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Abstract
Small cell lung cancer (SCLC) is an aggressive tumor type with early dissemination and distant metastasis capacity. Even 
though optimal chemotherapy responses are observed initially in many patients, therapy resistance is almost inevitable. 
Accordingly, SCLC has been regarded as an archetype for cancer stem cell (CSC) dynamics. To determine the immune-
modulatory influence of CSC in SCLC, this study focused on the characterization of  CD44+CD90+ CSC-like subpopulations 
in SCLC. These cells displayed mesenchymal properties, differentiated into different lineages and further contributed to 
 CD8+ cytotoxic T lymphocytes (CTL) responses. The interaction between  CD44+CD90+ CSC-like cells and T cells led to 
the upregulation of checkpoint molecules PD-1, CTLA-4, TIM-3, and LAG3. In the patient-derived lymph nodes,  CD44+ 
SCLC metastases were also observed with T cells expressing PD-1, TIM-3, or LAG3. Proliferation and IFN-γ expression 
capacity of TIM-3 and LAG3 co-expressing CTLs are adversely affected over long-time co-culture with  CD44+CD90+ CSC-
like cells. Moreover, especially through IFN-γ secreted by the T cells, the CSC-like SCLC cells highly expressed PD-L1 
and PD-L2. Upon a second encounter with immune-experienced, IFN-γ-stimulated CSC-like SCLC cells, both cytotoxic 
and proliferation capacities of T cells were hampered. In conclusion, our data provide evidence for the superior potential of 
the SCLC cells with stem-like and mesenchymal properties to gain immune regulatory capacities and cope with cytotoxic 
T cell responses. With their high metastatic and immune-modulatory assets, the CSC subpopulation in SCLC may serve as 
a preferential target for checkpoint blockade immunotherapy.
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Introduction

Small cell lung cancer (SCLC) is a neuroendocrine malig-
nancy which constitutes approximately 13% of lung can-
cers worldwide [1–3]. The patients commonly benefit 
from first-line chemotherapy; however, recurrence occurs 
very early in most SCLC cases [4, 5]. The development 
of chemoresistance subsequent to disease progression and 
the distant metastases critically limit overall survival [6]. 
Theoretically, chemotherapy-resistant cancer stem cells 
(CSCs), which constitute a very minor subpopulation, 
are responsible for drug resistance and aggressiveness in 
SCLC [7–9]. CSCs are frequently identified with mesen-
chymal markers such as CD44, CD90, CD87, and CD133 
[9–11]. Accordingly, with its multipotent neuroendocrine 
origin and superior dissemination capacity, SCLC has 
been acknowledged as an archetype for CSC research [9]. 
Nevertheless, even though the immune regulatory capaci-
ties of CSCs are well-acknowledged, their influence on 
the anti-tumor immunity in SCLC remains to be better 
elucidated.

Stem cells (SCs), undifferentiated cells with self-renewal 
capacity, are responsible for regeneration and located in stem 
cell niches to maintain their characters and numbers [12]. 
CSCs similar to tissue SCs are programmed to protect them-
selves from external threats by commonly expressing ABC 
transporters against cytostatic/cytotoxic drugs and down-
regulation of MHC class I or NKG2D ligands to protect 
themselves against anti-tumor reactions [13]. In order to 
modulate local immune responses, CSCs have the capacity 
to secrete anti-inflammatory soluble factors such as IL-10, 
IL-13, Galectin-3, GDF-15, Transforming growth factor 
(TGF)- β 1/2, prostaglandin E2 (PGE2) [14, 15]. In further 
detail, CSCs regulate monocyte differentiation by producing 
macrophage inhibitor cytokine 1 (MIC1) which in turn drive 
differentiation of monocytes toward the tumor-promoting 
type of macrophages or by expressing CD200 to inhibit mac-
rophage activation together with CD47 to block phagocyto-
sis [15–18]. Furthermore, CXCL12 secreted by CSCs recruit 
regulatory myeloid cells into the tumor microenvironment 
consisting of MDSCs, suppressive dendritic cells, and Tregs 
[14]. Expression of IDO from CSCs leads to inhibition of 
T cell proliferation and skew Th2 type immune responses 
which are more favorable for TME than destructive Th1 
type [19]. In addition to common PD-L1 expression, CSCs 
from some cancer types were shown to express Galectin-3, 
a ligand of LAG3, Galectin-9, a ligand of TIM-3, and even 
the expression of CTLA-4 and TIM-3 receptors indicating 
a close relationship between CSCs and immune checkpoint 
molecules [20–22]. More interestingly,  CD44+ stem cells 
emerged adaptive immune resistance by engaging CTLA-4 
receptor on T cells upon acquiring CD80 expression [23].

In response to inflammatory mediators such as interferon 
(IFN)-γ, which is the primary mediator of T cell-mediated 
anti-tumor immunity, cancer cells initiate an adaptive (sec-
ondary) resistance program to survive anti-tumor immune 
responses [24, 25]. In this regard, they upregulate regulatory 
ligands which directly suppress the activated T cells through 
co-inhibitory receptors such as programmed death-1 (PD-
1), cytotoxic T-lymphocyte associated protein 4 (CTLA-4), 
T-cell immunoglobulin mucin-3 (TIM-3) and lymphocyte-
activation gene 3 (LAG3) [24, 26]. Moreover, high surface 
levels of inhibitory receptors indicate a hyporesponsive state 
where the cytotoxicity against cancer cells is impaired [27]. 
Accordingly, blockade of the interaction between PD-1 and 
its ligands, PD-L1 and PD-L2, is one of the most successful 
cancer immunotherapy modalities, especially in melanoma, 
renal cell cancer, and non-small cell lung cancer [28]. Nev-
ertheless, the checkpoint blockade therapies are essentially 
successful toward immunogenic tumors which are highly 
infiltrated by  CD8+ cytotoxic T lymphocytes (CTL) [29]. 
SCLC has been regarded as an immunogenic malignancy 
since it displays a high mutation burden and bears many neo-
antigens [30, 31]. In addition, autoimmune paraneoplastic 
syndromes are common in SCLC patients [31]. Even though 
immune infiltration is limited in primary SCLC tumors, in 
metastatic lymph nodes, the interaction between SCLC cells 
and T cells is almost inevitable. Nevertheless, clinical trials 
reported a limited efficacy for targeting the PD-1/PD-L1 axis 
in SCLC patients [32].

This study aims to characterize the CSC-like subpopula-
tions within SCLC cells and to determine their influence 
on CTL responses. Here,  CD44+CD90+ cells in SCLC dis-
played mesenchymal and stemness properties which facili-
tate lymph node metastasis. Intriguingly, these CSC-like 
subpopulations maintained immune responses which lead to 
the upregulation of multiple inhibitory receptors on  CD8+ T 
cells. Moreover, they acquired immune-modulatory capaci-
ties, partly through PD-L1 and PD-L2 molecules, upon 
exposure to immune reactions and IFN-γ.

