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After the publication of the original article, we noticed that we
need a correction in Fig. 2. In the part of the table containing
human studies, in Nomura et al. (2018), in the column indi-
cating the type of samples, sham and TAC was now correctly
replaced with healthy and DCM. Please see below the
corrected version. We apologize for any inconvenience that
this may have caused.
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The online version of the original article can be found at https://doi.org/
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Fig. 2 Overview of single-cell sequencing studies applied to adult healthy and diseased mouse or human heart. CM cardiomyocytes, IR ischemia/
reperfusion, MI myocardial infarction, TAC transaortic constriction, HF heart failure, LVAD left ventricular assist device, DCM dilated cardiomyopathy
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