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In the original publication of the article, the affiliation was
incorrectly tagged for the authors “Hamza Armghan Noush-
ahi, Ying Liu, Lingli Cui, Jing Tang and Shaohua Shu”.

The correct affiliation for these authors is “College of
Plant Science and Technology, Huazhong Agricultural Uni-
versity, 430070 Wuhan, China”.

In the article title "ESO026" should be “ES026”.

The original article has been corrected.

The original article can be found online at https://doi.org/10.1007/
$11033-022-07850-y.
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