Materials and methods

Cell culture and isolation of SCLC subpopulations

SCLC-21H, NCI-H82 (DSMZ), and NCI-H69 (ATCC, LGC 
Promochem) SCLC cell lines were maintained as suspen-
sion cultures in complete H-glucose DMEM (SCLC-21H) 
or RPMI 1640 medium containing 20% fetal bovine serum 
(FBS), penicillin (100 U/mL), and streptomycin (100 µg/
mL) (Lonza) at 37 °C under a 5%  CO2 atmosphere. The 
subpopulations of NCI-H82 and NCI-H69 (H82Adh and 
H69Adh, respectively) were established by long-term serial 
passaging of the cells that adhered onto the culture flask. 
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H69Sc cells were isolated from the H69Adh subpopulation 
through CD44 positive selection by magnetic-activated cell 
sorting (MACS) (Miltenyi) which was followed by fluores-
cence-activated cell sorting (FACS) of  CD44+CD90+ cells. 
For certain experiments, SCLC cells were treated with 
150 ng/mL recombinant IFN-γ (R&D Biosystems) for 24 
or 48 h. Peripheral blood mononuclear cells (PBMC) were 
isolated from healthy donors’ blood samples (Hacettepe Uni-
versity Local Ethics Committee, approval no. GO 17/503) 
by density gradient centrifugation (Ficoll 1.077; GE Health-
care). PBMC cultures were maintained in complete RPMI 
1640 medium with 10% FBS.

Flow cytometry and FACS

The monoclonal antibodies (mAb) anti-human-CD44 
(BJ18), -CTLA-4 (L3D10), -LAG3 (11C3C65), -PD-1 
(EH12.2H7), -PD-L2 (24F.10C12), -TIM-3 (F38-2E2) (Bio-
Legend, USA); CD90 (5E10) (Thermo Fisher Scientific); 
CD4 (SK3), CD8 (SK1), CD25 (BC96) (Sony Biotechnol-
ogy); CD107a (H4A3), CD137 (4B4-1), CD69 (FN50) (BD 
Biosciences) were used in immunophenotyping analyses 
and FACS. The percentage of positive cells was determined 
in comparison with the isotype-matched antibody controls. 
For cell isolation and purification, PBMC were labeled with 
anti-CD8 and -CD56 antibodies, and cytotoxic T cells were 
sorted as  CD56−CD8+ lymphocytes with a purity of > 98%. 
For different assays,  CD8+ T cells were purified from the 
co-cultures established with SCLC cells according to their 
TIM-3 and LAG3 expression (TIM-3+LAG3+ and TIM-
3−LAG3− populations). Flow cytometric immunophenotyp-
ing and cell sorting were performed on a FACSAria II (BD).

Cell differentiation assays

Adipocyte, osteocyte, and chondrocyte differentiation 
capacities of SCLC cells were tested with commercial dif-
ferentiation kits (StemPro, Thermo Fisher Scientific) in 
accordance with the manufacturer’s recommendations. Fol-
lowing the 21-day culture in differentiation media, which 
were refreshed every 3 days, the cells were fixed with 4% 
paraformaldehyde and stained with Oil Red O, Alizarin red, 
and methylene blue which designate adipogenic, osteogenic, 
and chondrogenic differentiation, respectively.

Migration assay

SCLC cells (2 ×  105/100 µL) were resuspended in 1% FBS-
containing RPMI 1640 medium and were seeded into the 
upper chamber of the transwell with 8 µm pore polycarbon-
ate membrane insert (Corning), whereas the bottom chamber 

was filled with 10% FBS-containing culture medium. After 
16 h of incubation at 37 °C with 5%  CO2, the cells found in 
the lower chamber and the cells adhered to the bottom of the 
membrane were stained with Giemsa and counted under a light 
microscope.

Polarization analysis

SCLC cells were incubated for 16 h on chamber slides (BD) 
coated with fibronectin (Sigma-Aldrich) and, then, fixed in 
4% paraformaldehyde and permeabilized with 0.1% Triton 
X-100 (Sigma-Aldrich) in PBS, blocked with 10% BSA 
(Sigma-Aldrich) for one hour. Following the staining with 
phalloidin-iFluor 488 reagent and DAPI (Abcam), the slides 
were mounted; micrographs were taken under a fluorescent 
microscope and processed by ImageJ software (NIH).

Transcriptomic analyses 
with next generation sequencing (NGS)

Total RNA was isolated (RNeasy, QIAGEN) from human 
pulmonary alveolar epithelial cells (PAEpiC) type II cells 
(Sciencell), SCLC-21H, NCI-H82, NCI-H69, H82Adh, 
H69Adh, H69Sc, mesenchymal stem cells (MSC) (ATCC, 
LGC Promochem) or from the SCLC cells after 24 h of 
IFN-γ treatment. Then, barcoded cDNA libraries were 
generated from 10 ng of total RNA by VILO Superscript 
cDNA synthesis kit (Thermo Fisher Scientific). Ultra-
high multiplex PCR was performed with Ion AmpliSeq™ 
Human Gene Expression Chef Ready Kit (Thermo Fisher 
Scientific). The libraries were obtained (Ion Chef, Thermo 
Fisher Scientific) and clonally amplified by emulsion PCR 
(Ion PI Hi-Q OT2 200 Kit, Thermo Fisher Scientific) on an 
Ion Torrent OneTouch2 instrument. The templated libraries 
were sequenced on an Ion Proton semiconductor sequencing 
system. The data were processed by Torrent Suite analysis 
pipeline and raw reads were mapped to the human genome 
assembly hg19 AmpliSeq Transcriptome version by Tor-
rent mapping alignment software and normalized according 
to the "read per millions" method. Differentially expressed 
genes (DEG) were determined with DESeq2, the changes 
more than eightfold were considered as significant. The 
genes were clustered according to the Kyoto encyclopedia 
of genes and genomes (KEGG) pathway enrichment analy-
ses or Gene Ontology (GO) pathways that defines functional 
characteristics of the samples.

Co‑cultures

Co-cultures were established with the SCLC cells (2.5 ×  104) 
and PBMC at a 1:4 ratio in the presence of anti-CD3 
mAb (25 ng/mL, HIT3a) in U-bottom 96-well plates. At 
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different time points of incubation, either the SCLC cells 
were detached by accutase treatment (BioLegend) or the 
PBMC found in suspension were collected for further analy-
ses. To test the effect of soluble factors, conditioned media 
are collected after 48 h of culture and used in co-cultures at 
a 1:1 ratio. The SCLC cells pretreated with IFN-γ were also 
used in the co-cultures or IFN-γ neutralizing mAb (5 μg/mL, 
B27) or isotype-matched control IgG (5 μg/mL) were added 
to certain experimental setups.

Flow cytometric proliferation analysis

PBMC or  CD8+ T cells purified according to TIM-3 and 
LAG3 expression were resuspended in serum-free RPMI 
1640 (5 ×  106 cells/mL) and stained with 5 μM eFluor670 
(eBioscience) or carboxyfluorescein succinimidyl ester 
(CFSE, Invitrogen). Following several washing steps with 
complete medium, PBMCs were used in co-cultures. Fol-
lowing 96 h,  CD8+ T cells were gated and their prolifera-
tion was assessed by flow cytometry according to eFluor670 
dilution. Alternatively, the purified  CD8+ cells were further 
stimulated with anti-CD3/CD28 beads (1:1 bead-to-cell 
ratio, Dynabeads, Thermo Fisher Scientific) or with anti-
CD28 (2 µg/mL) in an anti-CD3 (2 µg/mL) coated plate for 
72 h.

