Antonie van Leeuwenhoek (2019) 112:1281-1282
https://doi.org/10.1007/s10482-019-01311-6

)

Check for
updates

EDITORIAL

Valediction: descriptions of novel prokaryotic taxa
published in Antonie van Leeuwenhoek—change in editorial
policy and a signpost to the future?

Iain C. Sutcliffe

Published online: 2 August 2019
© Springer Nature Switzerland AG 2019

Over the past decade Antonie van Leeuwenhoek has
emerged as a significant journal supporting microbial
systematics research. In that period the journal has
published more than 900 systematics papers and
reviews, mainly descriptions of novel prokaryotic
species, along with significant papers on yeast taxon-
omy (for example Kurtzman 2011; Daniel et al. 2014).
Importantly it has been central to the work of the
journal’s Editors to uphold the principles and rules of
the international Codes that are crucial to ensuring
stable nomenclature of both fungal and prokaryotic
taxa (Sutcliffe and Trujillo 2013). Indeed, it is
rewarding that a high percentage of the new prokary-
otic names ‘effectively published’ in Antonie van
Leeuwenhoek are subsequently validated in the Lists
published by the International Journal of Systematic
and Evolutionary Microbiology (Oren et al. 2018).
The Editors have strongly encouraged the use of
genome sequence data in the description on novel
prokaryotic taxa. We have also contributed to the
promotion of systematics as a discipline area through
the production of two Special Issues based on the 1st
and 3rd meetings of Bergey’s International Society for
Microbial Systematics (Sutcliffe et al. 2012a; Hedlund
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et al. 2017) and significant reviews on the future
development of microbial systematics (for example
Sutcliffe et al. 2012b; Oren and Garrity 2014;
Vandamme and Peeters 2014). Perhaps most ambi-
tiously, the journal partnered with Systematic and
Applied Microbiology to launch the Digital Protologue
Database (Rossello-Mora et al. 2017), “a partial
success” which has provided important insights and
lessons for those wishing to pick up the baton and take
forward the vital task of building an effective database
to underpin microbial taxonomy (Rossell6-Mora and
Sutcliffe 2019).

However, as highlighted previously (Sutcliffe et al.
2012b; Sutcliffe 2015; Rossello-Mora and Sutcliffe
2019), it seems unfeasible, given the sheer scale of
microbial diversity, that a “one species, one paper”
publishing model can be sustained indefinitely, par-
ticularly if there is to be a shift towards ‘high
throughput’ approaches to the circumscription and
valid naming of prokaryotic taxa. In anticipation of
this, it has been decided that there will be a change in
editorial policy in Antonie van Leeuwenhoek regard-
ing publication of routine descriptions of novel
prokaryotic taxa. Hereon, these will only be consid-
ered for peer review where the authors can make a
convincing case for demonstrating novel biology and
features of interest (and/or ecological insights relevant
to the isolation source) in a proposed novel taxon.
These may be experimentally demonstrated and/or
inferred from genome sequence analysis. Moreover,
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we again emphasise our belief that it is best taxonomic
practise to describe novel prokaryotic and fungal taxa
based upon multiple strains. We will also continue to
encourage the submission of larger scale overarching
studies of genera and higher taxa, such as phyloge-
nomic analyses. It is also emphasised that the journal’s
specialist Editors will continue to welcome submis-
sions describing novel fungal taxa.

In view of the need to change editorial policy
regarding descriptions of novel prokaryotic taxa, it is
inevitable that the nature and balance of the journal’s
content will change over time. After a full 10 years at
the helm, it therefore seems an appropriate time for me
to stand down as Editor-in-Chief. Springer Nature will
shortly announce the appointment of a new Editor-in-
Chief and I wish the incoming Editor great success: |
am sure they will enjoy the challenges of the role as
much as I have.

During my tenure, it has been my great pleasure to
work with a dedicated and enthusiastic team of
Editors, supported by the excellent staff in the
Springer Nature editorial office. I thank all of these
people for the considerable time and energy that they
have invested in sustaining a journal now midway
through its 9th decade and with a bright future!
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