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Correction to:  Planta  
https ://doi.org/10.1007/s0042 5-018-2888-8

In the original version of this article the name of the second 
author was misspelled. The correct name is: Xiaomin Wang.

The original article has been corrected.

The original article can be found online at https ://doi.org/10.1007/
s0042 5-018-2888-8.
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