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Correction to:  Virus Genes (2020) 56:354–360  
https ://doi.org/10.1007/s1126 2-020-01751 -7

The original version of this article unfortunately contained 
an error in GenBank Accession Number.

The correct number is MN642099 instead published 
incorrectly as MN642009.

Publisher’s Note Springer Nature remains neutral with regard to 
jurisdictional claims in published maps and institutional affiliations.

The original article can be found online at https ://doi.org/10.1007/
s1126 2-020-01751 -7.
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