains neutral with regard to jurisdic-
tional claims in published maps and institutional affiliations.

96    Page 20 of 20 Curr Oncol Rep (2021) 23: 96

https://doi.org/10.1158/1078-0432.Ccr-19-0183
https://doi.org/10.1016/j.coi.2016.01.002
https://doi.org/10.1016/j.coi.2016.01.002
https://doi.org/10.1001/jamaoncol.2018.4051
https://doi.org/10.1158/1078-0432.Ccr-17-2451
https://doi.org/10.18632/oncotarget.7470
https://doi.org/10.18632/oncotarget.7470
https://doi.org/10.1136/jitc-2019-000326
https://doi.org/10.1136/jitc-2019-000326
https://doi.org/10.1136/jitc-2019-000433
https://doi.org/10.1136/jitc-2019-000433
https://doi.org/10.1186/s40425-019-0620-2
https://doi.org/10.1186/s40425-019-0620-2
https://doi.org/10.3389/fonc.2020.00549
https://doi.org/10.3389/fonc.2020.00549
https://doi.org/10.1080/2162402x.2018.1466018
https://doi.org/10.1080/2162402x.2018.1466018
https://doi.org/10.1158/1078-0432.Ccr-19-0727
https://doi.org/10.1158/1078-0432.Ccr-19-0727
https://doi.org/10.1186/s13045-019-0784-8

	Immunology of Lynch Syndrome
	Abstract
	Abstract
	Abstract
	Abstract
	Introduction
	Surveillance and Lynch Syndrome
	Microsatellite Instability in Lynch Syndrome
	Immunogenicity of Lynch Syndrome
	Antibody Responses in Lynch Syndrome Patients
	T Cell Responses in Lynch Syndrome Patients
	Immune Surveillance and Influence in Tumor Development in Lynch Syndrome
	Immunosuppressive Entities in Lynch Syndrome
	Immune Evasion in Lynch Syndrome
	Modulation of Immune-Associated Genes in Lynch Syndrome
	The Role of Nonsteroidal Anti-Inflammatory Drugs (NSAIDs) in Immune Response and Tumorigenesis in Lynch Syndrome
	MSI and Immunogenicity in LS-CRC
	Checkpoint Inhibitor MAb Therapy in CRC
	Checkpoint Inhibitor MAb Therapy in LS-CRC
	Neoantigens in Lynch Syndrome as Vaccine Targets
	Tumor-Associated Antigens as Targets for Vaccine Therapy in Lynch Syndrome
	Potential Vaccine Therapy for LS Polyps
	Section122
	Conclusions
	References
	Papers of particular interest, published recently, have been highlighted as: •• Of major importance



