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Correction to: Functional & Integrative Genomics (2021)
https://doi.org/10.1007/s10142-021-00811-x

Originally, the author’s affiliation has been erroneously pub-
lished. This is now corrected below.

K.N. Rakshita' - Shrawan Singh' - Veerender Kumar
Verma? - Brij Bihari Sharma' - Navinder Saini® - Mir Asif
Iquebal* - T. K. Behera!

Division of Vegetable Science, ICAR-Indian Agricul-
tural Research Institute, New Delhi, India

2ICAR Research Complex for North Eastern Hill Region,
Barapani, Meghalaya, India

3Division of Genetics, ICAR-Indian Agricultural
Research Institute, New Delhi, India

The original article can be found online at https://doi.org/10.1007/
$10142-021-00811-x.
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ICAR-Indian Agricultural Statistical Research Institute,
New Delhi, India

-Veerender Kumar Verma? - Brij Bihari Sharma' - Navinder Saini? -

*ICAR-Indian Agricultural Statistical Research Institute,
New Delhi, India

The original article has been corrected.
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