Multi‑analyte ELISA array

Interleukin (IL)-2, IL-4, IL-6, IL-10, TNF-α, IFN-γ, per-
forin, sFASL, granzyme A, and granzyme B concentration 
secreted into the PBMC:SCLC co-cultures was determined 
from the supernatants collected at 96 h by a flow cytometry-
based enzyme-linked immunosorbent assay (ELISA) array 
(LEGENDplex™ Human CD8/NK Panel, BioLegend). The 
amount of cytokines was analyzed according to mean fluo-
rescence intensity (MFI) values of the samples and stand-
ards by using the data analysis software supplied by the 
manufacturer.

Tumor formation capacity of SCLC cells

Eight-week-old CD1-nude mice (Kobay A.Ş., Turkey) were 
used with ethical approval from the local ethics committee 
(Doc. Nr.:251). Parental (5 ×  105, 2 ×  106, and  107 cells/100 
μL) and adherent subpopulations of SCLC cells (5 ×  105 and 
2 ×  106/100 μL) were dispersed in serum-free RPMI 1640 
medium and injected subcutaneously. Parental cells and their 
adherent subpopulations were inoculated on the right and the 
left sides, respectively, of the mice. The tumor growth was 
followed for 6 weeks.

Immunohistochemistry

Sections (4 μm thick) from archived paraffin-embedded pri-
mary tumor and metastatic lymph node specimens of SCLC 
patients were taken and placed on polylysine microscope 
slides. Following deparaffinization, dehydration, and block-
ing of endogenous peroxidase activity, the tissue sections 
were incubated with primary antibodies, anti-CD3 (predi-
luted; 2GV6, Ventana), -CD44 (1/50 dilution; 156-3C11, 
Leica), -PD-1 (1/250 dilution; EH12.2H7, BioLegend), 
-TIM-3 (1/1500 dilution; OTI2E2, Origene), and -LAG3 
(1/625 dilution; EPR4392, Abcam). After washing steps, 
incubations with appropriate secondary antibodies, strepta-
vidin–biotin complex, horseradish peroxidase (HRP), and 
3,3′-Diaminobenzidine (DAB) chromogen were performed. 
Immunohistochemical staining was observed and docu-
mented by conventional light microscopy.

Statistical analysis

The results were obtained from at least three independent 
experiments. The data are presented as mean with standard 
deviation (SD) or standard error (SE). Mann–Whitney U 
test, Student’s paired or unpaired t-test, ANOVA, or Chi-
square tests were used where appropriate to show the statisti-
cal differences. An associated P-value lower than 0.05 was 
considered to be statistically significant.

Results

Stem‑like SCLC populations are characterized 
with mesenchymal properties

In vitro, primary SCLC cells and established cell lines 
such as SCLC-21H, NCI-H82, and NCI-H69 tend to form 
aggregates and grow in suspension [33, 34]. The relation-
ship between adherence and stemness has been previously 
reported in SCLC [33]. When grown in contact with the 
surface of culture flasks, adherent subpopulations of NCI-
H69 and NCI-H82 cell lines emerged and maintained as 
monolayer cultures, H69Adh, and H82Adh (Supplementary 
Fig. 1). These adherent cells grew in tight clusters and gave 
rise to loosely adherent cells (Supplementary Fig. 1) which 
were viable and remained in suspension (data not shown). In 
accordance with the literature, both suspension and adherent 
SCLC cells used in our study commonly expressed CD90, 
whereas CD44 expression was restricted to a minor subpop-
ulation (Fig. 1a, b). In H69Adh, a group of cells was clearly 
identified with CD90 and CD44 co-expression (Fig. 1a, b). 
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These  CD44+CD90+ cells were further purified as H69Sc 
subpopulation and maintained in vitro (Fig. 1b and Sup-
plementary Fig. 1).

Next, the parental SCLC cell lines (SCLC-21H, NCI-
H82, NCI-H69) and their derivatives (H82Adh, H69Adh, 
and H69Sc) were compared in terms of adhesion and 
migration properties, molecular signatures and mesenchy-
mal stem-like features. There was no significant difference 
between the migratory capacity of parental cell lines grown 
in suspension or their adherent subpopulations; however, 
H69Sc cells displayed a significantly higher (~ 4.5 fold) 

number of migrated cells than its parental NCI-H69 and 
H69Adh cells (Fig. 1c). When in contact with the fibronec-
tin-coated surface as a common component of the extracel-
lular matrix, adherent populations gained greater surface 
area than suspension cells (A.U., SCLC-21H, 2061 ± 687; 
NCI-H82 4917.1 ± 1639; NCI-H69, 2380 ± 660.1; H82Adh, 
8199.4 ± 2472.2; H69Adh, 15,584 ± 5896.2; H69Sc, 
15,469.9 ± 4896.4). Even though both H69Adh and H69Sc 
covered similar surface area and displayed polarized assem-
bly of actin filaments, H69Adh was identified with explicit 
directionality (Fig. 1d).

Fig. 1  Characterization of SCLC subpopulations with stem-like and 
mesenchymal properties. a Percentage distribution and b representa-
tive flow cytometry plots of SCLC cell populations according to 
CD44 and CD90 expression are shown. c Migration toward high FBS 
gradient and d polarization on fibronectin substratum are given for 
different SCLC subpopulations. Representative micrographs for the 
polarization of NCI-H69, H69Adh and H69Sc cells are shown (scale, 

10 µm). Heatmap analyses e for global transcriptomics data and f for 
the genes related to mesenchymal cells and stemness in NCI-H69 
subpopulations, alveolar epithelial cell type II (AEC II), and mesen-
chymal stem cells (MSC). g Adipogenic, chondrogenic and osteo-
genic differentiation capacities of NCI-H69, H69Adh and H69Sc 
cells. Representative micrographs obtained with oil red O, methylene 
blue, and Alizarin red staining are demonstrated
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Compared to primary type II alveolar epithelial cells 
(AEC), the transcriptome data obtained from the SCLC cells 
represented a significantly altered gene expression profile 
with a high variance ratio indicating the distinctions among 
the cell lines and their derivatives (Supplementary Fig. 2). 
Among NCI-H69, H69Adh, and H69Sc high numbers of 
differentially expressed genes (DEGs) were determined 
(> eightfold DEGs, NCI-H69 vs. H69Adh, 2436; NCI-H69 
vs. H69Sc, 4397; H69Adh vs. H69Sc, 2359) which coincide 
with approximately 15–25% shift in respective transcrip-
tomes (Supplementary Fig. 3A). In order to better define the 
mesenchymal, epithelial and stem cell-like features of NCI-
H69 and its derivatives, their transcriptomic data were com-
pared with that of MSC and type II AEC. Especially, H69Sc 
characterized by a molecular signature harboring both MSC 
and epithelial assets (Fig. 1e and Supplementary Fig. 3B). 
Expression of the genes associated with pluripotency, epi-
thelial-to-mesenchymal transition, and migratory processes 
(POSTN, VCAM1, GLI2, GJA1, ZEB1, FZD7, CD90, DDR2, 
MEIS1, TCF4, TWIST1, EDIL3) were commonly and highly 
upregulated in H69Sc, MSC and in H69Adh to some extent 
(Fig. 1f). Moreover, the differentiation capacity of H69Adh 
and H69Sc cells into osteocyte and chondrocyte lineages 
confirmed their stem-like properties. Adipogenic differentia-
tion could only be induced in H69Adh to a limited extend 
(Fig. 1g). Similar results were also obtained with H82Adh 
cells. All parental SCLC cell lines as well as NCI-H69 
were reluctant to differentiate (data not shown and Fig. 1g). 
Moreover, a pilot in vivo experiment demonstrated the tumor 
propagation capacity of H69Adh cells at lower numbers than 
the parental NCI-H69 cell line (Supplementary Fig. 4).

