
REVIEW

Airway remodeling in asthma: what really matters

Heinz Fehrenbach1,2
& Christina Wagner3,4 & Michael Wegmann2,5

Received: 20 October 2016 /Accepted: 21 December 2016 /Published online: 11 February 2017
# The Author(s) 2017. This article is published with open access at Springerlink.com

Abstract Airway remodeling is generally quite broadly de-
fined as any change in composition, distribution, thickness,
mass or volume and/or number of structural components ob-
served in the airway wall of patients relative to healthy indi-
viduals. However, two types of airway remodeling should be
distinguished more clearly: (1) physiological airway remodel-
ing, which encompasses structural changes that occur regular-
ly during normal lung development and growth leading to a
normal mature airway wall or as an acute and transient re-
sponse to injury and/or inflammation, which ultimately results
in restoration of a normal airway structures; and (2) patholog-
ical airway remodeling, which comprises those structural al-
terations that occur as a result of either disturbed lung devel-
opment or as a response to chronic injury and/or inflammation
leading to persistently altered airway wall structures and func-
tion. This review will address a few major aspects: (1) what
are reliable quantitative approaches to assess airway remodel-
ing? (2) Are there any indications supporting the notion that

airway remodeling can occur as a primary event, i.e., before
any inflammatory process was initiated? (3) What is known
about airway remodeling being a secondary event to inflam-
mation? And (4), what can we learn from the different animal
models ranging from invertebrate to primate models in the
study of airway remodeling? Future studies are required ad-
dressing particularly pheno-/endotype-specific aspects of air-
way remodeling using both endotype-specific animal models
and Bendotyped^ human asthmatics. Hopefully, novel in vivo
imaging techniques will be further advanced to allow moni-
toring development, growth and inflammation of the airways
already at a very early stage in life.
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Introduction

With more than 241 million prevalent cases in 2013 (Global
Burden of Disease Study 2013 Collaborators 2015), asthma is
one of the most common lung diseases worldwide and it is
expected that the number of people suffering from this chronic
lung disease increases to about 300 million in 2025 (Croisant
2014). In 2013, asthma ranked 15th among all diseases world-
wide with regard to years lived with the disability (YLD) over
all age groups (Global Burden of Disease Study 2013
Collaborators 2015). Notably, asthma is most prevalent in
children with highest YLDs observed in the age group 5–14
years (ranked 6th worldwide, even 2nd in the group of devel-
oped countries) (see http://vizhub.healthdata.org/gbd-
compare/). On the basis of disability-adjusted life years, the
impact of asthma is estimated being similar to other major
chronic diseases such as diabetes or Alzheimer disease
(Croisant 2014). Even though asthma is generally not seen
as a major cause of death, the Global Burden of Disease
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Study 2013 reported a global age-standardized death rate of
8.0 per 100,000 in 2013, which is equivalent to breast cancer
(7.4) or pedestrian road injuries (8.0). Hence, asthma remains
among the top 50 causes of global years of life lost (GBD
2013 Mortality and Causes of Death Collaborators 2015).

A brief search for the available literature in PubMed using
the strategy Bairway AND asthma AND (remodeling OR
remodelling)^ revealed that, in 1993, the first two papers fall-
ing into this category were published and that numbers slowly
increased to 203 in 2007. Since then, the number of papers per
year are on a relatively constant level of between 200 and 240,
which represent only approx. 15% of all publications on
Basthma AND airway .̂ Notably, among these publications,
about 50–60 per year are review papers, i.e., 20–40% of all
publications. To avoid carrying coals to Newcastle, in the
present review we will not try to review everything already
well reviewed by others (Elias 2000; Holgate et al. 2000;
Saetta and Turato 2001; Jeffery 2004; Hogg 2004; Bai and
Knight 2005; Boulet and Sterk 2007; Al-Muhsen et al. 2011;
Martinez and Vercelli 2013; Saglani and Lloyd 2015). Instead,
we will focus on some aspects related to a methodologically
sound quantification as a prerequisite for the reliable assess-
ment of airway remodeling and on what we can learn from
invertebrate to primate animal models to better understand the
mechanisms underlying physiological versus pathological
remodeling.

Today’s perception of bronchial asthma:
the phenotype/endotype concept

The perception of bronchial asthma has fundamentally
changed during the last decade. Consequently, the Global
Initiative for Asthma (GINA) suggested a new definition of
asthma: BAsthma is a heterogeneous disease, usually charac-
terized by chronic airway inflammation. It is defined by the
history of respiratory symptoms such as wheeze, shortness of
breath, chest tightness and cough that vary over time and in
intensity, together with variable expiratory airflow limitation^
(Reddel et al. 2015). The definition takes into account that
during the last decade asthma turned out to be quite heteroge-
neous encompassing patients with different phenotypes (i.e.,
the entity of observable characteristics), which, however, ex-
hibit overlap to variable degrees. Adult asthma was suggested
to be not a single disease but a syndrome with one common
feature being a variable expiratory airflow limitation (Lötvall
et al. 2011; Wenzel 2006). The concept of asthma as a syn-
drome is also expected to be very helpful in pediatric asthma
(Spycher et al. 2010; Lødrup Carlsen and Carlsen 2012).
However, the characteristics used for the definition of the var-
ious phenotypes are not necessarily directly related to the un-
derlying pathogenetic process(es). Aiming at the development
of personalized therapies, i.e., therapeutic approaches targeting

key elements of the causative pathomechanism(s), the concept
of asthma endotypes was proposed with each endotype being
the result of a specific molecular pathomechanism that is dis-
tinctly different from the other endotypes (Lötvall et al. 2011;
Wenzel 2012; Agache et al. 2012). Until today, probably the
(one and only) most clearly defined asthma endotype is the
one termed the Th2 (T helper type 2)-high endotype, which is
characterized by a T helper lymphocyte type 2-driven inflam-
mation (Fahy 2015). Anti-inflammatory therapies targeting
Th2 cytokines such as interleukin (IL)-4, IL-5 and IL-13 have
consistently exhibited beneficial effects in adult patients diag-
nosed as Th2-high asthmatics on the basis of some emerging
biomarkers related to the IL-13 response, such as periostin or
FeNO (Bhakta and Woodruff 2011; Ingram and Kraft 2012;
Fahy 2015; Fajt and Wenzel 2016). Efforts are being under-
taken to reveal additional novel biomarkers that may help in
identifying and distinguishing further endotypes (Zissler et al.
2016).

The current phenotype/endotype concept of asthma has a
strong focus on clinical and inflammatory characteristics and
omitted aspects of airway remodeling, one important feature
of asthma, as was recently emphasized (Saglani and Lloyd
2015). Today, it is unclear whether the differences in airway
remodeling parameter values observed between individual pa-
tients define specific remodeling phenotypes and how these
may relate to clinical or inflammatory phenotypes or are even
linked to a specific endotype.

Defining airway remodeling in asthma: physiological
versus pathological processes

Most review papers define airway remodeling quite broadly as
any change in composition, distribution, thickness, mass or
volume and/or number of structural components observed
in the airway wall of patients relative to the airway wall of
normal healthy individuals (Bergeron et al. 2009; Bai 2010;
Hirota and Martin 2013). Changes have been described for
various tissues in asthma patients, such as airway epithelium
(e.g., epithelial shedding, goblet cell hyperplasia, basal mem-
brane thickening), peribronchial interstitial tissue (e.g.,
subepithelial fibrosis), airway smooth muscle cells (e.g., hy-
perplasia and/or hypertrophy), nerve tissue (e.g., increased
neurite sprouting) and bronchial vasculature (e.g., barrier dys-
function, angiogenesis) (Undem et al. 1999; Beckett et al.
2003; Jeffery 2004; Al-Muhsen et al. 2011). The observation
of an inflammatory infiltrate characterized by eosinophilic
granulocytes and CD4+ Th cells in the airways of (probably
Th2-high) asthmatics (Saetta and Turato 2001), sometimes
being the result of a longstanding inflammatory process, was
suggested as a conditio sine qua non of the definition of air-
way remodeling in asthma (Hirota and Martin 2013).
Although airway remodeling has been reported for other
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chronic lung diseases such as chronic obstructive pulmonary
disease (COPD), some structural changes of the airways ap-
pear to be distinctly different when comparing asthma and
COPD as reviewed recently (Jones et al. 2016). The evidence
accumulated until now suggests that airway remodeling is
associated with a progressive loss of lung function, a view
which still has to be considered a hypothesis because therapies
targeting airway remodeling are still missing (Pascual and
Peters 2005).

In this review, we adopt the suggestions made by
Jeffery (2001, 2004) and distinguish two types of airway
remodeling, i.e., physiological remodeling on the one hand
and pathological remodeling on the other. Physiological
airway remodeling comprises those structural changes,
which occur regularly during normal lung development
and growth leading to a normal mature airway wall or
that occur as an acute and transient response to injury
and/or inflammation ultimately resulting in restoration of
a normal airway structure. Structural alterations that occur
as a result of either disturbed lung development or as a
response to chronic injury and/or inflammation leading to
persistently altered airway wall structures and function are
considered as pathological airway remodeling.

The most relevant implications of these definitions are:

& Unless quantitative analyses of airway structural charac-
teristics are used, objective evidence of structural devia-
tions from the normal healthy condition cannot be provid-
ed without doubt.

& Although airway remodeling is frequently associated with
airway inflammation, remodeling cannot be considered
being a secondary phenomenon to inflammation in every
single case.

& Airway remodeling may be a primary event in asthma
pathogenesis if it is the result of disturbed lung
development.

& Unless the kinetics of these processes can be revealed,
which is very difficult in humans, it will be very difficult
to distinguish an acute and transient response from a
chronic reaction and, thereby, unequivocally differentiate
between physiological and pathological processes. In the
absence of data on the kinetics, additional criteria/
biomarkers are badly needed and animal models can be
very helpful in that they allow for kinetic studies.

Consequently, the following major questions will be
addressed:

& what are reliable quantitative approaches to assess airway
remodeling,

& are there any indications supporting the notion that airway
remodeling can occur as a primary event, i.e., before any
inflammatory process was initiated,

& what do we know about airway remodeling being a sec-
ondary event to inflammation and

& what can we learn from animal models in the study of
airway remodeling for distinguishing physiological and
pathological airway remodeling and the underlying, po-
tentially differing pathomechanisms?

Quantitative approaches to assess airway remodeling

The initial approach to assess airway remodeling, both in
humans and in animal models, has been the histologic
analysis of two-dimensional sections by means of light,
fluorescence or electron microscopy. Recent technologi-
cal advances allowed the implementation of high-
resolution imaging into radiologic analyses of airway
morphology (Hartley et al. 2016). These approaches,
however, are beyond the expertise of the authors and
therefore this review will focus on microscopy-based ap-
proaches only.

In 2010, a joint task force of the American Thoracic
Society (ATS) and the European Respiratory Society (ERS)
published an Official Research Policy Statement paper that
critically reviewed the state-of-the-art stereological methods
in lung morphometry and defined standards to promote com-
parability of morphometric studies in pulmonary research
(Hsia et al. 2010). This landmark paper is suggested as the
starting point for everyone designing new studies of airway
remodeling and is a benchmark paper when evaluating pub-
lished data. As was emphasized by this task force, the quanti-
fication of structures is based upon the three-dimensional (3D)
physical attributes of its components. When two-dimensional
(2D) sections are used for quantitative analysis, only incom-
plete information about the 3D structure are obtained, which
bears a high risk of misinterpretations and false conclusions
(Hsia et al. 2010). This risk is particularly prominent for the
airway tree, which is highly anisotropic and exhibits marked
qualitative and quantitative changes in airway wall structure
from proximal to distal airway generations (Crystal et al.
1997; Mauroy et al. 2004). Consequently, quantitative ap-
proaches to assess remodeling of airways have to take into
account that both the orientation of a 2D section relative to
the airway’s longitudinal axis and the location along the air-
way tract (i.e., airway hierarchy) have marked effects on the
quantitative parameters analyzed (Hsia et al. 2010). Therefore,
obtaining a collection of an unbiased set of representative
tissue samples requires a few but important additional steps
during sampling, as described previously for whole lungs ob-
tained from animal models (Hyde et al. 2007; Mühlfeld and
Ochs 2013) but also for studying human biopsies (Ferrando
et al. 2003; Woodruff and Innes 2006; Bratu et al. 2014).
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A few examples could illustrate that using quantitative
stereological approaches may challenge some generally ac-
cepted views.

Epithelial cell shedding Today, it is widely accepted that the
airway epithelium, which is in almost1 direct contact to the
inhaled air, is far more than just a passive physical barrier to
what is inhaled during breathing (Tam et al. 2011). The epi-
thelium exerts various functions that help maintain a
healthy lung such as particle clearance, fluid balance, innate
immune responses. Direct injury to the airway epithelium in-
duced by various triggers has long been widely accepted as a
very early, may be the initial, step in asthma pathogenesis (Al-
Muhsen et al. 2011; Hirota and Martin 2013; Holt et al. 2014).
This notion is in part based on the qualitative observation of a
denuded epithelial basal lamina in biopsies of asthmatics,
which was interpreted as the result of epithelial cell shedding
and a histological reflection of the loss of airway epithelial
function (for references of original studies, see, e.g.,
Bergeron et al. 2009; Fajt and Wenzel 2016). A computer-
based quantitative study of bronchial biopsies obtained from
14 mild and moderate human asthmatics, however, revealed
that there were no differences in the degree of epithelial des-
quamation in comparison to biopsies from 12 healthy subjects
(Ordoñez et al. 2000). Using glycol methacrylate as embed-
ding medium for the biopsies, a section thickness of 2 μm
could be achieved, which allowed an excellent presentation
of all structures in the microscopic images. The authors sug-
gested that epithelial desquamation in endobronchial biopsies
in asthmatics is an artifact of tissue sampling and not a true
pathologic feature of asthma. Although this was controversial-
ly discussed (Holgate et al. 2001), our own data demonstrate
that the degree of epithelial desquamation in human
endobronchial biopsies increases with decreasing biopsy size
(Fig. 1). The smaller the biopsy, the more mechanical forces
may affect the tissues during collection and embedding, which
supports the notion that epithelial desquamation is highly
prone to artefactual damage. Therefore, epithelial shedding
is a questionable phenotypic characteristic of asthma.
Without any doubt, however, it is very well supported that
dysregulated airway epithelial cell functions are a central ele-
ment in the pathogenesis of asthma (Holgate 2007, 2011a, b;
Fahy and Locksley 2011).

