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The original version of this article unfortunately contained 
a mistake. Accession study number was incorrect in the sec-
tion “Availability of data and materials”.

The “Availability of data and materials” section should 
read as:

Availability of data and materials Sequence data 
have been deposited at the European Genome-Phenome 
Archive (EGA), which is hosted by the EBI and the CRG, 

under accession study number EGAS00001005480 (to be 
released upon acceptance). Further information about EGA 
can be found on https:// ega- archi ve. org and “The European 
Genome-Phenome Archive of human data consented for 
biomedical research” (http:// www. nature. com/ ng/ journ al/ 
v47n7/ full/ ng. 3312. html). Custom scripts to run the analyses 
described in the manuscript are available at https:// github. 
com/ yhfte ng/ Shared- TCRs- in- cance rs.

Publisher's Note Springer Nature remains neutral with regard to 
jurisdictional claims in published maps and institutional affiliations.

The original article can be found online at https:// doi. org/ 10. 1007/ 
s00262- 021- 03047-7.
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