Both mesenchymal and stem-like assets of tumor cells 
have been associated with increased metastatic potential in 
many cancers besides SCLC [35, 36]. In accordance with 
the literature, we showed that SCLC cells which metasta-
size into the lymph nodes, but not the primary tumor tis-
sues, were highly positive for CD44 (Supplementary Fig. 5). 
Collectively, adherent  CD44+CD90+ cells were identified 
as a CSC-like subpopulation among SCLC cells. Their 
mesenchymal and stem-like characteristics together with 
cytoskeletal features and migratory capacity corresponded to 
the  CD44+ tumor cells’ enrichment in the metastatic lymph 
nodes.

Cytotoxic T lymphocyte (CTL) responses are 
maintained by SCLC cells

Our findings in SCLC tumors, which are in agreement with 
the literature, indicated that the  CD44+ cells with mesen-
chymal and stem-like characteristics tend to metastasize to 
lymph nodes where they frequently encounter T lymphocytes 
[37–39]. Moreover, primary SCLC tumors are rarely infil-
trated by T cells [40] (Supplementary Fig. 6). Therefore, we 

examined the influence of the SCLC cells on CTL-associ-
ated immune reactions. For this purpose, the SCLC cell lines 
and their derivatives were co-cultured with CD3-stimulated 
PBMC. In general, unlike anticipated, the presence of SCLC 
cells did not directly interfere with T cell activation. Intrigu-
ingly, certain parameters tested were even improved by the 
adherent populations, primarily H69Sc. Especially, the 
percentage of  CD8+ T cells expressing the activation mark-
ers CD25, 4-1BB, and CD69 were significantly increased 
in co-cultures with H69Sc cells (Fig. 2a, Supplementary 
Fig. 7). Similarly, indicators of cytotoxic activity includ-
ing secreted perforins and degranulation  (CD107a+ %) were 
augmented upon co-culture with H69Sc (Fig. 2b, Supple-
mentary Fig. 7). H82Adh and H69Adh cells positively influ-
enced the expression of perforin and CD107a by T cells in 
the co-cultures. Even though  CD8+ T cell proliferation was 
noticeably augmented by the adherent SCLC populations 
(with H82Adh, 80.37 ± 5.82%; H69Adh, 90.07 ± 2.55%; 
H69Sc, 90.56 ± 1.85%), induced proliferation was also 
found in the co-cultures with parental SCLC cell lines, 
especially with NCI-H69 (65.15 ± 6.05%) and NCI-H82 
(71.58 ± 6.7%) (Fig. 2c, Supplementary Fig. 7). The amount 
of IFN-γ (PBMC only, 16.5 ng/mL; with SCLC cells, range 
61–114 ng/mL) and IL-2 (PBMC only, 166.24 pg/mL; with 
SCLC cells, range 311.08–441.78 pg/mL), but not TNF-α, 
secreted into the co-cultures were accordingly increased 
with all the SCLC cell types employed (Fig. 2d). Among 
the parental SCLC cell lines, NCI-H82 tend to induce higher 
CD69 expression, perforin secretion, proliferation, and 
IFN-γ production by T cells (Fig. 2a–d).

Together, SCLC cells did not directly hamper cytotoxic T 
cell responses. Intriguingly, H69Sc and also adherent popu-
lations even simulated the T cell activation, proliferation, 
cytotoxicity, and IFN-γ secretion.

PD‑1 ligands are highly upregulated by adherent 
SCLC populations in response to immune responses

Since IFN-γ was the most prominent cytokine produced in 
the co-cultures established with the SCLC cells and PBMC, 
next, the cells were treated with IFN-γ and the discrepan-
cies between the parental SCLC cells and their adherent and 
stem-like derivatives were assessed. In response to IFN-γ, 
enhanced expression of the genes responsible for inflamma-
tory responses and immune signaling pathways were noted 
especially in H69Adh cells and, to a lesser extent, in H69Sc 
cells (Fig.  3a). Correspondingly, IFN-γ response genes 
were explicitly upregulated in H69Adh and H69Sc cells, 
which indicated enhanced responsiveness and/or sensitiv-
ity of these cells to IFN-γ. Expression of the genes impli-
cated in homeostatic and metabolic processes was generally 
augmented in H69Adh. In response to IFN-γ, the pathways 
related to cell adhesion and migration tend to decrease in 
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H69Sc. Nevertheless, the highest expression levels of ATP-
binding cassette (ABC) transporters and the genes involved 
in tryptophan metabolism were observed in the adherent 
H69 subpopulations, particularly in H96Sc (Fig. 3a).

Saliently, PD-L1 and PD-L2 were among the immune 
regulatory genes induced by IFN-γ. All SCLC lines used 
tended to increase the expression of PD-L1 upon exposure to 
IFN-γ. H69Adh and H69Sc highly upregulated both ligands 
at the mRNA level (Fig. 3b). Surface expression of PD-1 
ligands, especially PD-L1, was augmented when the SCLC 
cells were either stimulated with IFN-γ or co-cultured with 
anti-CD3-activated PBMC (Fig. 3c, d). As observed at the 
gene expression level, the highest percentages of PD-L1+ 
and PD-L2+ cells were observed in the adherent popula-
tions of SCLC. Notably, in the absence of stimulation, a sub-
population of H69Sc cells constitutively expressed the PD-1 
ligands (PD-L1+, 26.65 ± 4.23%; PD-L2+, 29.67 ± 8.87%) 
(Fig. 3c, d). In response to IFN-γ,  CD44+ and/or  CD90+ 

subpopulations were identified with higher levels of PD-L1 
and PD-L2 (Supplementary Fig. 8). Moreover, neutraliza-
tion of the IFN-γ secreted into the co-cultures by PBMC 
significantly hindered the upregulation of PD-L1, but not 
PD-L2, on SCLC cells. However, induction of PD-L1 upon 
co-culturing with PBMC was not alleviated on H69Sc cells 
by IFN- γ neutralization (Fig. 3e, f). Therefore, upon expo-
sure to immune responses, the SCLC cells with mesenchy-
mal and stem-like properties displayed enhanced capacities 
to upregulate co-inhibitory ligands, especially through IFN-
γ-mediated pathways.