Epithelial basement membrane thickening The basement
membrane or basement membrane zone of the airways is an
extracellular structure specialized for the attachment of the
epithelium to the underlying extracellular matrix (Evans
et al. 2010). In the electron microscope, three layers can be
distinguished: the lamina lucida, the lamina densa and the

lamina reticularis, which have been shown to also differ in
their chemical composition. The lamina reticularis, the basal
portion of the basement membrane, can also be seen with the
light microscope and is also referred to as reticular basement
membrane (RBM) or subepithelial basement membrane.
RBM thickening was suggested to be pathognomonic of asth-
ma (Jeffery 2004). However, it has been reported to also occur
in children with cystic fibrosis (Hilliard et al. 2007).
Moreover, RBM thickening was also observed in adult
COPD patients with RBM thickness being not significantly
different from adult subjects with asthma (Liesker et al. 2009).
When analyzing RBM thickening in the airways, again one
has to take into account that there is marked variation along
the airway tree, with the RBM becoming thinner as it extends
from the trachea into the small airways (Evans et al. 2010). In
addition, RBM thickness as represented in microscopic sec-
tions strongly depends on how much the sectioning angle
deviates from the ideal situation of a section normal to the
RBM surface. Therefore, exclusion of obliquely to tangential-
ly cut tissue is a step regularly implemented into the measure-
ment of RBM thickness, although using largely subjective
criteria. Implementation of design-based stereological proto-
cols is rare, although this is the only way to guarantee random
tissue orientation (i.e., isotropic, uniformly random orienta-
tion) ensuring that tangential cuts occur with a known distri-
bution and can be handled systematically (Ferrando et al.
2003; Hsia et al. 2010). Ferrando et al. (2003) made compar-
isons using two classical procedures in parallel. Although
RBM was significantly thicker in asthmatics than in healthy
subjects, the measurements made by using design-based ste-
reology were approximately 30% smaller than measurements
made with the two classical procedures. Notably, the mean
coefficient of error for repeat measurements (i.e., the repro-
ducibility of the measurements) was 0.06 for the stereological

1 Epithelial secretory products such as mucus and/or surfactant are, however,
components that separate the air from the epithelial tissue layer.

Fig. 1 Fraction of epithelial basal membrane (BM) of human
endobronchial biopsies exhibiting complete denudation is inversely
correlated with biopsy volume (=size), which was estimated according
to the Cavalieri Principle. Figure by courtesy of Dr. V.A. Bratu, modified
from Bratu (2008); Fig. 3.4c
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approach, which is by far preferable compared with the 0.19–
0.30 in the other approaches (Ferrando et al. 2003).
Implementation of such an unbiased procedure as an objective
correction for tangential cuts could be an important step for
standardization of protocols and thus would help ensure better
comparisons of measurement data across studies and labora-
tories. Accepting that reliable methods for the quantitative
assessment of RBM thickening are crucial for obtaining sound
data, reports on therapies successfully reducing RBM thick-
ness in asthma patients, reviewed recently by Durrani et al.
(2011), should be critically re-evaluated.

Smooth muscle hyperplasia and hypertrophy The potential
role(s) of airway smooth muscle cells in the pathogenesis of
asthma symptoms, in particular with regard to airway
hyperresponsiveness, has been comprehensively reviewed
by others (An et al. 2007; Gosens and Grainge 2015). It is
widely accepted that the total amount of smooth muscle is
increased in asthma (Jeffery 2004; Fixman et al. 2007;
Durrani et al. 2011). The increase seems to involve both small
and large airways (James et al. 2012) and may be related to the
clinical severity and duration of asthma (Bai et al. 2000). In
principle, the increase in muscle mass can be achieved by an
increase in cell number (hyperplasia), by increase in cell vol-
ume (hypertrophy), or a combination of both and by addition-
al immigration of myofibroblasts (Bara et al. 2010). Distinctly
different molecular mechanisms may be considered leading to
hyperplasia or hypertrophy and both may be associated with
distinct functional consequences. Conclusive demonstration
of hyperplasia, i.e., increase in cell number, is only feasible
if an unbiased design-based stereology approach such as the
physical or optical disector is applied (Sterio 1984; Hsia et al.
2010; Gruber et al. 2012). Using an assumption-based quan-
titative approach and the mean cell diameter across the nucle-
us as surrogate for cell size, hypertrophy was reported to al-
ready be present in mild-to-moderate asthmatics and being
even more pronounced in severe asthmatics (Benayoun et al.
2003). However, using design-based stereology, a biopsy
study in adult patients with mild-to-moderate asthma demon-
strated hyperplasia of smooth muscle cells, i.e., an increase in
cell number per volume of tissue, whereas no significant in-
crease in cell size, i.e., mean cell volume in μm3, was seen
(Woodruff et al. 2004). Notably,Woodruff et al. (2004) did not
find any differences in gene expression of smoothmuscle cells
isolated by laser-capture microdissection from bronchial biop-
sies of asthmatics and healthy controls with regard to the
cellular phenotype. Regamey et al. (2008) demonstrated by
design-based stereology that both hyperplasia and hypertro-
phy occur in children with mild-to-severe asthma but that
hyperplasia was the most prominent contributor to the in-
crease in smooth muscle mass. In this study, smooth muscle
cell hyperplasia revealed to be not limited to children with
asthma but to also be present in cystic fibrosis and non-

cystic fibrosis bronchiectasis. Differentiation of hyperplasia
versus hypertrophy is important when considering airway
smooth muscle as a potential therapeutic target. Exciting
new data suggest that bronchoconstriction as a result of airway
smoothmuscle contraction appears sufficient to induce airway
remodeling via processes triggered by mechanical forces and
independent of the inflammatory response (for review see
Grainge et al. 2011; Gosens and Grainge 2015). These studies
indicate that airway smooth muscle cells may not simply be
secondary effector cells responding to an already ongoing
pathogenic process but in contrast may also be at the forefront
of disease initiation.

Airway remodeling as a secondary event
to inflammation

In fact, airway remodeling in allergic bronchial asthma is
discussed to be the result of a chronic inflammatory response
entailing on the one hand permanent airway tissue destruction
and on the other hand chronic tissue repair. Thus, chronic
airway inflammation can be described as the major force driv-
ing the processes leading to most aspects of airway remodel-
ing. This Binflammation theory^ is mainly supported by the
finding that steroid treatment in asthmatic patients does not
only reduce airway inflammation but also has beneficial ef-
fects on airway remodeling (Trigg et al. 1994; Olivieri et al.
1997; Laitinen et al. 1997; Hoshino et al. 1998, 1999, 2001;
Sont et al. 1999; Ward et al. 2002; Chetta et al. 2003).
Infiltrating cells like T helper (Th) cells, eosinophils, neutro-
phils and mast cells interact with resident cells of the airways
such as fibroblasts, smooth muscle cells, neuronal cells, epi-
thelial cells and endothelial cells by the release of a plethora of
cytokines, enzymes, metabolites and growth factors creating a
signaling environment that—under chronic conditions—re-
sults in airway remodeling.

T helper cells—in allergic bronchial especially Th2 cells—
orchestrate the allergic inflammatory response by releasing a
characteristic array of cytokines including IL-4, IL-5, IL-9 and
IL-13. Each of these cytokines has prominent functions in
directing the production of allergen-specific IgE, recruitment
of eosinophils or development of AHR; however, whether
they directly have an impact on airway remodeling is still a
matter of debate. As already mentioned, gene-targeted mouse
strains overexpressing the cytokines IL-4, IL-5, IL-9, IL-11, or
IL-13 spontaneously develop airway inflammation, AHR,
mucus hyperproduction and airway remodeling (Rankin
et al. 1996; Tang et al. 1996; Lee et al. 1997; Temann et al.
1998; Zhu et al. 1999). After these initial studies, further ex-
periments provided deeper insight into the contribution of
each of these Th2-type cytokines to airway remodeling. At
least the effects of IL-4, IL-5 and IL-9 are either dependent
on IL-13 or promote airway remodeling by supporting the
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infiltration and activation of further inflammatory cells like
eosinophils and mast cells (Cohn et al. 1997; Temann et al.
2002; Justice et al. 2002; Whittaker et al. 2002). IL-5 is es-
sential for terminal differentiation, maturation, migration and
survival of eosinophils in peripheral tissues but has no direct
effect on airway remodeling in mice (Walter et al. 2001). IL-9
enhances mucus production in an IL-13-dependent manner
(Steenwinckel et al. 2007) but also influences accumulation
of mast cells in asthmatic airways (Temann et al. 2002). The
only Th2-type cytokine that has been identified to have pro-
found effects on airway structural cells is IL-13: in mice, it
induces mucin expression and mucus metaplasia in both air-
way epithelial cells and submucosal glands through activation
of STAT-6 and also plays a key role in goblet cell hyper/
metaplasia in humans (Kuperman et al. 2002; Atherton et al.
2003). Furthermore, IL-13 induces the release of the
profibrotic TGF-β by epithelial cells (Richter et al. 2001;
Malavia et al. 2008).

Th17 cells are characterized by the secretion of IL-17 and
the expression of the transcription factor RORc in humans or
RORγt in mice, respectively. By releasing several proinflam-
matory cytokines, they can amplify inflammatory responses:
e.g., through release of IL-17 they are able to induce IL-8
secretion in epithelial cells, which in turn leads to neutrophil
recruitment. Though they are not the only source of IL-17
production in asthmatic patients, their percentage in PBMCs
and IL-17 levels in plasma concentrations correlate with dis-
ease severity, so that they could play a role especially in severe
or corticoid-refractory forms of asthma (Al-Ramli et al. 2009;
Takeda et al. 2009; Zhao et al. 2010; Doe et al. 2010).Whether
Th17 cells directly contribute to airway remodeling is part of
an ongoing discussion. In a mouse model of chronic experi-
mental asthma, the absence of Th17 cells resulted in dimin-
ished airway remodeling as demonstrated by reduced staining
of collagen fibers and α-smooth muscle actin, although aller-
gic airway inflammation remained unaltered (Zhao et al.
2013). Lu et al. (2015) also used a mouse model of chronic
experimental asthma and correlated progressively increasing
levels of Th17 cells and IL-17A with peribronchial
microvessel density. Neutralization of IL-17 abrogated these
signs of vascular remodeling. However, in both studies, lack
or reduction of IL-17 as produced by Th17 cells was
paralleled by a reduction of inflammatory cell infiltration,
neutrophils in the study of Zhao et al. (2013) or eosinophils
in the study of Lu et al. (2015), so that it is still not clear
whether they indeed have a direct effect on airway remodeling
or whether they contribute to this by enhancing the local in-
flammatory response.

Therefore, most of the effects of T helper cells on airway
remodeling appeared to be indirect and to depend on their
proinflammatory effect promoting the infiltration, especially
of eosinophils and mast cells. Under the control of IL-3, IL-5,
GM-CSF and eotaxins, eosinophils are recruited to the lung

and represent a typical characteristic hallmark of allergic air-
way inflammation in asthma (Robinson et al. 1999; Sehmi
et al. 2003). Their genuine function in the immune system
has been described as major effector cells in defense against
invading parasites. Therefore, eosinophils are capable of pro-
ducing and releasing a bunch of tissue-damaging cationic pro-
teins, enzymes and reactive oxygen species as well as of cy-
tokines, chemokines, cysteinyl leukotrienes and eicosanoids
(Kariyawasam and Robinson 2006). By releasing these prod-
ucts, eosinophils provoke airway remodeling by two different
ways, on the one hand these cells appear to be the major
source of tissue damage during allergic airway inflammation
and on the other hand they stimulate tissue repair processes.
Cationic eosinophil-derived granule proteins (EDGPs) play a
pivotal role in the first type of process since they are toxic to
cells and human tissues, as demonstrated by studies using
eosinophil- or EDGP-deficient mouse strains (Denzler et al.
2000; Lee et al. 2004b; Specht et al. 2006; Doyle et al. 2013;
Jacobsen et al. 2014). They comprise eosinophil cationic pro-
tein (ECP), eosinophil-derived neurotoxin (EDN), eosinophil
peroxidase (EPX), galectin 10 (Gal-10) and major basic pro-
teins (MBP-1 and -2) (Acharya and Ackerman 2014). In vitro
experiments demonstrated that MBP-1, which can disrupt the
lipid bilayer membrane of the cell in vitro (Gleich et al. 1993),
EPX that produces hydrogen peroxide and EDN, a member of
the ribonuclease A superfamily, are highly cytotoxic and, thus,
could play a role in epithelial shedding as observed in allergic
bronchial asthma. Like EPX and MBP-1 ECP is a highly
cationic polypeptide with marked toxicity and neurotoxicity
(Fredens et al. 1982) and has been implicated into the devel-
opment of AHR in asthmatic patients. Besides the release of
these cytotoxic EDGPs, eosinophils contribute to aggravation
of the local inflammatory response by producing proinflam-
matorymediators such as leukotrienes.While these eosinophil
products lead to tissue destruction and promote airway inflam-
mation, eosinophils are also the main source of TGF-β, a
cytokine with anti-inflammatory as well as profibrotic proper-
ties. Hence, using an anti-IL-5 antibody, which depleted eo-
sinophils in asthmatic patients, the levels of TGF-β in the
lung, TGF-β expression in eosinophils and signs of airway
remodeling were reduced in parallel (Flood-Page et al. 2003).
Accordingly, in a mouse model of experimental allergic asth-
ma, corticosteroid treatment not only diminished eosinophil
numbers in the airways but also TGF-β expression in the lung
and airway remodeling, as assessed bymyofibroblast accumu-
lation and peribronchial fibrosis (Miller et al. 2006). These
effects can be explained by the multifaceted effects of
TGF-β on structural cells of the airway wall. Thus, it induces
peribronchial fibrosis by stimulating fibroblasts to produce
collagen and fibronectin. Furthermore, TGF-β dampens the
production of enzymes like collagenase that degrade extra-
cellular matrix proteins and increases the production of the
respective enzyme inhibitors called TIMPs (tissue inhibitor
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of metalloproteases) (Wynn 2007). Additionally, TGF-β con-
tributes to smooth muscle hyperplasia by stimulating smooth
muscle cell hyperplasia (Xie et al. 2007), by promoting the
differentiation of fibroblasts into myofibroblasts (Michalik
et al. 2009) and by enhancing the migration of smooth muscle
cells towards the epithelium to form new muscle bundles (Ito
et al. 2009).

