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In the original publication of the article, titles of Tables 1, 4 
were published incorrectly.

In the title of Table 1, “differentially expressed genes 
(DEGs)” should read as “differentially accumulated metab-
olites (DAMs)”. Likewise, in the title of Table 4, “differ-
entially accumulated metabolites (DAMs)” should read as 
“differentially expressed genes (DEGs)”.
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Attribution 4.0 International License, which permits use, sharing, 
adaptation, distribution and reproduction in any medium or format, 
as long as you give appropriate credit to the original author(s) and the 
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The online version of the original article can be found at https://doi.
org/10.1007/s10265-023-01446-8.
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