Activated T cells become prone to checkpoint 
inhibition by mesenchymal and stem‑like SCLC 
subpopulations

Next, in the co-cultures of anti-CD3-stimulated PBMC 
and SCLC cells, wherein T cell responses were not directly 

Fig. 2  Cytotoxic T cell responses in the presence of SCLC cells. 
PBMCs were co-cultured with SCLC cells at 1:0.25 ratio in the pres-
ence of anti-CD3 mAb. Expression of a activation markers CD25, 
4-1BB, and CD69 (n ≥ 4), and b cytotoxicity-related CD107a and 
perforin molecules upon 24 h of the co-culturing (n ≥ 7) was assessed 

by flow cytometry-based techniques. c Proliferation of  CD8+ T cells 
and d secretion of IL-2, IFN-γ, and TNF-α cytokines were deter-
mined after 96 h of the co-culturing (n ≥ 6). (PBMC, control PBMC 
alone; SCLC-21H, 21H; NCI-H82, H82; NCI-H69, H69; *p < 0.05, 
**p < 0.01)
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suppressed, the expression of co-inhibitory receptors 
was assessed on CTLs. Following 96 h of co-culturing, 
the expression of PD-1, CTLA-4, TIM-3, and LAG3 was 
measured on CD8 + T cells (Fig. 4a). Especially when co-
cultured with the adherent derivatives of NCI-H82 and 
NCI-H69 cells, the percentage of cells expressing these 
checkpoint receptors PD-1, CTLA-4, and LAG3 consti-
tuted at 30–40% of the CTLs. TIM-3 was upregulated by a 
larger fraction (> 60%) of CTLs. Intriguingly, the amount 
of PD-1+ (75.64 ± 7.69%),  LAG3+ (77.35 ± 10.03%), and 
TIM-3+ (71.42 ± 3.63%) T cells was significantly increased 
when co-cultured with  CD44+CD90+ H69Sc cells (Fig. 4a, 
Supplementary Fig. 7). In order to understand whether the 
induction of inhibitory receptor expression on CTLs was 
through soluble factors or a cell-contact dependent mecha-
nism, conditioned media (CM) from different subpopula-
tions were applied to co-cultures of NCI-69 cell line and its 
subpopulations (H69Adh and  CD44+CD90+ H69Sc cells) 
with CTLs. Even though CM from  CD44+CD90+ H69Sc 
cells induced TIM-3 expression on CTLs co-cultured with 
NCI-69 or H69Adh to some extent, LAG3 expression was 
not impacted by soluble factors (Fig. 4b). This finding 
evinced the need for cell-contact of stem-like SCLC cells to 
fully maintain their capacity to induce checkpoint receptor 
expression on CTLs. Correspondingly, positivity for these 
co-inhibitory receptors was also detected on the T cells infil-
trating the metastatic foci in the SCLC patients’ lymph node 
samples, especially with common LAG3 positivity (Fig. 4c). 
Next, the  CD8+ T cells (which were also positive for PD-1) 
were isolated from the 96 h co-cultures with H69Sc cells 
according to TIM-3 and LAG3 expression. The mediators 
related to effector functions of the expression profile of 
TIM-3+LAG3+ CTLs were significantly higher than that 
of the TIM-3−LAG3− population (Fig. 4d). Accordingly, 
TIM-3+LAG3+ CTLs were able to more efficiently prolifer-
ate when isolated from the co-cultures (Fig. 4e). In conclu-
sion, upon 96 h of co-culture with H69Sc cells, activated 
and TIM-3+ LAG-3+ expressing CTLs exert effector func-
tions with clonal expansion and elevated pro-inflammatory 
cytokine secretion compared to TIM-3− LAG-3− CTLs 
possessing rather naïve-T cell characteristics (Fig. 4d, e, 

Supplementary Fig. 9). However, if the coculture is extended 
for a further 96 h, proliferation capacity of TIM-3+LAG3+ 
CTLs was significantly impaired by having even fewer pro-
liferated cells than TIM-3−  LAG3− cells upon anti-CD3/
CD28 activation (Fig. 4e, Supplementary Fig. 9). Secretion 
of pro-inflammatory IFN-γ cytokine in response to a second 
activation after 192 h of H69Sc co-culture was hampered 
for both TIM-3+LAG3+ and TIM-3−LAG3− CTLs (Fig. 4f). 
Strikingly, secretion of IFN-γ from TIM-3+LAG3+ CTLs 
decreased up to 2.26 ng/mL after 192 h of co-culture with 
H69Sc while the level was above 50 ng/mL when TIM-
3+LAG3+  CD8+ T cells were stimulated after 96 h H69Sc 
co-culture. The alteration in the functional state of CTLs 
over time in SCLC co-culture with induction of multiple 
inhibitory receptor expression indicates T cell exhaustion 
and suppression in response to CSC subpopulation of SCLC.

In our experimental setting, since the inhibitory ligands, 
especially PD-L1 and PD-L2, were upregulated by SCLC 
cells following the IFN-γ-related immune reactions and the 
co-inhibitory receptors were upregulated on the CTLs; next, 
we sought if effector T cell responses are functionally hin-
dered upon further interaction. For this purpose, the SCLC 
cells were pretreated with IFN-γ in order to induce immune 
regulatory pathways and co-cultures were again established 
with anti-CD3-activated PBMC or  CD8+ T cells. In com-
parison with the PBMC cultured with control SCLC cells 
without IFN-γ pretreatment, IFN-γ-treated H69Sc cells 
reduced the CTL proliferation and cytolytic activity of CTLs 
approximately by 25% (Fig. 4g, h). Even though CTL prolif-
eration was not modulated with other SCLC cells and their 
adherent derivatives, cytolysis of H82Adh and H69Adh cells 
was moderately reduced when these cells were treated with 
IFN-γ prior to co-culturing (Fig. 4g, h).

Collectively, upon interaction with the SCLC subpopu-
lations bearing CSC-like and mesenchymal properties, the 
cytotoxic T cells can display effector functions including 
IFN-γ secretion and cytotoxicity; however, they also highly 
upregulate inhibitory checkpoint receptors and become 
prone to suppressive signals. Our data indicate the regula-
tory roles of CSC-like SCLC cells especially in the meta-
static lymph nodes where SCLC cells inevitably interact 
with T cells.

