
Vol.:(0123456789)1 3

https://doi.org/10.1007/s11105-021-01296-5

CORRECTION

Correction to: Comparative Transcriptome Analysis of Hybrid 
Population Provides Insights Into Starch Content in Sweet Potato 
(Ipomoea batatas L.) Storage Root

Zhen Qin1 · Aixian Li1 · Shunxu Dong1 · Qingmei Wang1 · Fuyun Hou1 · Haiyan Zhang1

 
© Springer Science+Business Media, LLC, part of Springer Nature 2021

Correction to: �Plant Molecular Biology Reporter.  
https://​doi.​org/​10.​1007/​s11105-​021-​01282-x

The original version of this article unfortunately contained 
some mistakes.

The currently assigned corresponding author Zhen Qin 
is the first author. Corresponding authorship should be 
assigned to Qingmei Wang, Fuyun Hou and Haiyan Zhang 
based on the accepted manuscript.

The original paper has been corrected.

The original article can be found online at https://​doi.​org/​10.​1007/​
s11105-​021-​01282-x.
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