Whether neutrophils contribute to airway remodeling like
eosinophils is not that clear, which could be because increased
neutrophil numbers are not a common feature of asthmatic
patients. These cells are found in elevated numbers in severe
and corticosteroid-refractant forms of asthma that have also
been described as Bneutrophilic^ asthma (Jatakanon et al.
1999; Foley and Hamid 2007), or in patients that suffer from
acute asthma exacerbations (Bhakta and Woodruff 2011). In
such patients, neutrophil infiltration correlated with excessive
mucus plugging, mucus gland hypertrophy, persistent airflow
limitation, shedding of the airway epithelium and thickening
of the basement membrane suggests that neutrophils are in-
deed involved in processes leading to airway remodling (Pepe
et al. 2005; Shaw et al. 2007). As the typical effector cell
population in anti-microbial Th1-type immune responses,
neutrophils are capable of releasing cytokines and growth fac-
tors as well as enzymes and metabolites targeting invading
pathogens. Among these factors are IL-9, TGF-α and
TGF-β, which have have potent effects on mucus production
and subepithelial fibrosis as described above (Foley and
Hamid 2007). The most prominent enzymes released by neu-
trophils are matrix metallo protease 9 (MMP-9) and human
neutrophil elastase. MMP-9 exhibits elastinolytic and
gelatinolytic activities and its levels in the lung have been
shown to correlate with asthma severity as well as with the
degree of subepithelial fibrosis in patients suffering from asth-
ma (Wenzel et al. 2003; Cundall et al. 2003). Like HNE, its
proteolytic activity could possibly contribute to tissue damage
and, thus, to airway remodeling. HNE is capable of degrading
collagen and elastin fibers, which impairs the integrity of the
airway wall under pathologic conditions. Furthermore, HNE
triggers secretion of TGF-β by airway smooth muscle cells
via an NF-κB-dependent pathway, which could additionally
amplify repair processes and, thus, remodeling of the airway
wall (Lee et al. 2006).

Mast cells can be described as the first responders to aller-
gen contact in local allergic responses. Cross-linking of
allergen-specific IgE that is bound to the surface of mast cells
via the high-affinity FcεRI leads to release of preformed and
de novo synthesis of numerous mediators such as histamine,
leukotrienes, prostaglandins, cytokines, growth factors,
chemokines and enzymes. Within minutes, this results in
broncho-constriction, edema and mucus secretion, which is
described as the allergic early phase response (Bradding
et al. 2006). Although mast cells are more or less resident cells
localized at the epithelial barriers of the body, they have been

found to migrate into the airway smooth muscle layer and into
submucosal glands during asthma pathogenesis. In patients
who died from fatal asthma, the numbers of degranulated mast
cells positively correlated with a greater degree of smooth
muscle shortening and larger submucosal gland area, indicat-
ing that mast cells indeed have a profound effect on structural
cells of the airway wall (Chen et al. 2004). The majority of
such mast cells produce Th2-type cytokines like IL-4 and IL-
13 (Brightling et al. 2003). Furthermore, mast cells have been
found to act on fibroblasts, myofibroblasts and smoothmuscle
cells by producing and secreting TGF-β, platelet-derived
growth factor (PDGF) and fibroblast growth factor (FGF2)
(Hirst et al. 1996; Cohen et al. 1997; Kanbe et al. 1999;
Cohen et al. 2000; Hashimoto et al. 2001). Another member
of the growth factor family is amphiregulin, which is also
released by mast cells after FcεRI cross-linking in vitro and
its expression is increased in asthmatic patients. Since, in ep-
ithelial cell lines, amphiregulin up-regulates mucine gene ex-
pression, while in asthma patients its expression correlates
with the extent of goblet cell metaplasia, mast cells could
contribute considerably to mucus hypersecretion in asthma
(Okumura et al. 2005). Furthermore, mast cell-derived
amphiregulin also induces proliferation of human primary
lung fibroblasts, so that mast cells could also play a role in
the development of subepithelial fibrosis (Wang et al. 2005).
Besides these cytokines and growth factors, mast cells are the
major source of chymase and tryptase, two enzymes that have
profound effects on structural cells of the airway wall. Thus,
tryptase has been shown not only to promote collagen synthe-
sis in fibroblasts but also to stimulate proliferation of these
cells, as well as of smooth muscle cells, epithelial cells and
endothelial cells (Cairns and Walls 1997; Compton et al.
1998; Berger et al. 2001). In contrast, chymase reduces
smooth muscle cells proliferation as induced by epidermal
growth factor (EGF) and degrades smooth muscle cell
pericellular matrix (Tchougounova et al. 2001; Lazaar et al.
2002).

Airway remodeling as a primary event

In recent years, evidence has accumulated that early life (pre-
and postnatal) exposures to various stressors increase the risk
of children to develop deficits in lung function, which in the
long run may lead to chronic respiratory diseases such as
bronchial asthma (Maritz et al. 2005; Krauss-Etschmann
et al. 2012). These early origins of lung function deficits have
been linked to adverse effects on lung development (Dezateux
and Stocks 1997; Martinez 2009; Stocks et al. 2013). Recent
studies indicate that maternal smoking during pregnancy and
even paternal smoking prior to conception may increase the
risk of children-to-be to develop wheezing or asthma later in
life (Burke et al. 2012; Perret et al. 2016; Svanes et al. 2016).
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Conceptually, such prenatal exposures may interfere either
directly with morphogenetic processes during lung develop-
ment (Harding and Maritz 2012) or indirectly via an altered
immune state of the mother (Prins et al. 2012; Arck and
Hecher 2013). As a (direct or indirect) consequence, changes
of the delicately balanced airway geometry (Mauroy et al.
2004) may ensue resulting in relevant alterations of airway
function. There is good epidemiological evidence that an in-
appropriate course of lung growth is associated with early
deficits in lung function and the risk to develop asthma in
childhood or later in l ife (Bisgaard et al . 2012;
Sonnenschein-van der Voort et al. 2014, 2015). Based on the
non-invasive high-speed interrupter technique, which allows
for the measurement of high-frequency respiratory impedance
in very young children in vivo, flow limitation in preterm
infants was suggested to be determined not only by airway
diameter and airway obstruction but also by the mechanical
properties of the airway walls (Henschen et al. 2006).

Because asthma frequently starts in childhood but unequiv-
ocal asthma diagnosis in pre-school children is very difficult,
only limited data are available that allow discussing the ques-
tion whether airway remodeling may be the primary event
initiating disease pathogenesis. Therefore, this question can-
not be answered satisfactorily today. A few quantitative stud-
ies, although not following a design-based stereological ap-
proach, addressed the initial occurrence of airway wall remod-
eling in young to very young children. Pohunek et al. (2005)
presented one of the first studies to provide evidence for air-
way remodeling very early in childhood. In a bronchial biopsy
study of 27 children aged 1.2 to 11.7 years, bronchoscoped
because of recurrent or chronic respiratory symptoms and re-
evaluated 22–80 months later, the thickness of the
subepithelial lamina reticularis was observed to be greater in
children with bronchial asthma diagnosed at follow-up, com-
pared with children who did not progress to asthma. This
suggests that remodeling may be present even before asthma
becomes symptomatic. However, remodeling was accompa-
nied by eosinophilic inflammation. The link of eosinophilic
inflammation and remodeling (recently reviewed in detail;
Saglani and Lloyd 2015), already at the initiation of the dis-
ease is indirectly supported by Saglani et al. (2007) who did
not find an increase in basement membrane nor in eosinophilic
infiltration in bronchial biopsies of children (aged 3.4–
25.9 months) with reversible airflow obstruction who, how-
ever, presented with severe, prolonged, or atypical symptoms
(Pelkonen et al. 2005). Notably, in this study, older children
(aged 6–16 years) with difficult asthma had increased base-
ment membrane thickness similar to adult asthmatics. In con-
trast, an increase in basement membrane thickness accompa-
nied by differences in extracellular matrix components was
seen in very young children (aged 4–44 months) with a high
risk of developing asthma (presence of atopic eczema or asth-
matic mother) compared to a control group (aged 3–

38 months) not exhibiting these risk factors (Berankova
et al. 2014). The increase was independent of previous wheez-
ing episodes and none of the children had a positive test for
food or inhalation allergen sensitization. Data on inflammato-
ry infiltrates were, however, not included in this study. In pre-
school children aged 7–57 months, both basement membrane
thickening and eosinophilic infiltration of the airway mucosa
where observed in confirmed wheezers versus control subjects
who had no history of wheezing or lower respiratory symp-
toms (Saglani et al. 2007). In contrast, a biopsy study in pre-
school children with severe wheezing reported a number of
characteristics of airway remodeling such as increased base-
ment membrane thickness, increase in airway smooth muscle,
vascularity and mucus gland area but failed to detect any re-
lationship with inflammatory cell counts (Lezmi et al. 2015).
In a study of 50 children at 3 years of age who underwent lung
function measurements and bronchoscopy for recurrent lower
respiratory symptoms at a mean age of 1 year, basement mem-
brane thickness and numbers of mucosal mast cells but not
eosinophils, at age 1 correlated significantly with the amount
of inhalative corticosteroids purchased at 3 years of age
(Malmström et al. 2011). However, follow-up data collected
from the same children at age 8, did not support an association
between infant basement membrane thickness and current
asthma symptoms, lung function, or airway responsiveness
(Malmström et al. 2015). The authors did not find any differ-
ence in infant airway smooth muscle area fraction or basement
membrane thickness between the patients with current or past
asthma or with no asthma, suggesting that these early life
structural changes of the airway wall is not pathognomonic.
However, one has to take into account that the quantitative
data were not obtained according to unbiased design-based
stereology.

Indirect evidence supporting the notion that airway remod-
eling may be a primary event, at least in some patients, comes
from non- or minimally-invasive functional studies that sug-
gested airway wall compliance in vivo being different in in-
fants suffering fromwheezing disorders, even when they were
asymptomatic (Frey et al. 2000). This study, however, was not
designed to distinguish whether the alterations were acquired
(e.g., by inflammatory processes) or whether they pre-existed
at the onset of wheezing. Non-invasive measurement of ex-
haled nitric oxide fraction (FeNO), a marker of pulmonary
inflammation, was assessed in a prospective birth cohort to
investigate if FeNO levels after birth in unselected newborns
were associated with asthma or atopy at school age (Usemann
et al. 2016). This prospective study demonstrated that postna-
tal FeNO measured in unselected healthy newborns was not
associated with asthma diagnosis at school age and the authors
speculated that NO metabolism might play a role in the path-
ophysiology of childhood asthma and atopy only after expo-
sure to environmental factors at pre-school age. Since indica-
tors of airway wall structure were reported in other studies to
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be already altered very early in life (see references above), one
may hypothesize that airway remodeling can indeed precede
airway wall inflammation and thus may present as a primary
event. Deciphering how early-life or even prenatal risk factor
exposures may be mechanistically linked to airway structural
and functional changes later in life will be both highly inter-
esting from a scientific perspective as well as highly important
for understanding and preventing the initiation not only of
bronchial asthma but of chronic respiratory diseases in general
(Stocks et al. 2013). Identification of relevant mechanisms
will help us in the development of effective strategies for the
early prevention of such widespread pulmonary diseases. A
lot of work awaits to be done.

Animal models in the study of airway remodeling

Mammals

Mouse

Since the 1990s, mouse models of experimental allergic asth-
ma have been utilized extensively to investigate the pathoge-
netic mechanisms underlying the formation of the disease and
have provided in-depth understanding of the role of various
cells and their products in asthma pathogenesis. Over time, a
plethora of models has been developed employing different
sensitization protocols to the model allergen ovalbumin
(OVA) or to clinically more relevant allergens such as house
dust mite (HDM), ragweed or cockroach. Once the animal has
been sensitized and develop an adaptive Th2 cell-dominated
immune response, allergic airway inflammation is directed to
the airways by short-term allergen aerosol inhalation or local
application of an allergen containing solution. Such short-term
models include allergic airway inflammation with infiltration
of eosinophils and Th2 cells, increased mucus production and
airway hyperresponsiveness (AHR) and thus display key hall-
marks of human allergic asthma. However, these models are
limited by their short-term nature and, thus, fail to reflect signs
of chronicity like chronic airway inflammation, intra-
epithelial eosinophils and airway remodeling.