Discussion

SCLC demonstrates optimal first-line therapy responses; 
however, many patients succumb to the disease in a rather 
short period of time [4, 5]. The poor survival of SCLC 
patients is due to the tumor cells’ heterogeneity, the recur-
rence with inevitable drug resistance and distant metastasis 
capacity which are all linked to CSC in many other tumor 
types as well [11]. Candidate subpopulations with CSC 

Fig. 3  IFN-γ response and PD-1 ligand expression in SCLC subpopu-
lations. a Percent enrichment analysis comparing the pathways modu-
lated among NCI-H69 and its subpopulations after IFN-γ stimulation. 
b Relative change in the gene expression of PD-L1 and PD-L2 in the 
SCLC cells is presented as heatmaps. c Percentage distribution and 
d representative flow cytometry histograms of PD-L1+ and PD-L2+ 
SCLC cells under control conditions, after IFN-γ stimulation (150 ng/
mL) for 48 h, or co-culturing with anti-CD3-stimulated PBMCs for 
72  h. e The percentages and f representative flow cytometry his-
tograms of PD-L1 and PD-L2 positivity on SCLC cells when co-
cultured for 24  h with anti-CD3-primed PBMCs in the presence of 
IFN-γ blocking mAb or isotype-matched control mAb. (SCLC-21H, 
21H; NCI-H82, H82; NCI-H69, H69; n ≥ 3, *p < 0.05, **p < 0.01)
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features such as insensitivity to toxic materials, invasive-
ness, 3D growth and tumorigenicity at low numbers were 
previously reported in primary small cell lung tumors and 
cell lines. Adherence and expression of common stem cell 
markers CD44, CD90, CD87, and CD133 have been used 
for the identification of CSC [9, 33, 41–43]. We charac-
terized the adherent subpopulations after serial passaging 
in NCI-H82 and NCI-H69 cell cultures. The adherent sub-
populations showed greater surface area on fibronectin with 
significantly elevated directionality in H69Adh and induced 
tumor propagation capacity in nude mice. In terms of marker 
expression, common CD90 expression in SCLC cell lines 
and subpopulations suggested that CD90 is not a reliable 
CSC marker alone for SCLC. However, together with CD44 
expression in adherent H69Sc, it augmented the migratory 
capacity of the cells and resembled the transcriptomic profile 
of MSC, especially in terms of the genes related to pluripo-
tency, epithelial-to-mesenchymal transition, and migration. 
Here,  CD44+CD90+ adherent SCLC cells were character-
ized and used as a prototype for CSC in SCLC. As MSCs 
possess the potential to promote metastasis by downregulat-
ing antitumor immune responses [35, 36], the presence of 
 CD44+ SCLC cells was of abundance and in close contact 
with lymphocytes in the metastatic lymph nodes although 
they were scarce in primary tumors. Furthermore, the evi-
dences such as the unique adaptive immune resistance mech-
anism emerged from CD44 expressing cells in squamous cell 
carcinoma (SCC) and positive correlation of CD44 express-
ing cell number with the tumor progression and relapse in 
SCLC support the potential role of CD44 expressing SCLC 

cells in tumor progression by developing adaptive resistance 
to immune destruction [23, 44]. Hence, characterization of 
immunomodulatory potential of  CD44+CD90+ adherent 
SCLC cells offers a clinically relevant disease progression 
perspective in SCLC including a new candidate population 
for immunotherapy.

The immune system is programmed to discriminate and 
target non-self and stressed cells including tumor cells which 
possess altered-self antigen repertoire [45, 46]. SCLC is con-
sidered an immunogenic tumor type with its high mutation 
burden and common paraneoplastic syndromes observed 
in the patients [30, 31]. However, as also observed in our 
study, leukocyte and T lymphocyte infiltration are limited 
in primary SCLC lesions [40]. To our knowledge, immune 
modulation in the areas of metastasis is poorly understood; 
a dynamic model should be employed to better follow how T 
cell-mediated anti-tumor immune responses are regulated in 
the presence of SCLC cells, i.e. potentially CSC-like  CD44+ 
fraction. By using a co-culture model, our study recapitulates 
the interaction between immune cells, especially CTLs, and 
the subpopulations of SCLC cells. Unlike many tumor cells 
of various tissue origins, SCLC cells did not directly sup-
press CTL responses. Compared to the leukocytes cultured 
alone, the in vitro milieu in the co-cultures even contributed 
to the augmentation of CTL-associated immune parameters. 
Nevertheless, the CSC-like subpopulations with mesenchy-
mal properties showed the highest capacity to promote acti-
vation, proliferation, cytotoxicity and IFN-γ secretion. This 
intriguing situation has been previously implied by other 
studies performed on acute myeloid leukemia, basal-like 
breast cancer, and melanoma. As a common feature, these 
cancer types generally display conspicuous infiltration by T 
lymphocytes. This phenomenon has been described as an 
adaptive (secondary) immune resistance mechanism where 
the cancer cells start a suppression program via induction of 
regulatory molecule expression upon exposure to inflamma-
tory mediators, such as IFN-γ [24, 25, 47].

With its cytostatic, cytotoxic, and immune-provoking 
effects, IFN-γ is one of the central mediators of anti-tumor 
immunity. As summarized before [26], three strategies are 
utilized by tumor cells to cope with the anti-tumor effects of 
IFN-γ: i) losing the sensitivity to IFN-γ, ii) shifting the sign-
aling pathway from STAT1/IRF1 to rather pro-tumorigenic 
alternative pathways like STAT3/NF-κB, iii) up-regulation 
of inhibitory ligands such as PD-L1 and PD-L2. Only lim-
ited PD-L1 expression has been reported in SCLC cell lines 
and patient samples [48, 49]. Correspondingly, in non-small 
cell lung cancer (NSCLC), the absence of PD-L1 expression 
on tumor cells was associated with impaired IFN-γ response 
[50]. Considering the significant elevation of IFN-γ in the 
co-cultures of SCLC cells with activated immune cells, the 
transcriptome data and induction of PD-1 ligands indicate 
that particularly adherent or CSC-like subpopulations in 

Fig. 4  Expression of inhibitory receptors and the functional status of 
T cells co-cultured with SCLC cells. a Expression of PD-1, CTLA-
4, TIM-3 and LAG3 on  CD8+ T cells in the co-cultures of PBMCs 
and SCLC subpopulations. The cultures were established in the pres-
ence of anti-CD3 mAb (25 ng/mL) for 96 h at a 0.25:1 SCLC:PBMC 
ratio. b Relative expression change of TIM-3 and LAG3 on  CD8+ T 
cells in the co-cultures of PBMCs and SCLC subpopulations treated 
with conditioned media collected from different subpopulations in 1:1 
ratio. The cultures were established in the presence of anti-CD3 mAb 
(25 ng/mL) for 96 h at a 0.25:1 SCLC:PBMC ratio with CM collected 
after 48 h of cell culture. c Representative LAG3, PD-1 and TIM-3 
immunohistochemical staining micrographs with checkpoint recep-
tor expressing lymphocytes positive tumor-draining lymph node per-
centage in SCLC patients (magnification, 400x). TIM-3−LAG3− and 
TIM-3+LAG3+  CD8+ T cells were purified from the 96 h or 192 h 
co-culturing of PBMCs and H69Sc cells, d cytokines produced were 
assessed by a flow cytometric bead array following 16 h stimulation 
with PMA and ionomycin upon 96  h, e proliferation capacity was 
assessed by CFSE dilution upon 72 h stimulation with anti-CD3 and 
anti-CD28 mAbs, f secreted IFN-γ amount with 16 h stimulation with 
PMA and ionomycin. CFSE-labelled PBMCs were co-cultured with 
IFN-γ-pretreated or control SCLC cells; the change g in CTL prolifer-
ation for 96 h and h CD3/CD28 dynabeads activated CTL co-cultured 
with IFN-γ-pretreated or control SCLC cells in SCLC cell lysis for 
72 h was calculated. (PBMC, control PBMC alone; SCLC-21H, 21H; 
NCI-H82, H82; NCI-H69, H69; n ≥ 3, *p < 0.05, **p < 0.01)

◂
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SCLC respond to IFN-γ. Of note, these subpopulations are 
represented at very small numbers among (parental) SCLC 
cells; therefore, their impact on immune modulation is gen-
erally underscored.

