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Correction to:  Virus Genes (2019) 55:60–67  
https:// doi. org/ 10. 1007/ s11262- 018- 1614-8

The original version of this article unfortunately contained 
a typo in GenBank accession number.

The CoV sequence obtained in this study was submitted to 
the GenBank database under accession number MG975784 
instead it was published incorrectly as MG978754.

The original article has been corrected.

Publisher’s Note Springer Nature remains neutral with regard to 
jurisdictional claims in published maps and institutional affiliations.

The original article can be found online at https:// doi. org/ 10. 1007/ 
s11262- 018- 1614-8.

 * Roberta Lecis 
 rlecis@uniss.it

1 Department of Veterinary Medicine, University of Sassari, 
Via Vienna 2, 07100 Sassari, Italy

2 Mediterranean Centre for Disease Control, University 
of Sassari, Via Vienna 2, 07100 Sassari, Italy

3 Centro Pipistrelli Sardegna, Via G. Leopardi 1, 
07100 Sassari, Italy

https://doi.org/10.1007/s11262-018-1614-8
http://crossmark.crossref.org/dialog/?doi=10.1007/s11262-021-01856-7&domain=pdf
https://doi.org/10.1007/s11262-018-1614-8
https://doi.org/10.1007/s11262-018-1614-8

	Correction to: Molecular identification of Betacoronavirus in bats from Sardinia (Italy): first detection and phylogeny
	Correction to: Virus Genes (2019) 55:60–67 https:doi.org10.1007s11262-018-1614-8