These limitations have been conquered by the development
in the 2000s of mouse models of chronic experimental asthma.
More or less independently from the mode of sensitization to
the allergen, prolongation of allergen challenge was utilized to
perpetuate allergic airway inflammation and, thus, the process
of airway tissue destruction and repair, ultimately leading to
structural changes of the airway wall. We exposed OVA-
sensitized Balb/c mice (Mus musculus) to an OVA-aerosol for
20 min twice a week for 12 weeks and recorded a change of the
inflammatory pattern in the airways as well as signs of airway
remodeling (Wegmann et al. 2005). Compared to OVA-
sensitized mice exposed only twice to an OVA-aerosol, long-

term exposed animals displayed allergic airway inflammation
not only of proximal airway sections but also of the entire
airway tree. While eosinophils dominated the inflammatory
infiltrate in the short-term model, we found no eosinophils in-
filtrating the airway epithelium. In contrast, intra-epithelial eo-
sinophils were present after long-term OVA aerosol challenge
(Fig. 2), although lymphocyte numbers in the airway tissue
were much higher than eosinophil counts. A considerable part
of these lymphocytes were B cells secreting OVA-specific IgE,
IgG1 and IgA, which were nearly absent in the short-term
model (Luger et al. 2009). The survival of these cells critically
depended on the local production of neurotrophins such as
nerve growth factor (NGF) and neurotrophin 3 (NT-3), which
were largely produced in the lungs of chronically OVA-
challenged animals (Abram et al. 2009). Even after 6 weeks
without any further OVA aerosol challenge, lymphocytes were
still present in the broncho-alveolar lavage (BAL) fluid and the
airway wall, while eosinophil counts in both compartments
decreased dramatically over time, although small numbers were
still present in the airway tissue (Wegmann et al. 2005). This
change in the inflammatory pattern was further associated with
markedly increased levels of transforming growth factor β
(TGF-β) in the BAL fluid. Accordingly, we found increased
collagen fiber deposition, especially in the lamina propria and
elevated numbers of adventitial fibroblasts, indicating
subepithelial fibrosis. Staining against α-smooth muscle actin
further revealed enhanced numbers of myofibroblasts and
thickening of the smoothmuscle layer, suggesting smoothmus-
cle hyperplasia (Wegmann et al. 2007). Diminishing allergic
airway inflammation in this long-term model, either by
inhibiting eosinophil chemotaxis inhibitor or by Th2 cell

Fig. 2 Intra-epithelial eosinophilic granulocyte (arrowhead) in main
bronchus of a murine lung chronically challenged with ovalbumin ac-
cording to the protocol of Wegmann et al. (2005). Tissue was fixed with
4% paraformaldehyde, embedded into glycol methacrylate and the sec-
tion was Congo Red-stained for eosinophils. AE airway epithelium. Black
arrows indicate eosinophilic granulocytes in subepithelial interstitial
tissue
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activity, also resulted in reduced goblet cell hyperplasia, smooth
muscle cell hyperplasia and subepithelial fibrosis, suggesting
that airway remodeling is indeed dependent on an ongoing
inflammatory process in the airways (Wegmann et al. 2007;
Sel et al. 2008).

Comparable results were achieved by Kumar et al. (2000),
who avoided the common problem of tolerance induction and
lung parenchymal inflammation after chronic allergen expo-
sure in mice by inhalation of carefully controlled mass con-
centration of aerosolized OVA. Thus, OVA-sensitized Balb/c
mice were challenged with 10–20 mg/m3 aerosolized OVA
3 days a week for 8 weeks. Their phenotype of experimental
chronic asthma was characterized by chronic airway inflam-
mation, intra-epithelial eosinophils, a local Th2-biased humor-
al immune response, AHR and signs of airway remodeling,
such as subepithelial fibrosis, goblet cell hyperplasia and hy-
pertrophy of the airway epithelium (Temelkovski et al. 1998;
Foster et al. 2000, 2002; Kumar et al. 2000). A considerable
number of other models have been established inmice that use
long-term allergen provocation to induce an acute-to-chronic
inflammatory response in the airways to cause abnormal air-
way injury and to induce repair responses, which ultimately
result in airway remodeling. Beneath the above-mentioned
structural changes of the airway wall, like subepithelial fibro-
sis, smooth muscle hypertrophy and goblet cell hyperplasia,
these models also display microvascular remodeling and neo-
vascularization. Alterations of the airway epithelium also in-
volve disruption of tight junctions and increased apoptosis of
epithelial cells, which result in epithelial shedding and a com-
promised barrier function of the airway epithelium
(Hogaboam et al. 2000; Trifilieff et al. 2000; Dorscheid et al.
2003; Jain et al. 2003; Jungsuwadee et al. 2004).

It is interesting to note that the phenotype of these chronic
asthma mouse models can be induced regardless from the
allergen (OVA, HDM, Aspergillus fumigatus, etc.) or a sensi-
tization protocol that has been used to indicate that once the
animal has been sensitized structural changes of the lung are
induced by perseverative allergen provocation (Johnson et al.
2004). Since different aspects of sustained airway remodeling
persisted even after discontinuation of allergen challenge
(Leigh et al. 2002; Cho et al. 2004; Johnson et al. 2004;
McMillan and Lloyd 2004; Kumar et al. 2004; Wegmann
et al. 2005), these studies demonstrated that mice are indeed
capable to mimic allergen-induced responses of the epithelial–
mesenchymal trophic unit, leading to various signs of airway
remodeling attributed to human bronchial asthma. Therefore,
studying the chronic phases of asthma is clearly possible in
mice. Furthermore, since such studies revealed that airway
remodeling persisted after cessation of allergen challenges
well beyond the resolution of allergic inflammation, this sug-
gests that mechanisms independent of inflammation are active
in sustaining airway remodeling even when remodeling
evolved as a result of allergic airway inflammation (Foster

et al. 2000; Leigh et al. 2004; Kumar et al. 2004). The disso-
ciation of airway remodeling and allergic lung inflammation
has additionally been supported by findings in transgenicmice
as well as in studies using a therapeutic setting that reported
beneficial effects on inflammatory processes whereas features
of airway remodeling were not affected (Kerzel et al. 2009,
2011; Gregory et al. 2010; Gabehart et al. 2013).

A considerable advantage of asthma mouse models is the
availability of gene-targeted or transgenic animals and of a
plethora of specific reagents that allow the determination of
the particular contribution of individual factors (e.g., media-
tors, cells) to asthma pathogenesis. Consequently, the role of
Th2-type cytokines has been investigated in detail by subject-
ing genetically modified animals to the protocol for the induc-
tion of chronic experimental asthma. Thus, allergen-sensitized
animals lacking either IL-5 or IL-13 developed significantly
less airway remodeling compared to wild-type animals after
chronic allergen challenge (Kumar et al. 2002; Cho et al.
2004). Accordingly, animals overexpressing either IL-5 or
IL-13 spontaneously develop airway eosinophilia, AHR and
airway remodeling (Lee et al. 1997; Zhu et al. 1999).
Comparable phenotypes could be observed in mice overex-
pressing other Th2-type cytokines such as IL-9 and IL-11
(Tang et al. 1996; Temann et al. 1998). Since all these trans-
genic animals also spontaneously developed an inflammatory
response in the airways, the direct contribution of these cyto-
kines to airway remodeling is still a matter of debate.

The overexpression of classic profibrotic growth factors
such as TGF-β and vascular-endothelial growth factor
(VEGF) in the lung also produced marked airway remodeling.
Hence, conditional overexpression of TFG-β in airway epithe-
lium using a tetracycline-controlled suppressor and reverse tet-
racycline transactivator system led to profound inflammation of
the airways associated with increased collagen deposition, en-
hanced numbers of myofibroblasts and myocytes in the airway
wall and elevated apoptosis of epithelial cells. Lung-targeted
VEGF transgenic mice showed an asthma-like phenotype char-
acterized by airway inflammation and AHR together with gob-
let cell hyperplasia, edema, smooth muscle cell hyperplasia and
parenchymal and vascular remodeling (Lee et al. 2004a).

Although the use of mouse models of chronic experimental
asthma has provided deep insights into the role of various
receptors, cytokines and other factors in the pathophysiology
of allergic bronchial asthma and also in the processes ultimate-
ly leading to airway remodeling, none of these models has
been able to entirely reflect all aspects of the human disease
and they have considerable limitations. One critical point is of
course the anatomy of the murine lung that differs in a number
of aspects from the human organ. The size of the largest
intrapulmonary airways of the murine lung is approximately
at the level of small airways in humans, so that their physiol-
ogy as well as the structure of their airway wall display major
differences compared to human airways (Hyde et al. 2006).
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For example, murine airways do not display submucosal
glands, so that mucus production is entirely managed by gob-
let cells and so remodeling processes concerning such glands
cannot be investigated (Borthwick et al. 1999). Furthermore,
the murine lung lacks a normal systemic circulation to the
intra-parenchymal airways, so that processes of neo-
vascularization and vessel remodeling of the airway wall are
not fully reflected by murine models (Verloop 1949). Mice
further display a bronchial branching pattern that is different
from humans. In humans, branching is symmetrical and di-
chotomous with up to 23 generations, while in mice—as in all
non-primates—is monopodial and reaches six to eight gener-
ations (Gomes and Bates 2002). Another critical point is the
strain dependency of the phenotype (Shinagawa and Kojima
2003). In order to overcome these limitations, other species
have been used to establish models of allergic bronchial asth-
ma, including rodents like rats or guinea pigs as well as sheep,
horses, cats and monkeys.

Rat

While in mice long-term exposure to the allergen for up to 15
and more challenges is required to induce airway remodeling
(Brusasco et al. 1999;Wegmann et al. 2005), structural changes
of the airway wall have been observed surprisingly earlier in rat
models of experimental asthma. In Brown Norway rats (Rattus
norwegicus) that were systemically sensitized to OVA using
alum and Bordetella pertussis vaccine as adjuvants, an in-
creased airway smooth muscle mass in intrapulmonary airways
was already observed after three OVA aerosol challenges at day
24 (Sapienza et al. 1991). Subsequent studies using the same
protocol further showed increased proliferation and decreased
apoptosis of both airway smooth muscle and epithelial cells
(Ramos-Barbón et al. 2005), goblet cell hyperplasia
(Camateros et al. 2007) and enhanced peribronchial vessel
count indicating bronchial angiogenesis (Siddiqui et al. 2013).
Furthermore, excessive deposition of collagen type I fibers,
bigylcans (versican, biglycan, decorin and lumican) and
glycosaminogylcans (chondroitin-, dermatan-, heparin- and
keratin sulfate) indicate massive reorganization and remodeling
of the extracellular matrix (Pini et al. 2006; Venkatesan et al.
2012). Interestingly, rats that were systemically sensitized
against OVA by using alum only required at least four to six
OVA aerosol challenges to mimic these signs of airway remod-
eling (Moir et al. 2003; Leung et al. 2005; Tigani et al. 2007),
indicating that the inflammatory and remodeling processes are
not necessarily independent from the sensitization protocol.

Guinea pig

Models of allergic bronchial asthma in guinea pigs are quite
more variable. Prado and colleagues sensitized and challenged
these animals by eight OVA aerosol inhalations over a time

period of 31 days and reported allergic airway inflammation
associated with increased collagen fiber deposition (Prado
et al. 2005). Subsequent studies also found enhanced expres-
sion and content of elastic fibers and actin in the airway wall
as well as thickening of the airway epithelium and the smooth
muscle layer (Nakashima et al. 2008; Olivo et al. 2012; Pigati
et al. 2015). However, the same protocol also resulted in in-
creased matrix fiber deposition in alveolar walls, which is not
a feature a human bronchial asthma (Possa et al. 2012).
Guinea pigs have also been sensitized systemically to OVA
by using alum as an adjuvant and were subsequently chal-
lenged with OVA aerosol for up to 12 weeks, which resembles
protocols from mouse models of chronic experimental asth-
ma. Such a protocol results in profound allergic airway in-
flammation associated with goblet cell hyperplasia, mucus
gland hypertrophy, smooth muscle layer thickening and in-
creased collagen deposition (Dekkers et al. 2010; Maarsingh
et al. 2011; Lucarini et al. 2014).

Sheep

Modeling asthma in non-rodent animals is more extensive due
to issues of animal housing under laboratory conditions and to
their behavior and socialization as well as simply to their size.
However, lung and airway anatomy of sheep is much similar to
human anatomy than the lung and airway anatomy inmice, rats
and guinea pigs. Since airway remodeling proverbially alters
the micro-anatomy of the lung, this is a considerable argument.
Arguing that innervation and blood supply of the sheep lung is
nearer to the human organ situation than that of mice, Snibson
et al. (2005) used subcutaneous injection of HDM and alum to
sensitize sheep and exposed these animals overnight to HDM
aerosol for 6 months. This protocol produced allergic airway
inflammation and airway remodeling by points of goblet cell
and epithelial cell hyperplasia as well as of collagen and
smooth muscle actin content of the airways. A subsequent
study also showed increased airway vessel density, which sug-
gests vascular remodeling (Van Der Velden et al. 2013).

Cat

Particularly interesting animals for modeling human bronchial
asthma are species that spontaneously develop idiopathic
forms of asthma such as cat (Felis silvestris catus) and horse
(Equus ferus caballus). Thus, approximately 1% of the feline
population develops a disease characterized by episodes of
coughing, mucus hypersecretion and broncho-obstruction
and displays AHR as well as airway eosinophilia (Padrid
2000). Kirschvink et al. (2007a, b) sensitized cats to Ascaris
suum (AS) allergen and induced allergic airway inflammation
by AS for aerosol inhalations. The authors found increased
activity of matrix-metalloprotease (MMP) 9 and a significant
age-related increase in interstitial and total radiographic score
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as assessed by radiography suggesting ongoing airway remod-
eling processes.