Upon exposure to immune reactions which lead to the 
production of a plethora inflammatory mediators into the co-
cultures, IFN-γ was determined the major factor that induced 
PD-L1, but not PD-L2. Apart from IFN-γ, numerous inflam-
matory factors were reported to have PD-L1 induction 
capacity including TNF-α, IL-1α, IL-17, IL-6, IL-8, EGF, 
IL-4, IL-27 and IL-10 [51, 52]. Similar to having various 
inducer factors, STAT1 is not the only transcription factor 
for PD-L1 expression. Pro-tumorigenic transcription factors 
such as Stat3, Myc, Kras that are also mediated with vari-
ous inflammatory factors also play in role on PD-L1 expres-
sion [52]. Conversely, regulation of PD-L2 differed from 
PD-L1 by being regulated more through Th2 cytokines and 
Stat6 or NF-κB transcription factors if not induced through 
IFN-γ [53, 54]. Particularly, PD-L1 and PD-L2 expression 
in  CD44+CD90+ CSC-like H69Sc cells were potentially sen-
sitive to other inflammatory factors as well. This observa-
tion supports the notion that stem cells and CSCs are more 
adjustable to changing conditions and inflammation [55, 56]. 
Thus, SCLC cells and more explicitly CSC subpopulations 
show the signatures of adaptive resistance to better cope 
with anti-tumor immunity [24, 25].

Following activation, T cells upregulate inhibitory 
receptors that would hinder excessive responses and avoid 
immune-related pathologies [57, 58]. In the co-cultures, 
wherein the presence of SCLC cells did not impair CTL acti-
vation, inhibitory PD-1, CTLA-4, TIM-3, and LAG3 recep-
tor expression were enhanced on the CTLs. This observation 
was in accordance with metastasis-infiltrating lymphocytes 
positive for PD-1, TIM-3, or LAG3. Therefore, in terms 
of PD-1 ligands, the upregulation of their cognate recep-
tor would initiate a cycle of suppression. We did not test 
the expression of ligands for the inhibitory receptors other 
than PD-1; nevertheless, transcriptomic analyses indicated a 
negligible expression of the ligands for CTLA-4, TIM-3, and 
LAG3 on SCLC cells. Even though there was no evidence to 
claim the upregulated expression of ligands for alternative 
checkpoints such as TIM-3 and LAG3 on stem-like subpopu-
lation of SCLC cells, the expression of these ligands such 
as Galectin-3 and Galectin-9 are regulated by inflammatory 
cytokines such as IFN-γ thus widely expressed on immune 
cells together with LAG3 ligand HLA-DR expression on 
monocytes/macrophages [59–61]. Hence, the presence of 
inhibitory ligands needs to be evaluated in the primary 
tumors and metastatic specimens of SCLC patients since 
expression of these ligands are also commonly found on 
stromal cells such as myeloid-originated immune cells.

High-level expression of multiple inhibitory recep-
tors such as PD-1, LAG3 and TIM-3 on CTLs have 

been associated with a hyporesponsive state in which 
anti-tumor responses become ineffective. However, PD-
1+LAG3+TIM-3+ CTLs were identified with potent effec-
tor functions, secretion of soluble mediators and prolifera-
tion. Therefore, CSC-like H69Sc cells did not induce T cell 
exhaustion which was examined as a further mechanism used 
by immunogenic tumors to hinder immunity. On the other 
hand, the functional status of CTLs infiltrating the lymph 
node metastases of SCLC must be further investigated.

In conclusion, SCLC cells did not directly interfere with 
CTL responses and CSC-like adherent subpopulations, 
which are harbored by SCLC cells in very small numbers, 
can even provide appropriate milieu maintaining the T cell 
activation but induce the expression of inhibitory recep-
tors. Thus, in their first encounter with SCLC cells, T cells 
may become activated, inducing their cytotoxic functions 
resulting in the death of SCLC cells. However, with chronic 
inflammation, our results determine a possible T cell exhaus-
tion due to elevation of inhibitory receptor expression on 
CTLs together with possibly sustained activation signal 
and elevated inhibitory ligands in the environment (Fig. 5). 
Moreover, the adaptive resistance capacity of CSC-like 
SCLC cells in response to inflammatory mediators, espe-
cially IFN-γ, makes them less immunogenic through upregu-
lation of PD-1 ligands (Fig. 5). It must be noted that, due 
to the immune exclusion in the primary tumor, this encoun-
ter is more likely to happen in metastatic sites including 
lymph nodes. An increased number of  CD44+ SCLC found 
in advanced disease in addition to CD44 enrichment in meta-
static lymph nodes support this theory. Even though PD-1/
PD-L1 interaction inhibits T cell proliferation and killing to 
some extent, T cells become open for immune suppression 
with the common expression of multiple inhibitory recep-
tors. In other words, targeting one checkpoint pathway might 
be overcome with the suppression signal from an alternative 
checkpoint receptor. This finding is consistent with the lim-
ited success of α-PD-1/PD-L1 therapies in SCLC patients 
and indicates a potential requirement of multiple targeting. 
Therefore, the CSC-like subpopulation in SCLC which cor-
relates with metastatic potential and drug resistance may 
serve as a preferential target for combination checkpoint 
blockade immunotherapy.

Conclusion

Cancer stem cells were identified as modulatory cells in 
acquiring therapy resistance and cancer progression in 
SCLC patients. Moreover, mesenchymal CSC-like SCLC 
cells displayed an immune-provoking impact on cyto-
toxic T lymphocytes which led to the upregulation of co-
inhibitory receptors on CTLs thus T cell exhaustion upon 
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prolonged activation. In response to CTL activation and 
IFN-γ secretion, CSC-like SCLC cells induced PD-L1 and 
PD-L2 expression to further limit the CTL responses. A 
better understanding of this immunomodulatory mecha-
nism regulated by CSC-like cells might have an impact 
on novel cancer immunotherapy approaches for SCLC 
patients.
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Fig. 5  Schematic demonstration of the outcomes of CTL interac-
tion with SCLC cells, primarily CSC-like subpopulation.  CD44+ 
 CD90+ CSC-like subpopulation of SCLC possessing mesenchymal 
features with elevated migration and lymphatic metastasis capacity 
(1) induces CTL activation, proliferation, cytotoxicity including high 
amount of IFN-γ secretion together with expression of checkpoint 
receptors on CTLs. (2) IFN-γ secreted by CTLs regulates phenotype, 

signaling and metabolism of the CSC-like subpopulation of SCLC 
cells with (3) augmented expression of PD-1 ligands indicating the 
adaptive resistance capacity of these cells. (4) Eventually, sustained 
inflammation and elevation of regulatory ligands in the environment 
result with T cell exhaustion that impairs proliferation capacity and 
cytotoxicity of CTLs

https://doi.org/10.1007/s00262-021-02998-1


458 Cancer Immunology, Immunotherapy (2022) 71:445–459

1 3

provide a link to the Creative Commons licence, and indicate if changes 
were made. The images or other third party material in this article are 
included in the article’s Creative Commons licence, unless indicated 
otherwise in a credit line to the material. If material is not included in 
the article’s Creative Commons licence and your intended use is not 
permitted by statutory regulation or exceeds the permitted use, you will 
need to obtain permission directly from the copyright holder. To view a 
copy of this licence, visit http:// creat iveco mmons. org/ licen ses/ by/4. 0/.

