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The article “Alternative Splicing of Opioid Receptor Genes
Shows a Conserved Pattern for 6TM Receptor Variants”,
written by Marjo Piltonen, Andrey Krokhotin, Marc Paris-
ien, Pierre Bérubé, Haig Djambazian, Rob Sladek, Nikolay
V. Dokholyan, Svetlana A. Shabalina and Luda Diatchenko
was originally published electronically on the publisher’s
internet portal on October 3, 2020 without open access. With
the author(s)’ decision to opt for Open Choice the copy-
right of the article changed on October 27, 2020 to © The
Author(s) 2020 and the article is forthwith distributed under
a Creative Commons Attribution 4.0 International License,
which permits use, sharing, adaptation, distribution and
reproduction in any medium or format, as long as you give
appropriate credit to the original author(s) and the source,
provide a link to the Creative Commons licence, and indi-
cate if changes were made. The images or other third party

The original article can be found online at https://doi.org/10.1007/
$10571-020-00971-7.
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