Horse

Horses naturally develop a chronic obstructive respiratory
condition termed Bheaves^, characterized by AHR, recurrent
broncho-obstruction and airway inflammation with produc-
tion of Th2-type cytokines and, thus, share several similarities
with human bronchial asthma (Robinson et al. 2000). Animals
suffering from the mild-to-moderate type of heaves, which is
also termed Binflammatory airway disease (IAD)^, display
airway inflammation with neutrophils and eosinophils, while
during clinical exacerbation of heaves neutrophils become the
dominating leukocyte subpopulation in airway infiltrates
(Jean et al. 2011). Herszberg et al. (2006) exposed naturally
hay-sensitized horses to barn-dust for 30 consecutive days and
recorded increased mucus production and mucus plugging of
the airway together with signs of smooth muscle cell hyper-
plasia by points of increased α-smooth muscle actin mass and
enhanced proliferation and reduced apoptosis of smooth mus-
cle cells. A follow-up study also revealed increased collagen
content of the airway lamina propria, which positively corre-
lated with increased airway resistance (Setlakwe et al. 2014).

Rhesus monkey

In contrast to the aforementioned species, models using pri-
mates such as the rhesus monkey (Macaca mulata) offer the
advantage that monoclonal antibodies against human gene
products display considerable cross-reactivity with primate an-
tigens. Furthermore, one can argue that lung anatomy and phys-
iology of the rhesus monkey is even closer to humans then that
of quadrupeds like cats, dogs, sheep and horses. Thus, rhesus
monkeys have also been utilized to establish models of allergic
bronchial asthma and represent an important part of pre-clinical
drug testing. The group of Plopper and Hyde at UC Davis
sensitized rhesus monkeys to HDM allergen by subcutaneous
and intra-muscular injections with alum and Bordetella
pertussis as adjuvants followed by two intra-nasal applications
of HDM solutions and exposure to HDM aerosol for 11 weeks
with three exposures a week. Besides allergic airway inflam-
mation, Th2-type cytokine production and development of
AHR, this protocol also resulted in airway remodeling with
goblet cell hyperplasia, increased thickening of the basement
membrane zone, smooth muscle hypertrophy, enhanced
subepithelial vascular density and VEGF expression in the air-
ways as well as elevated density of epithelial nerves (Evans
et al. 2002; Larson et al. 2004; Tran et al. 2004; Avdalovic
et al. 2006). Moreover, this variety of structural changes were
demonstrated by using design-based stereology approaches on
clearly identified airway generations (for review, see Plopper
et al. 2007). Most notably, tracheal RBM thickening persisted

after 6-month recovery from allergen exposure (Evans et al.
2004), indicating that, according to our definition, pathological
airway remodeling is induced in this model.

Other models

Without doubt, such asthmamodels in non-rodent animals offer
the advantage of an anatomy and physiology of the lung that in
a number of aspects more closely mimics the human situation.
Further, in animals larger than rodents, various parameters to
assess the asthmatic phenotype can be recorded without
sacrificing the study object. However, the question as to which
additional insights into the mechanisms of airway remodeling
can be obtained by using these model organisms is in general
hard to answer. Especially for cats, sheep and horses, reagents
for intervention and genetically manipulated strains are only
rarely available, if at all. On the contrary, one might argue that,
instead of using more and more complex non-rodent animal
models that are expensive, time-consuming and pose high de-
mands on ethical standards, the opposite strategy, i.e., using less
complex model systems, offers some advantages.

Fruit fly

For several years, we have been using the fruit fly Drosophila
melanogaster as a non-vertebrate model system in respiratory
research in order to study innate immunity and remodeling
processes of the airway epithelium (Roeder et al. 2009). At a
first glance, it might appear all but straightforward to use an
animal that lacks active breathing for studying a pulmonary
disorder. However, even though the respiratory system of the
fruit fly is only an analogue organ to the human lung, there are
a few but important similarities between these two systems
that recommend using this model system to investigate dis-
tinct processes of respiratory biology such as epithelial remod-
eling of the airways.

In humans as well as in flies, respiration is enabled by the
airways that form a tubular network repeatedly branching
from proximal to distal, where they end blindly (Rühle
1932). In both species, epithelial cells constitute the barrier
between the organism and the environment, therebymediating
the gas exchange. While in humans a variety of different cell
types and tissues constitute the airways, the airways of the
fruit fly, termed trachea to tracheoli (Fig. 3), are formed by a
single layered and entirely immune-reactive epithelium
(Wagner et al. 2008). Its innate immune system shares a lot
of genes and molecular pathways (e.g., TNF-alpha signaling)
with the human one, which is particularly true at the level of
recognition, signaling and effectuation (Wagner et al. 2008).
This strictly pure epithelial character of the airways combined
with the lack of an adaptive immune system makes the fly a
highly interesting model system that can be used to exclusive-
ly study epithelial remodeling without having to take into
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account the impact of immune cells like T cells, B cells, mast
cells and eosinophils. The key role of the airway epithelium in
asthma pathogenesis being widely recognized (Holgate 2007;
Fahy and Locksley 2011; Lambrecht and Hammad 2014), the
unique features of Drosophila airways allow the use of this
model system primarily to investigate molecular aspects of
airway remodeling.

So far, Drosophila has been exclusively utilized to eluci-
date highly conserved signaling pathways, which have been
implicated in the pathophysiology of asthma. In this context,
the focus was on NF-ĸB signaling using ectopic activation of
the NF-ĸB signaling pathway immune deficiency (Imd),
which is the most crucial signaling pathway in mediating
epithelial immune responses in the fruit fly (Tzou et al.
2000; Wagner et al. 2008). A detailed morphological study
of these transgenic airways revealed that permanent Imd ac-
tivation results in epithelial proliferation and thickening
throughout the entire airway tree, indicating metaplastic
transformation (Wagner and co-workers, unpublished). Due
to this increased thickness, the regular structure and arrange-
ment of the epithelial cells were lost. The airway lumen ap-
peared irregular and compressed, suggesting that the animals
were not sufficiently supplied with oxygen any longer. From
points of metaplastic transformation of the airway epithelium,
this phenotype largely resembles the murine phenotype ob-
served when using ectopic activation of NF-ĸB signaling in
mice (Pantano et al. 2008).

The major advantage of the fly is that its genome can be
manipulated rapidly and easily due to the availability of a
variety of genetic tools, which are freely accessible for any-
one. Genes can be selectively switched on or off (overexpres-
sion, RNAi) in the airway epithelium by crossing a fly line
tagging the airway epithelium specifically to a line carrying
the gene of interest. Thus, this simple non-vertebrate model
exhibits a very promising potential to decipher, e.g., the func-
tional relevance of novel candidate genes suggested to be
implicated in airway epithelial remodeling.

Outlook

Evidence has increased that asthma can no longer be considered
as a single disease entity but rather as a syndrome comprising
several pheno-/endotypes, which are characterized by distinct
underlying molecular mechanisms. Whether distinct features of
airway remodeling are linked specifically to certain pheno-/
endotypes awaits future investigation. Hopefully, such studies
will implement design-based stereology, which has challenged
some traditional views deduced from assumption-based
methods, for a reliable assessment of airway remodeling. A
plethora of data was collected from both human and animal
studies supporting the notion that airway remodeling can be
the result of an inflammatory process. However, more and more
studies suggest that airway remodelingmay alternatively evolve
as a primary event initiated very early in life in the absence of
any symptoms or of any detectable inflammation. With the ad-
vancement of novel in vivo imaging techniques, monitoring of
the development and growth of the airways as well as of airway
inflammation will be feasible so that our present knowledge on
the initiation of airway remodeling can be expected to be sig-
nificantly expanded. The broad range of animal models present-
ly available from invertebrate to primate species shall be con-
sidered as an extraordinary armamentarium giving us the oppor-
tunity to select the appropriate model in the context of the spe-
cific question to be answered rather than trying to identify Bthe
one-and-only asthma model^, which in an asthma pheno-/
endotype world appears to be quite out-dated.
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Fig. 3 Transmission electron micrograph of a cross-section through a
terminal airway branch derived from the respiratory tract of Drosophila
melanogaster, 3rd instar larva. Tissue was processed as described else-
where (Fehrenbach et al. 1987). Ultrathin sections were cut on an Ultracut
E microtome, collected on formvar-coated nickel grids, stained with lead
citrate and analyzed using a Zeiss EM 900. AS airway space; BL basal
lamina; Cu cuticula; Ep epithelium; Nu nucleus and MC muscle cells.
Black arrowheads indicate a cellular junction

Cell Tissue Res (2017) 367:551–569 563



Open Access This article is distributed under the terms of the Creative
Commons At t r ibut ion 4 .0 In te rna t ional License (h t tp : / /
creativecommons.org/licenses/by/4.0/), which permits unrestricted use,
distribution, and reproduction in any medium, provided you give appro-
priate credit to the original author(s) and the source, provide a link to the
Creative Commons license, and indicate if changes were made.

References

Abram M, Wegmann M, Fokuhl V et al (2009) Nerve growth factor and
neurotrophin-3 mediate survival of pulmonary plasma cells during
the allergic airway inflammation. J Immunol 182:4705–12

Acharya KR, Ackerman SJ (2014) Eosinophil granule proteins: form and
function. J Biol Chem 289:17406–15

Agache I, Akdis C, Jutel M, Virchow JC (2012) Untangling asthma
phenotypes and endotypes. Allergy 67:835–46

Al-Muhsen S, Johnson JR, Hamid Q (2011) Remodeling in asthma. J
Allergy Clin Immunol 128:451–462

Al-Ramli W, Préfontaine D, Chouiali F et al (2009) T(H)17-associated
cytokines (IL-17A and IL-17F) in severe asthma. J Allergy Clin
Immunol 123:1185–7

An SS, Bai TR, Black JL et al (2007) Airway smooth muscle dynamics: a
common pathway of airway obstruction in asthma. Eur Respir J 29:
834–860

Arck PC, Hecher K (2013) Fetomaternal immune cross-talk and its con-
sequences for maternal and offspring’s health. Nat Med 19:548–56

Atherton HC, Jones G, Danahay H (2003) IL-13-induced changes in the
goblet cell density of human bronchial epithelial cell cultures: MAP
kinase and phosphatidylinositol 3-kinase regulation. Am J Physiol
Lung Cell Mol Physiol 285:L730–9

AvdalovicMV, Putney LF, Schelegle ES et al (2006) Vascular remodeling
is airway generation-specific in a primate model of chronic asthma.
Am J Respir Crit Care Med 174:1069–76

Bai TR (2010) Evidence for airway remodeling in chronic asthma. Curr
Opin Allergy Clin Immunol 10:82–6

Bai TR, Knight DA (2005) Structural changes in the airways in asthma:
observations and consequences. Clin Sci (Lond) 108:463–77

Bai TR, Cooper J, Koelmeyer T et al (2000) The effect of age and dura-
tion of disease on airway structure in fatal asthma. Am J Respir Crit
Care Med 162:663–9

Bara I, Ozier A, Tunon de Lara J-M et al (2010) Pathophysiology of
bronchial smooth muscle remodelling in asthma. Eur Respir J 36:
1174–84. doi:10.1183/09031936.00019810

Beckett PA, Howarth PH (2003) Pharmacotherapy and airway remodel-
ling in asthma ? Thorax 58:163–74

Benayoun L, Druilhe A, Dombret M-C et al (2003) Airway structural
alterations selectively associated with severe asthma. Am J Respir
Crit Care Med 167:1360–8

Berankova K, Uhlik J, Honkova L, Pohunek P (2014) Structural changes
in the bronchial mucosa of young children at risk of developing
asthma. Pediatr Allergy Immunol 25:136–142

Berger P, Perng DW, Thabrew H et al (2001) Tryptase and agonists of
PAR-2 induce the proliferation of human airway smooth muscle
cells. J Appl Physiol 91:1372–9

Bergeron C, Al-Ramli W, Hamid Q (2009) Remodeling in asthma. Proc
Am Thorac Soc 6:301–5

Bhakta NR, Woodruff PG (2011) Human asthma phenotypes: from the
clinic, to cytokines, and back again. Immunol Rev 242:220–32

Bisgaard H, Jensen SM, Bønnelykke K (2012) Interaction between asth-
ma and lung function growth in early life. Am J Respir Crit Care
Med 185:1183–9

Borthwick DW, West JD, Keighren MA et al (1999) Murine submucosal
glands are clonally derived and show a cystic fibrosis gene-

dependent distribution pattern. Am J Respir Cell Mol Biol 20:
1181–9

Boulet L, Sterk PJ (2007) Airway remodelling: the future. Eur Respir J
30:831–834

Bradding P, Walls AF, Holgate ST (2006) The role of the mast cell in the
pathophysiology of asthma. J Allergy Clin Immunol 117:1277–84

Bratu VA (2008) Histopathological morphometry of human
endobronchial biopsies - a comparison of conventional quantitative
analyses and stereological designs. Inauguraldissertation, M.D.
Thesis, Philipps-University Marburg, Germany

Bratu VA, Erpenbeck VJ, Fehrenbach A et al (2014) Cell counting in
human endobronchial biopsies - Disagreement of 2D versus 3D
morphometry. PLoS ONE 9(3):e92510

Brightling CE, Symon FA, Holgate ST et al (2003) Interleukin-4 and −13
expression is co-localized to mast cells within the airway smooth
muscle in asthma. Clin Exp Allergy 33:1711–6

Brusasco V, Crimi E, Barisione G et al (1999) Airway responsiveness to
methacholine: effects of deep inhalations and airway inflammation.
J Appl Physiol 87:567–73

Burke H, Leonardi-Bee J, Hashim A et al (2012) Prenatal and passive
smoke exposure and incidence of asthma and wheeze: systematic
review and meta-analysis. Pediatrics 129:735–44

Cairns JA, Walls AF (1997) Mast cell tryptase stimulates the synthesis of
type I collagen in human lung fibroblasts. J Clin Invest 99:1313–21

