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The authors meanwhile informed us that the thesis by 
Ndunguru J (2006) is freely available at the University of 
Pretoria Electronic Theses and Dissertations (UPeTD) 
repository: http://hdl.handle.net/2263/30648.
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In the original version of this article two meeting abstracts 
and a thesis are cited and have also been included in the 
reference list. However, the inclusion of unpublished 
works in the reference list was against Molecular Genetics 
and Genomics’ policy at the time, and also misleading for 
readers.

The authors apologize for this oversight.

The references concerned are:

De Leòn L, Dallas L, Ascencio-Ibáñez J, Sseruwagi P, 
Robertson D, Ndunguru J, Hanley-Bowdoin L (2013) Two 
CMD-associated DNA sequences enhance geminivirus 
symptoms and break resistance in cassava and Arabidopsis. 
7th Int. Geminivirus Symp. 5th Int. ssDNA Comp. Virol. 
Work. Hangzhou, China, p 86
[cited on p 15 and p 17]

The online version of the original article can be found under 
doi:10.1007/s00438-015-1049-z.
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