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In this article, the reference Fremout et al. 2020 was missing and should have been ‘Fremout 
T, Thomas E, Gaisberger H, van Meerbeek K, Muenchow J, Briers S, Gutierrez-Miranda 
CE, Marcelo‐Peña JL, Kindt R, Atkinson R, Cabrera O, Espinosa CI, Aguirre-Mendoza Z, 
Muys B (2020). Mapping tree species vulnerability to multiple threats as a guide to restora-
tion and conservation of tropical dry forests. Glob Change Biol 26:3552–3568. https://doi.
org/10.1111/gcb.15028’.
 
The citation for the reference Fremout et al. 2020 was also missing and should have been 
included under the section ‘Species distribution modelling and future projections’ as below.

 
The first sentence in the seventh paragraph should read as “The algorithms in the ensemble 
models were cross-validated using spatial blocks implemented through the blockCV pack-
age for R (Valavi et al. 2019), whereby presence and pseudo-absence points are partitioned 
in training and testing points using a set of spatial blocks, following Fremout et al. 2020.” 
instead of “The algorithms in the ensemble models were cross-validated using spatial blocks 
implemented through the blockCV package for R (Valavi et al. 2019), whereby presence 
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and pseudo-absence points are partitioned in training and testing points using a set of spatial 
blocks”.
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