Camateros P, Tamaoka M, Hassan M et al (2007) Chronic asthma-
induced airway remodeling is prevented by toll-like receptor-7/8
ligand S28463. Am J Respir Crit Care Med 175:1241–9

Chen FH, Samson KT, Miura K et al (2004) Airway remodeling: a com-
parison between fatal and nonfatal asthma. J Asthma 41:631–8

Chetta A, Zanini A, Foresi A et al (2003) Vascular component of airway
remodeling in asthma is reduced by high dose of fluticasone. Am J
Respir Crit Care Med 167:751–7

Cho JY, Miller M, Baek KJ et al (2004) Inhibition of airway remodeling
in IL-5-deficient mice. J Clin Invest 113:551–60

Cohen MD, Ciocca V, Panettieri RA (1997) TGF-beta 1 modulates hu-
man airway smooth-muscle cell proliferation induced by mitogens.
Am J Respir Cell Mol Biol 16:85–90

Cohen P, Rajah R, Rosenbloom J, Herrick DJ (2000) IGFBP-3 mediates
TGF-beta1-induced cell growth in human airway smooth muscle
cells. Am J Physiol Lung Cell Mol Physiol 278:L545–51

Cohn L, Homer RJ, Marinov A et al (1997) Induction of airway mucus
production By T helper 2 (Th2) cells: a critical role for interleukin 4
in cell recruitment but not mucus production. J Exp Med 186:
1737–47

Compton SJ, Cairns JA, Holgate ST, Walls AF (1998) The role of mast
cell tryptase in regulating endothelial cell proliferation, cytokine
release, and adhesion molecule expression: tryptase induces expres-
sion of mRNA for IL-1 beta and IL-8 and stimulates the selective
release of IL-8 from human umbilical v. J Immunol 161:1939–1946

Croisant S (2014) Epidemiology of asthma: prevalence and burden of
disease. Adv Exp Med Biol 795:17–29

Crystal RG, West JB, Weibel ER, Barnes PJ (1997) The Lung. Scientific
Foundations, 2nd edn. Lippincott-Raven, Philadelphia

Cundall M, Sun Y, Miranda C et al (2003) Neutrophil-derived matrix
metalloproteinase-9 is increased in severe asthma and poorly
inhibited by glucocorticoids. J Allergy Clin Immunol 112:1064–71

Dekkers BGJ, Bos IST, Halayko AJ et al (2010) The laminin β1-
competing peptide YIGSR induces a hypercontractile,
hypoproliferative airway smooth muscle phenotype in an animal
model of allergic asthma. Respir Res 11:170

Denzler KL, Farmer SC, Crosby JR et al (2000) Eosinophil major basic
protein-1 does not contribute to allergen-induced airway pathologies
in mouse models of asthma. J Immunol 165:5509–17

Dezateux C, Stocks J (1997) Lung development and early origins of
childhood respiratory illness. Br Med Bull 53:40–57

564 Cell Tissue Res (2017) 367:551–569

http://dx.doi.org/10.1183/09031936.00019810


Doe C, BafadhelM, Siddiqui S et al (2010) Expression of the T helper 17-
associated cytokines IL-17A and IL-17F in asthma and COPD.
Chest 138:1140–7

Dorscheid DR, Low E, Conforti A et al (2003) Corticosteroid-induced
apoptosis in mouse airway epithelium: effect in normal airways and
after allergen-induced airway inflammation. J Allergy Clin Immunol
111:360–6

Doyle AD, Jacobsen EA, Ochkur SI et al (2013) Expression of the sec-
ondary granule proteins major basic protein 1 (MBP-1) and eosino-
phil peroxidase (EPX) is required for eosinophilopoiesis in mice.
Blood 122:781–90. doi:10.1182/blood-2013-01-473405

Durrani SR, Viswanathan RK, Busse WW (2011) Role of airway smooth
muscle in airway remodeling. J Allergy Clin Immunol 128:439–448

Elias JA (2000) Airway remodeling in asthma - unanswered questions.
Am J Respir Crit Care Med 161:S168–S171

Evans MJ, Van Winkle LS, Fanucchi MVet al (2002) Fibroblast growth
factor-2 in remodeling of the developing basement membrane zone
in the trachea of infant rhesus monkeys sensitized and challenged
with allergen. Lab Invest 82:1747–54

Evans MJ, Fanucchi MV, Baker GL et al (2004) The remodelled tracheal
basement membrane zone of infant rhesus monkeys after 6 months
of recovery. Clin Exp Allergy 34:1131–6

Evans MJ, Fanucchi MV, Plopper CG, Hyde DM (2010) Postnatal devel-
opment of the lamina reticularis in primate airways. Anat Rec
(Hoboken) 293:947–54

Fahy JV (2015) Type 2 inflammation in asthma— present inmost, absent
in many. Nat Immunol 15:57–65

Fahy JV, Locksley RM (2011) The airway epithelium as a regulator of th2
responses in asthma. Am J Respir Crit Care Med 184:390–2

Fajt ML, Wenzel SE (2016) Asthma phenotypes and the use of biologic
medications in asthma and allergic disease: The next steps toward
personalized care. J Allergy Clin Immunol 135:299–310

Fehrenbach H, Dittrich V, Zissler D (1987) Eggshell fine structure of
three lepidopteran pests: Cydia pomonella (L.) (Tortricidae),
Heliothis virescens (Fabr.), and Spodoptera littoralis (Boisd.)
(Noctuidae). Int J Insect Morphol Embryol 16:201–219

Ferrando RE, Nyengaard JR, Hays SR et al (2003) Applying stereology
to measure thickness of the basement membrane zone in bronchial
biopsy specimens. J Allergy Clin Immunol 112:1243–5

Fixman ED, Stewart A, Martin JG (2007) Basic mechanisms of devel-
opment of airway structural changes in asthma. Eur Respir J 29:
379–389

Flood-Page P, Menzies-GowA, Phipps S et al (2003) Anti-IL-5 treatment
reduces deposition of ECM proteins in the bronchial subepithelial
basement membrane of mild atopic asthmatics. J Clin Invest 112:
1029–36

Foley SC, Hamid Q (2007) Images in allergy and immunology: neutro-
phils in asthma. J Allergy Clin Immunol 119:1282–6

Foster PS, Ming Y, Matthei KI et al (2000) Dissociation of inflammatory
and epithelial responses in a murine model of chronic asthma. Lab
Invest 80:655–62

Foster PS, YangM, Herbert C, Kumar RK (2002) CD4(+) T-lymphocytes
regulate airway remodeling and hyper-reactivity in a mouse model
of chronic asthma. Lab Invest 82:455–62

Fredens K, Dahl R, Venge P (1982) The Gordon phenomenon induced by
the eosinophil cationic protein and eosinophil protein X. J Allergy
Clin Immunol 70:361–6

Frey URS, Makkonen K, Wellman T et al (2000) Alterations in airway
wall properties in infants with a history of wheezing disorders. Am J
Respir Crit Care Med 161:1825–1829

Gabehart KE, Royce SG, Maselli DJ et al (2013) Airway
hyperresponsiveness is associated with airway remodeling but not
inflammation in aging Cav1−/− mice. Respir Res 14:110

GBD 2013 Mortality and Causes of Death Collaborators (2015) Global,
regional, and national age-sex specific all-cause and cause-specific

mortality for 240 causes of death, 1990–2013: a systematic analysis
for the Global Burden of Disease Study 2013. Lancet 385:117–71

Gleich GJ, Adolphson CR, Leiferman KM (1993) The biology of the
eosinophilic leukocyte. Annu Rev Med 44:85–101

Global Burden of Disease Study 2013 Collaborators (2015) Global, re-
gional, and national incidence, prevalence, and years lived with
disability for 301 acute and chronic diseases and injuries in 188
countries, 1990–2013: a systematic analysis for the Global Burden
of Disease Study 2013. Lancet 386:743–800

Gomes RFM, Bates JHT (2002) Geometric determinants of airway resis-
tance in two isomorphic rodent species. Respir Physiol Neurobiol
130:317–25

Gosens R, Grainge C (2015) Bronchoconstriction and airway biology:
Potential impact and therapeutic opportunities. Chest 147:798–803

Grainge CL, Lau LCK, Ward JA et a l (2011) Effec t of
bronchoconstriction on airway remodeling in asthma. N Engl J
Med 364:2006–15

Gregory LG, Mathie SA, Walker SA et al (2010) Overexpression of
Smad2 drives house dust mite-mediated airway remodeling and air-
way hyperresponsiveness via activin and IL-25. Am J Respir Crit
Care Med 182:143–54

Gruber C, Kohlstedt K, Loot AE et al (2012) Stereological characteriza-
tion of left ventricular cardiomyocytes, capillaries, and innervation
in the nondiabetic, obese mouse. Cardiovasc Pathol 21:346–54

Harding R, Maritz G (2012) Maternal and fetal origins of lung disease in
adulthood. Semin Fetal Neonatal Med 17:67–72

Hartley RA, Barker BL, Newby C et al (2016) Relationship between lung
function and quantitative computed tomographic parameters of air-
way remodeling, air trapping, and emphysema in patients with asth-
ma and chronic obstructive pulmonary disease: A single-center
study. J Allergy Clin Immunol 137:1413–1422.e12

Hashimoto S, Gon Y, Takeshita I et al (2001) Transforming growth
Factor-beta1 induces phenotypic modulation of human lung fibro-
blasts to myofibroblast through a c-Jun-NH2-terminal kinase-
dependent pathway. Am J Respir Crit Care Med 163:152–7

Henschen M, Stocks J, Brookes I, Frey U (2006) New aspects of airway
mechanics in pre-term infants. Eur Respir J 27:913–20

Herszberg B, Ramos-Barbón D, Tamaoka M et al (2006) Heaves, an
asthma-like equine disease, involves airway smooth muscle remod-
eling. J Allergy Clin Immunol 118:382–8

Hilliard TN, Regamey N, Shute JK et al (2007) Airway remodelling in
children with cystic fibrosis. Thorax 62:1074–80

Hirota N, Martin JG (2013) Mechanisms of airway remodeling. Chest
144:1026–1032

Hirst SJ, Barnes PJ, Twort CH (1996) PDGF isoform-induced prolifera-
tion and receptor expression in human cultured airway smooth mus-
cle cells. Am J Physiol 270:L415–28

Hogaboam CM, Blease K, Mehrad B et al (2000) Chronic airway hyper-
reactivity, goblet cell hyperplasia, and peribronchial fibrosis during
allergic airway disease induced by Aspergillus fumigatus. Am J
Pathol 156:723–32

Hogg J (2004) Peripheral lung remodelling in asthma and chronic ob-
structive pulmonary disease. Eur Respir J 24:893–4

Holgate ST (2007) Epithelium dysfunction in asthma. J Allergy Clin
Immunol 120:1233–44–6

Holgate ST (2011a) The sentinel role of the airway epithelium in asthma
pathogenesis. Immunol Rev 242:205–19

Holgate ST (2011b) The sentinel role of the airway epithelium in asthma
pathogenesis. Immunol Rev 242:205–19

Holgate ST, Lackie P, Wilson S et al (2000) Bronchial epithelium as a key
regulator of airway allergen sensitization and remodeling in asthma.
Am J Respir Crit Care Med 162:S113–7

Holgate S, Davies D, Ordoñez CL, Fahy JV (2001) Epithelial desquama-
tion in asthma. Am J Respir Crit Care Med 164:1997

Cell Tissue Res (2017) 367:551–569 565

http://dx.doi.org/10.1182/blood-2013-01-473405


Holt PG, Strickland DH, Hales BJ, Sly PD (2014) Defective respiratory
tract immune surveillance in asthma: a primary causal factor in dis-
ease onset and progression. Chest 145:370–8

Hoshino M, Nakamura Y, Sim JJ et al (1998) Inhaled corticosteroid
reduced lamina reticularis of the basement membrane bymodulation
of insulin-like growth factor (IGF)-I expression in bronchial asthma.
Clin Exp Allergy 28:568–77

Hoshino M, Takahashi M, Takai Y, Sim J (1999) Inhaled corticosteroids
decrease subepithelial collagen deposition by modulation of the bal-
ance between matrix metalloproteinase-9 and tissue inhibitor of
metalloproteinase-1 expression in asthma. J Allergy Clin Immunol
104:356–63

Hoshino M, Takahashi M, Takai Y et al (2001) Inhaled corticosteroids
decrease vascularity of the bronchial mucosa in patients with asth-
ma. Clin Exp Allergy 31:722–30

Hsia CCW, Hyde DM, Ochs M, Weibel ER (2010) An official research
policy statement of the American Thoracic Society/European
Respiratory Society: Standards for quantitative assessment of lung
structure. Am J Respir Crit Care Med 181:394–418

HydeDM,Miller LA, Schelegle ES et al (2006) Asthma: a comparison of
animalmodels using stereological methods. Eur Respir Rev 15:122–
135

Hyde DM, Tyler NK, Plopper CG (2007)Morphometry of the respiratory
tract: avoiding the sampling, size, orientation, and reference traps.
Toxicol Pathol 35:41–48

Ingram JL, Kraft M (2012) IL-13 in asthma and allergic disease: Asthma
phenotypes and targeted therapies. J Allergy Clin Immunol 130:
829–842

Ito I, Fixman ED, Asai K et al (2009) Platelet-derived growth factor and
transforming growth factor-beta modulate the expression of matrix
metalloproteinases and migratory function of human airway smooth
muscle cells. Clin Exp Allergy 39:1370–80

Jacobsen EA, Lesuer WE, Willetts L et al (2014) Eosinophil activities
modulate the immune/inflammatory character of allergic respiratory
responses in mice. Allergy 69:315–27

