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Unfortunately, the original publication of this article con-
tained an error in the Fig. 1. The correct Fig. 1 is given in 
this correction.

The original article can be found online at https:// doi. org/ 10. 1007/ 
s10592- 021- 01359-w.
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Fig. 1  Conceptual diagram 
for applying the Ne indicator 
(Hoban et al. 2020). If direct 
and robust estimates of Ne are 
available, they should be used. 
If only general information is 
available about factors affecting 
the ratio of Ne to census popula-
tion size (Nc), then this informa-
tion should be used to calibrate 
estimates of Nc from the specific 
population against the Ne > 500 
threshold. If no information 
is available, the indicator is 
applied using estimates of Nc 
with the threshold Nc > 5000, 
implicitly assuming Ne/Nc = 0.1
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