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Correction to: Archives of Virology (2023) 168:181 The original article has been corrected.
https://doi.org/10.1007/s00705-023-05806-6

Authors would like to correct the error in figure 1 with
replacement figure.

The original article can be found online at https://doi.org/10.1007/
$00705-023-05806-6.
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Fig. 1 (A) Amplification of the LAV2 genome by 5' and 3' RACE and RT-PCR. M, GL DNA Marker 5000. (B) The predicted secondary struc-
tures of the 5' and 3' UTRs of LAV2. (C) Schematic representation of the genome organization of LAV2.
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