Jain VV, Businga TR, Kitagaki K et al (2003) Mucosal immunotherapy
with CpG oligodeoxynucleotides reverses a murine model of chron-
ic asthma induced by repeated antigen exposure. Am J Physiol Lung
Cell Mol Physiol 285:L1137–46

James AL, Elliot JG, Jones RL et al (2012) Airway smooth muscle hy-
pertrophy and hyperplasia in asthma. Am J Respir Crit Care Med
185:1058–1064

Jatakanon A, Uasuf C, Maziak W et al (1999) Neutrophilic inflam-
mation in severe persistent asthma. Am J Respir Crit Care Med
160:1532–9

Jean D, Vrins A, Beauchamp G, Lavoie J-P (2011) Evaluation of varia-
tions in bronchoalveolar lavage fluid in horses with recurrent airway
obstruction. Am J Vet Res 72:838–42

Jeffery PK (2001) Remodeling in Asthma and Chronic Obstructive Lung
Disease. Am J Respir Crit Care Med 164:S28–S38

Jeffery PK (2004) Remodeling and inflammation of bronchi in asthma
and chronic obstructive pulmonary disease. Proc Am Thorac Soc 1:
176–83

Johnson JR, Wiley RE, Fattouh R et al (2004) Continuous exposure to
house dust mite elicits chronic airway inflammation and structural
remodeling. Am J Respir Crit Care Med 169:378–85

Jones RL, Noble PB, Elliot JG, James AL (2016) Airway remodelling in
COPD: It’s not asthma! Respirology 21:1347–1356

Jungsuwadee P, Benkovszky M, Dekan G et al (2004) Repeated aerosol
allergen exposure suppresses inflammation in B-cell-deficient mice
with established allergic asthma. Int Arch Allergy Immunol 133:
40–8

Justice JP, Crosby J, Borchers MT et al (2002) CD4(+) T cell-dependent
airway mucus production occurs in response to IL-5 expression in
lung. Am J Physiol Lung Cell Mol Physiol 282:L1066–74

Kanbe N, KurosawaM,Nagata H et al (1999) Cord blood-derived human
cultured mast cells produce transforming growth factor beta1. Clin
Exp Allergy 29:105–13

Kariyawasam HH, Robinson DS (2006) The eosinophil: the cell and its
weapons, the cytokines, its locations. Semin Respir Crit Care Med
27:117–27

Kerzel S, Wagner J, Rogosch T et al (2009) Composition of the immu-
noglobulin classic antigen-binding site regulates allergic airway in-
flammation in a murine model of experimental asthma. Clin Exp
Allergy 39:591–601

Kerzel S, Rogosch T, Wagner J et al (2011) A single D(H) gene segment
is sufficient for the establishment of an asthma phenotype in a mu-
rine model of allergic airway inflammation. Int Arch Allergy
Immunol 156:247–258

Kirschvink N, Kersnak E, Leemans J et al (2007a) Effects of age and
allergen-induced airway inflammation in cats: radiographic and cy-
tologic correlation. Vet J 174:644–51

Kirschvink N, Leemans J, Delvaux F et al (2007b) Functional, inflam-
matory and morphological characterisation of a cat model of allergic
airway inflammation. Vet J 174:541–53

Krauss-Etschmann S, Bush A, Bellusci S et al (2012) Of flies, mice and
men: a systematic approach to understanding the early life origins of
chronic lung disease. Thorax 68:380–384

Kumar RK, Temelkovski J, McNeil HP, Hunter N (2000) Airway inflam-
mation in a murine model of chronic asthma: evidence for a local
humoral immune response. Clin Exp Allergy 30:1486–92

Kumar RK, Herbert C, Yang M et al (2002) Role of interleukin-13 in
eosinophil accumulation and airway remodelling in a mouse model
of chronic asthma. Clin Exp Allergy 32:1104–11

Kumar RK, Herbert C, Kasper M (2004) Reversibility of airway inflam-
mation and remodelling following cessation of antigenic challenge
in a model of chronic asthma. Clin Exp Allergy 34:1796–802

Kuperman DA, Huang X, Koth LL et al (2002) Direct effects of
interleukin-13 on epithelial cells cause airway hyperreactivity and
mucus overproduction in asthma. Nat Med 8:885–9

Laitinen A, Altraja A, Kämpe M et al (1997) Tenascin is increased in
airway basement membrane of asthmatics and decreased by an in-
haled steroid. Am J Respir Crit Care Med 156:951–8

Lambrecht BN, Hammad H (2014) Allergens and the airway epithelium
response: Gateway to allergic sensitization. J Allergy Clin Immunol
134:499–507

Larson SD, Schelegle ES,WalbyWF et al (2004) Postnatal remodeling of
the neural components of the epithelial-mesenchymal trophic unit in
the proximal airways of infant rhesus monkeys exposed to ozone
and allergen. Toxicol Appl Pharmacol 194:211–20

Lazaar AL, Plotnick MI, Kucich U et al (2002) Mast cell chymase
modifies cell-matrix interactions and inhibits mitogen-induced
proliferation of human airway smooth muscle cells. J Immunol
169:1014–20

Lee JJ, McGarry MP, Farmer SC et al (1997) Interleukin-5 expression in
the lung epithelium of transgenic mice leads to pulmonary changes
pathognomonic of asthma. J Exp Med 185:2143–56

Lee CG, Link H, Baluk P et al (2004a) Vascular endothelial growth
factor (VEGF) induces remodeling and enhances TH2-
mediated sensitization and inflammation in the lung. Nat Med
10:1095–103

Lee JJ, Dimina D, Macias MP et al (2004b) Defining a link with asthma
in mice congenitally deficient in eosinophils. Science 305:1773–6

Lee K-Y, Ho S-C, Lin H-C et al (2006) Neutrophil-derived elastase in-
duces TGF-beta1 secretion in human airway smooth muscle via NF-
kappaB pathway. Am J Respir Cell Mol Biol 35:407–14

Leigh R, Ellis R, Wattie J et al (2002) Dysfunction and remodeling of the
mouse airway persist after resolution of acute allergen-induced air-
way inflammation. Am J Respir Cell Mol Biol 27:526–35.
doi:10.1165/rcmb.2002-0048OC

566 Cell Tissue Res (2017) 367:551–569

http://dx.doi.org/10.1165/rcmb.2002-0048OC


Leigh R, Ellis R, Wattie JN et al (2004) Type 2 cytokines in the patho-
genesis of sustained airway dysfunction and airway remodeling in
mice. Am J Respir Crit Care Med 169:860–7

Leung SY, Eynott P, Nath P, Chung KF (2005) Effects of ciclesonide and
fluticasone propionate on allergen-induced airway inflammation and
remodeling features. J Allergy Clin Immunol 115:989–96

Lezmi G, Gosset P, Deschildre A et al (2015) Airway remodeling in
preschool children with severe recurrent wheeze. Am J Respir Crit
Care Med 192:164–171

Liesker JJW, Ten Hacken NH, Zeinstra-Smith M et al (2009) Reticular
basement membrane in asthma and COPD: similar thickness, yet
different composition. Int J Chron Obstruct Pulmon Dis 4:127–35

Lødrup Carlsen KC, Carlsen K-H (2012) Asthma in children: the road to
individual asthma phenotypes. Eur Respir Monogr 56:1–9

Lötvall J, Akdis CA, Bacharier LB et al (2011) Asthma endotypes: a new
approach to classification of disease entities within the asthma syn-
drome. J Allergy Clin Immunol 127:355–60

Lu S, Li H, Gao R et al (2015) IL-17A, but not IL-17F, is indispensable
for airway vascular remodeling induced by exaggerated Th17 cell
responses in prolonged ovalbumin-challenged mice. J Immunol
194:3557–66

Lucarini L, Pini A, Gerace E et al (2014) Poly(ADP-ribose) polymerase
inhibition with HYDAMTIQ reduces allergen-induced asthma-like
reaction, bronchial hyper-reactivity and airway remodelling. J Cell
Mol Med 18:468–479

Luger EO, Fokuhl V, Wegmann M et al (2009) Induction of long-lived
allergen-specific plasma cells by mucosal allergen challenge. J
Allergy Clin Immunol 124:819–26.e4

Maarsingh H, Dekkers BGJ, Zuidhof AB et al (2011) Increased arginase
activity contributes to airway remodelling in chronic allergic asth-
ma. Eur Respir J 38:318–28

Malavia NK, Mih JD, Raub CB et al (2008) IL-13 induces a bronchial
epithelial phenotype that is profibrotic. Respir Res 9:27

Malmström K, Pelkonen AS, Malmberg LP et al (2011) Lung function,
airway remodelling and inflammation in symptomatic infants: out-
come at 3 years. Thorax 66:157–62

Malmström K, Malmberg LP, O’Reilly R et al (2015) Lung function,
airway remodeling, and inflammation in infants: outcome at 8 years.
Ann Allergy Asthma Immunol 114:90–6

Maritz GS, Morley CJ, Harding R (2005) Early developmental origins of
impaired lung structure and function. Early Hum Dev 81:763–71

Martinez FD (2009) The origins of asthma and chronic obstructive pul-
monary disease in early life. Proc Am Thorac Soc 6:272–7

Martinez FD, Vercelli D (2013) Asthma. Lancet 382:1360–1372
Mauroy B, Filoche M, Weibel ER, Sapoval B (2004) An optimal bron-

chial tree may be dangerous. Nature 427:633–6
McMillan SJ, Lloyd CM (2004) Prolonged allergen challenge in

mice leads to persistent airway remodelling. Clin Exp Allergy
34:497–507

Michalik M, PierzchalskaM, Legutko A et al (2009) Asthmatic bronchial
fibroblasts demonstrate enhanced potential to differentiate into
myofibroblasts in culture. Med Sci Monit 15:BR194–201

Miller M, Cho JY, McElwain K et al (2006) Corticosteroids prevent
myofibroblast accumulation and airway remodeling in mice. Am J
Physiol Lung Cell Mol Physiol 290:L162–9

Moir LM, Leung S-Y, Eynott PR et al (2003) Repeated allergen inhalation
induces phenotypic modulation of smooth muscle in bronchioles of
sensitized rats. Am J Physiol Lung Cell Mol Physiol 284:L148–59

Mühlfeld C, Ochs M (2013) Quantitative microscopy of the lung: a
problem-based approach. Part 2: stereological parameters and study
designs in various diseases of the respiratory tract. Am J Physiol
Lung Cell Mol Physiol 305:L205–21

Nakashima AS, Prado CM, Lanças T et al (2008) Oral tolerance attenu-
ates changes in in vitro lung tissue mechanics and extracellular ma-
trix remodeling induced by chronic allergic inflammation in guinea
pigs. J Appl Physiol 104:1778–85

Okumura S, Sagara H, Fukuda T et al (2005) FcepsilonRI-mediated
amphiregulin production by human mast cells increases mucin gene
expression in epithelial cells. J Allergy Clin Immunol 115:272–9

Olivieri D, Chetta A, Del Donno M et al (1997) Effect of short-term
treatment with low-dose inhaled fluticasone propionate on airway
inflammation and remodeling in mild asthma: a placebo-controlled
study. Am J Respir Crit Care Med 155:1864–71

Olivo CR, Vieira RP, Arantes-Costa FM et al (2012) Effects of aerobic
exercise on chronic allergic airway inflammation and remodeling in
guinea pigs. Respir Physiol Neurobiol 182:81–7

Ordoñez C, Ferrando R, Hyde DM et al (2000) Epithelial desquamation
in asthma: artifact or pathology? Am J Respir Crit Care Med 162:
2324–9

Padrid P (2000) Feline asthma. Diagnosis and treatment. Vet Clin North
Am Small Anim Pract 30:1279–93

Pantano C, Ather JL, Alcorn JF et al (2008) Nuclear factor-kappaB acti-
vation in airway epithelium induces inflammation and
hyperresponsiveness. Am J Respir Crit Care Med 177:959–69

Pascual RM, Peters SP (2005) Airway remodeling contributes to the
progressive loss of lung function in asthma: An overview. J
Allergy Clin Immunol 116:477–486

Pelkonen AS, Malmberg LP, Lindahl H et al (2005) Airway Remodeling
and Inflammation in Symptomatic Infants with Reversible Airflow
Obstruction. Crit Care Med 171:722–7

Pepe C, Foley S, Shannon J et al (2005) Differences in airway remodeling
between subjects with severe and moderate asthma. J Allergy Clin
Immunol 116:544–9

Perret JL,Walters H, Johns D et al (2016)Mother’s smoking and complex
lung function of offspring in middle age: A cohort study from child-
hood. Respirology 11:911–919

Pigati PA, Righetti RF, Possa SS et al (2015) Y-27632 is associated with
corticosteroid-potentiated control of pulmonary remodeling and in-
flammation in guinea pigs with chronic allergic inflammation. BMC
Pulm Med 15:85

Pini L, Torregiani C, Martin JG et al (2006) Airway remodeling in
allergen-challenged Brown Norway rats: distribution of proteogly-
cans. Am J Physiol Lung Cell Mol Physiol 290:L1052–8

Plopper CG, Smiley-Jewell SM, Miller LA et al (2007) Asthma/allergic
airways disease: does postnatal exposure to environmental toxicants
promote airway pathobiology? Toxicol Pathol 35:97–110

Pohunek P, Warner JO, Torzíková J et al (2005) Markers of eosinophilic
inflammation and tissue re-modelling in children before clinically
diagnosed bronchial asthma. Pediatr Allergy Immunol 16:43–51

Possa SS, Charafeddine HT, Righetti RF et al (2012) Rho-kinase inhibi-
tion attenuates airway responsiveness, inflammation, matrix remod-
eling, and oxidative stress activation induced by chronic inflamma-
tion. Am J Physiol Lung Cell Mol Physiol 303:L939–52

