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Erratum to:  Hum Genet (2017) 136:377–386  
DOI 10.1007/s00439‑017‑1763‑1

In original publication, the last row of Table 1 was incor-
rect. The correct Table 1 is given below:

The online version of the original article can be found under 
doi:10.1007/s00439-017-1763-1.
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