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Fig. 1 Expression of endl-4 genes in ES cells and in mouse
brain. RNase protection assays demonstrate that the end1—4 genes
are expressed at low or undetectable levels in undifferentiated ES
cells (lane 1). All four genes are expressed at moderate to high
levelsin ES cells undergoing the early stages of neural differentia-
tion in vitro (lane 2). Furthermore, al of these genes are expressed
in RNA prepared from embryonic day 16.5 (lane 3) or adult (lane
4) mouse brain. Yeast tRNA (lane 5) was included as a negative
control, and a GAPDH probe was used to ensure that equivalent
amounts of RNA were assayed
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Fig. 2 Expression of severa known genes is upregulated in
embryonic stem (ES) cells undergoing neural differentiation in
culture. Sequence analysis of cDNA clones isolated from our sub-
tractive hybridization screen revealed several known genes, in-
cluding Hox2.8, 1d2, PEA15, H19, and Stra2. RNase protection
assay analysis of these genes indicates that al of them are ex-
pressed at low or undetectable levelsin RNA prepared from undif-
ferentiated ES cells (lane 1) but then are strongly upregulated in
ES cells undergoing the early stages of neural differentiation in
culture (lane 2). Yeast tRNA was included as a negative control
(lane 3). A GAPDH probe was used to confirm that equivalent
amounts of RNA were assayed
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