Prado CM, Leick-Maldonado EA, Kasahara DI et al (2005) Effects of
acute and chronic nitric oxide inhibition in an experimental model of
chronic pulmonary allergic inflammation in guinea pigs. Am J
Physiol Lung Cell Mol Physiol 289:L677–83

Prins JR, Hylkema MN, Erwich JJHM et al (2012) Smoking during
pregnancy influences the maternal immune response in mice and
humans. Am J Obstet Gynecol 207:76.e1–76.e14

Ramos-Barbón D, Presley JF, Hamid QA et al (2005) Antigen-specific
CD4+Tcells drive airway smoothmuscle remodeling in experimen-
tal asthma. J Clin Invest 115:1580–9

Rankin JA, Picarella DE, Geba GP et al (1996) Phenotypic and physio-
logic characterization of transgenic mice expressing interleukin 4 in
the lung: lymphocytic and eosinophilic inflammation without air-
way hyperreactivity. Proc Natl Acad Sci U S A 93:7821–5

Reddel HK, Bateman ED, Becker A et al (2015) A summary of the
new GINA strategy : a roadmap to asthma control. Eur Respir J
46:622–639

Cell Tissue Res (2017) 367:551–569 567



Regamey N, Ochs M, Hilliard TN et al (2008) Increased airway smooth
muscle mass in children with asthma, cystic fibrosis, and non-cystic
fibrosis bronchiectasis. Am J Respir Crit Care Med 177:837–843

Richter A, Puddicombe SM, Lordan JL et al (2001) The contribution of
interleukin (IL)-4 and IL-13 to the epithelial-mesenchymal trophic
unit in asthma. Am J Respir Cell Mol Biol 25:385–91

Robinson DS, Damia R, Zeibecoglou K et al (1999) CD34(+)/interleu-
kin-5Ralpha messenger RNA+ cells in the bronchial mucosa in
asthma: potential airway eosinophil progenitors. Am J Respir Cell
Mol Biol 20:9–13

Robinson NE, Olszewski MA, Boehler D et al (2000) Relationship be-
tween clinical signs and lung function in horses with recurrent air-
way obstruction (heaves) during a bronchodilator trial. Equine Vet J
32:393–400

Roeder T, Isermann K, KabeschM (2009) Drosophila in asthma research.
Am J Respir Crit Care Med 179:979–83

Rühle H (1932) Das larvale Tracheensystem von Drosophila
melanogaster Meigen und seine Variabilität. Z Wiss Zool 141:
159–245

Saetta M, Turato G (2001) Airway pathology in asthma. Eur Respir J 18:
18–23

Saglani S, Lloyd CM (2015) Novel concepts in airway inflammation and
remodelling in asthma. Eur Respir J 46:1796–1804

Saglani S, Payne DN, Zhu J et al (2007) Early detection of airway wall
remodeling and eosinophilic inflammation in preschool wheezers.
Am J Respir Crit Care Med 176:858–64

Sapienza S, Du T, Eidelman DH et al (1991) Structural changes in the
airways of sensitized brown Norway rats after antigen challenge.
Am Rev Respir Dis 144:423–7

Sehmi R, Dorman S, Baatjes A et al (2003) Allergen-induced fluctuation
in CC chemokine receptor 3 expression on bone marrow CD34+
cells from asthmatic subjects: significance for mobilization of
haemopoietic progenitor cells in allergic inflammation.
Immunology 109:536–46

Sel S,WegmannM,Dicke Tet al (2008) Effective prevention and therapy
of experimental allergic asthma using a GATA-3-specific
DNAzyme. J Allergy Clin Immunol 121:910–916.e5

Setlakwe EL, Lemos KR, Lavoie-Lamoureux A et al (2014) Airway
collagen and elastic fiber content correlates with lung function in
equine heaves. Am J Physiol Lung Cell Mol Physiol 307:L252–60

Shaw DE, Berry MA, Hargadon B et al (2007) Association between
neutrophilic airway inflammation and airflow limitation in adults
with asthma. Chest 132:1871–5

Shinagawa K, Kojima M (2003) Mouse model of airway remodeling:
strain differences. Am J Respir Crit Care Med 168:959–67

Siddiqui S, Novali M, Tsuchiya K et al (2013) The modulation of large
airway smooth muscle phenotype and effects of epidermal growth
factor receptor inhibition in the repeatedly allergen-challenged rat.
Am J Physiol Lung Cell Mol Physiol 304:L853–62

Snibson KJ, Bischof RJ, Slocombe RF, Meeusen EN (2005) Airway
remodelling and inflammation in sheep lungs after chronic airway
challenge with house dust mite. Clin Exp Allergy 35:146–52

Sonnenschein-van der Voort AMM, Arends LR, de Jongste JC et al
(2014) Preterm birth, infant weight gain, and childhood asthma risk:
a meta-analysis of 147,000 European children. J Allergy Clin
Immunol 133:1317–29

Sonnenschein-van der Voort AMM, Howe LD, Granell R et al (2015)
Influence of childhood growth on asthma and lung function in ado-
lescence. J Allergy Clin Immunol 135:1435–43

Sont JK, Willems LN, Bel EH et al (1999) Clinical control and histopath-
ologic outcome of asthma when using airway hyperresponsiveness
as an additional guide to long-term treatment. The AMPUL Study
Group. Am J Respir Crit Care Med 159:1043–51

Specht S, Saeftel M, Arndt M et al (2006) Lack of eosinophil peroxidase
or major basic protein impairs defense against murine filarial infec-
tion. Infect Immun 74:5236–43

Spycher BD, Silverman M, Kuehni CE (2010) Phenotypes of childhood
asthma: Are they real? Clin Exp Allergy 40:1130–1141

Steenwinckel V, Louahed J, Orabona C et al (2007) IL-13 mediates
in vivo IL-9 activities on lung epithelial cells but not on hematopoi-
etic cells. J Immunol 178:3244–51

Sterio DC (1984) The unbiased estimation of number and sizes of arbi-
trary particles using the disector. J Microsc 134:127–36

Stocks J, Hislop A, Sonnappa S (2013) Early lung development:
Lifelong effect on respiratory health and disease. Lancet Respir
Med 1:728–742

Svanes C, Koplin J, Skulstad SM, et al. (2016) Father’s environment
before conception and asthma risk in his children: A multi-
generation analysis of the Respiratory Health In Northern Europe
study. doi: 10.1093/ije/dyw151

Takeda N, Maghni K, Daigle S et al (2009) Long-term pathologic conse-
quences of acute irritant-induced asthma. J Allergy Clin Immunol
124:975–81.e1

Tam A, Wadsworth S, Dorscheid D et al (2011) The airway epithelium:
more than just a structural barrier. Ther Adv Respir Dis 5:255–73

Tang W, Geba GP, Zheng T et al (1996) Targeted expression of IL-11 in
the murine airway causes lymphocytic inflammation, bronchial re-
modeling, and airways obstruction. J Clin Invest 98:2845–53

Tchougounova E, Forsberg E, Angelborg G et al (2001) Altered process-
ing of fibronectin in mice lacking heparin. a role for heparin-
dependent mast cell chymase in fibronectin degradation. J Biol
Chem 276:3772–7

Temann UA, Geba GP, Rankin JA, Flavell RA (1998) Expression of
interleukin 9 in the lungs of transgenic mice causes airway inflam-
mation, mast cell hyperplasia, and bronchial hyperresponsiveness. J
Exp Med 188:1307–20

Temann U-A, Ray P, Flavell RA (2002) Pulmonary overexpression of IL-
9 induces Th2 cytokine expression, leading to immune pathology. J
Clin Invest 109:29–39

Temelkovski J, Hogan SP, Shepherd DP et al (1998) An improved murine
model of asthma: selective airway inflammation, epithelial lesions
and increased methacholine responsiveness following chronic expo-
sure to aerosolised allergen. Thorax 53:849–56

Tigani B, Cannet C, Karmouty-Quintana H et al (2007) Lung inflamma-
tion and vascular remodeling after repeated allergen challenge de-
tected noninvasively by MRI. Am J Physiol Lung Cell Mol Physiol
292:L644–53

Tran M-UT, Weir AJ, Fanucchi MV et al (2004) Smooth muscle hyper-
trophy in distal airways of sensitized infant rhesus monkeys exposed
to house dust mite allergen. Clin Exp Allergy 34:1627–33

Trifilieff A, El-Hashim A, Bertrand C (2000) Time course of inflammatory
and remodeling events in a murine model of asthma: effect of steroid
treatment. Am J Physiol Lung Cell Mol Physiol 279:L1120–8

Trigg CJ, Manolitsas ND, Wang J et al (1994) Placebo-controlled immu-
nopathologic study of four months of inhaled corticosteroids in asth-
ma. Am J Respir Crit Care Med 150:17–22

Tzou P, Ohresser S, Ferrandon D et al (2000) Tissue-specific inducible
expression of antimicrobial peptide genes in Drosophila surface ep-
ithelia. Immunity 13:737–48

Undem BJ, McAlexander M, Hunter DD (1999) Neurobiology of the
upper and lower airways. Allergy 54:81–93

Usemann J, Fuchs O, Anagnostopoulou P et al (2016) Predictive value of
exhaled nitric oxide in healthy infants for asthma at school age. Eur
Respir J 48:912–930

Van Der Velden J, Sum G, Barker D et al (2013) K(Ca)3.1 channel-
blockade attenuates airway pathophysiology in a sheep model of
chronic asthma. PLoS ONE 8:e66886

Venkatesan N, Siddiqui S, Jo T et al (2012) Allergen-induced airway
remodeling in brown norway rats: structural and metabolic changes
in glycosaminoglycans. Am J Respir Cell Mol Biol 46:96–105

568 Cell Tissue Res (2017) 367:551–569

http://dx.doi.org/10.1093/ije/dyw151


Verloop MC (1949) On the arteriae bronchiales and their anastomosing
with the arteria pulmonalis in some rodents; a micro-anatomical
study. Acta Anat (Basel) 7:1–32

Wagner C, Isermann K, Fehrenbach H, Roeder T (2008) Molecular ar-
chitecture of the fruit fly’s airway epithelial immune system. BMC
Genomics 9:446

Walter DM,McIntire JJ, Berry G et al (2001) Critical role for IL-13 in the
development of allergen-induced airway hyperreactivity. J Immunol
167:4668–75

Wang S-W, Oh CK, Cho SH et al (2005) Amphiregulin expression in
human mast cells and its effect on the primary human lung fibro-
blasts. J Allergy Clin Immunol 115:287–94

Ward C, Pais M, Bish R et al (2002) Airway inflammation, basement
membrane thickening and bronchial hyperresponsiveness in asthma.
Thorax 57:309–16

Wegmann M, Fehrenbach H, Fehrenbach A et al (2005) Involvement of
distal airways in a chronic model of experimental asthma. Clin Exp
Allergy 35:1263–71

Wegmann M, Göggel R, Sel S et al (2007) Effects of a low-molecular-
weight CCR-3 antagonist on chronic experimental asthma. Am J
Respir Cell Mol Biol 36:61–7

Wenzel SE (2006) Asthma: defining of the persistent adult phenotypes.
Lancet 368:804–813

Wenzel S (2012) Severe asthma: from characteristics to phenotypes to
endotypes. Clin Exp Allergy 42:650–8

Wenzel SE, Balzar S, Cundall M, Chu HW (2003) Subepithelial base-
ment membrane immunoreactivity for matrix metalloproteinase 9:

association with asthma severity, neutrophilic inflammation, and
wound repair. J Allergy Clin Immunol 111:1345–52

Whittaker L, Niu N, Temann U-A et al (2002) Interleukin-13 mediates a
fundamental pathway for airway epithelial mucus induced by CD4
T cells and interleukin-9. Am J Respir Cell Mol Biol 27:593–602

Woodruff PG, Innes AL (2006) Quantitative morphology using bronchial
biopsies. Eur Respir Rev 15:157–161

Woodruff PG, Dolganov GM, Ferrando RE et al (2004) Hyperplasia of
smooth muscle in mild to moderate asthma without changes in cell
size or gene expression. Am J Respir Crit Care Med 169:1001–6

Wynn TA (2007) Common and unique mechanisms regulate fibrosis in
various fibroproliferative diseases. J Clin Invest 117:524–9

Xie S, SukkarMB, Issa R et al (2007)Mechanisms of induction of airway
smooth muscle hyperplasia by transforming growth factor-beta. Am
J Physiol Lung Cell Mol Physiol 293:L245–53

Zhao Y, Yang J, Gao Y-D, GuoW (2010) Th17 immunity in patients with
allergic asthma. Int Arch Allergy Immunol 151:297–307

Zhao J, Lloyd CM, Noble A (2013) Th17 responses in chronic allergic
airway inflammation abrogate regulatory T-cell-mediated tolerance
and contribute to airway remodeling. Mucosal Immunol 6:335–46

Zhu Z, Homer RJ, Wang Z et al (1999) Pulmonary expression of
interleukin-13 causes inflammation, mucus hypersecretion,
subepithelial fibrosis, physiologic abnormalities, and eotaxin pro-
duction. J Clin Invest 103:779–88

Zissler UM, Bieren JE, Jakwerth CA et al (2016) Current and future
biomarkers in allergic asthma. Allergy 71:475–94

Cell Tissue Res (2017) 367:551–569 569


	Airway remodeling in asthma: what really matters
	Abstract
	Introduction
	Today’s perception of bronchial asthma: the phenotype/endotype concept
	Defining airway remodeling in asthma: physiological versus pathological processes
	Quantitative approaches to assess airway remodeling
	Airway remodeling as a secondary event to inflammation
	Airway remodeling as a primary event
	Animal models in the study of airway remodeling
	Mammals
	Mouse
	Rat
	Guinea pig
	Sheep
	Cat
	Horse
	Rhesus monkey

	Other models
	Fruit fly


	Outlook
	References


