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CORRECTION

Correction to: Nature Inspired Algorithms for Solving Multiple 
Sequence Alignment Problem: A Review

Tirumala Paruchuri1,2 · Gangadhara Rao Kancharla1 · Suresh Dara3 · Rohit Kumar Yadav4 · Surender Singh Jadav6 · 
Swetha Dhamercherla3 · Ankit Vidyarthi5 
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In abstract section abbreviation for MSA was wrongly indi-
cated as Multiple Sequence Assignment (MSA) and needs 
to be read as Multiple Sequence Alignment (MSA).

Original article has been corrected.

Publisher's Note  Springer Nature remains neutral with regard to 
jurisdictional claims in published maps and institutional affiliations.

The original article can be found online at https://​doi.​org/​10.​1007/​
s11831-​022-​09769-w.
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