References

 1. Willison HJ, Minna JD, Brady RO, Quarles RH (1986) Glycocon-
jugates in nervous tissue and small cell lung cancer share immu-
nologically cross-reactive carbohydrate determinants. J Neuroim-
munol 10:353–365

 2. Asselin-Labat ML, Filby CE (2012) Adult lung stem cells and 
their contribution to lung tumourigenesis. Open Biol 2:120094

 3. Higgins KA, Gorgens S, Sudmeier LJ, Faivre-Finn C (2019) 
Recent developments in limited stage small cell lung cancer. 
Transl Lung Cancer Res 8:S147–S152

 4. Jackman DM, Johnson BE (2005) Small-cell lung cancer. Lancet 
366:1385–1396

 5. Chan BA, Coward JI (2013) Chemotherapy advances in small-cell 
lung cancer. J Thorac Dis 5(Suppl 5):S565-578

 6. Lally BE, Urbanic JJ, Blackstock AW, Miller AA, Perry MC 
(2007) Small cell lung cancer: have we made any progress over 
the last 25 years? Oncologist 12:1096–1104

 7. Salcido CD, Larochelle A, Taylor BJ, Dunbar CE, Varticovski L 
(2010) Molecular characterisation of side population cells with 
cancer stem cell-like characteristics in small-cell lung cancer. Br 
J Cancer 102:1636–1644

 8. Krohn A, Ahrens T, Yalcin A, Plones T, Wehrle J, Taromi S, 
Wollner S, Follo M, Brabletz T, Mani SA, Claus R, Hackanson 
B, Burger M (2014) Tumor cell heterogeneity in Small Cell Lung 
Cancer (SCLC): phenotypical and functional differences associ-
ated with Epithelial-Mesenchymal Transition (EMT) and DNA 
methylation changes. PLoS One 9:e100249

 9. Pore M, Meijer C, de Bock GH, Boersma-van Ek W, Terstap-
pen LW, Groen HJ, Timens W, Kruyt FA, Hiltermann TJ (2016) 
Cancer stem cells, epithelial to mesenchymal markers, and cir-
culating tumor cells in small cell lung cancer. Clin Lung Cancer 
17:535–542

 10. Sourisseau T, Hassan KA, Wistuba I, Penault-Llorca F, Adam 
J, Deutsch E, Soria JC (2014) Lung cancer stem cell: fancy con-
ceptual model of tumor biology or cornerstone of a forthcoming 
therapeutic breakthrough? J Thorac Oncol 9:7–17

 11. Codony-Servat J, Verlicchi A, Rosell R (2016) Cancer stem cells 
in small cell lung cancer. Transl Lung Cancer Res 5:16–25

 12. Aponte PM, Caicedo A (2017) Stemness in cancer: stem cells 
cancer stem cells, and their microenvironment. Stem Cells Int 
2017:5619472

 13. Codd AS, Kanaseki T, Torigo T, Tabi Z (2018) Cancer stem cells 
as targets for immunotherapy. Immunology 153:304–314

 14. Maccalli C, Rasul KI, Elawad M, Ferrone S (2018) The role 
of cancer stem cells in the modulation of anti-tumor immune 
responses. Semin Cancer Biol 53:189–200

 15. Khosravi N, Mokhtarzadeh A, Baghbanzadeh A, Hajiasghar-
zadeh K, Shahgoli VK, Hemmat N, Safarzadeh E, Baradaran 
B (2020) Immune checkpoints in tumor microenvironment and 
their relevance to the development of cancer stem cells. Life Sci 
256:118005

 16. Cioffi M, Trabulo S, Hidalgo M, Costello E, Greenhalf W, Erkan 
M, Kleeff J, Sainz B Jr, Heeschen C (2015) Inhibition of CD47 

effectively targets pancreatic cancer stem cells via dual mecha-
nisms. Clin Cancer Res 21:2325–2337

 17. Codony-Servat J, Rosell R (2015) Cancer stem cells and immu-
noresistance: clinical implications and solutions. Transl Lung 
Cancer Res 4:689–703

 18. A.-A.M. Ghebeh H, (2013) Do cancer stem cells have an immu-
nomodulatory role different from the bulk of tumor cells? J Car-
cinog Mutagen S 14:003

 19. Ravindran S, Rasool S, Maccalli C (2019) The cross talk 
between cancer stem cells/cancer initiating cells and tumor 
microenvironment: the missing piece of the puzzle for the 
efficient targeting of these cells with immunotherapy. Cancer 
Microenviron 12:133–148

 20. Zhang B, Dang J, Ba D, Wang C, Han J, Zheng F (2018) Poten-
tial function of CTLA-4 in the tumourigenic capacity of mela-
noma stem cells. Oncol Lett 16:6163–6170

 21. Kikushige Y, Miyamoto T, Yuda J, Jabbarzadeh-Tabrizi S, 
Shima T, Takayanagi S, Niiro H, Yurino A, Miyawaki K, Tak-
enaka K, Iwasaki H, Akashi K (2015) A TIM-3/Gal-9 auto-
crine stimulatory loop drives self-renewal of human myeloid 
leukemia stem cells and leukemic progression. Cell Stem Cell 
17:341–352

 22. Maccalli C, De Maria R (2015) Cancer stem cells: perspectives 
for therapeutic targeting. Cancer Immunol Immunother 64:91–97

 23. Miao Y, Yang H, Levorse J, Yuan S, Polak L, Sribour M, Singh 
B, Rosenblum MD, Fuchs E (2019) Adaptive immune resistance 
emerges from tumor-initiating stem cells. Cell 177:1172–1186

 24. Dolen Y, Esendagli G (2013) Myeloid leukemia cells with a 
B7–2(+) subpopulation provoke Th-cell responses and become 
immuno-suppressive through the modulation of B7 ligands. Eur 
J Immunol 43:747–757

 25. Yao S, Chen L (2013) Adaptive resistance: a tumor strategy to 
evade immune attack. Eur J Immunol 43:576–579

 26. Kursunel MA, Esendagli G (2016) The untold story of IFN-
gamma in cancer biology. Cytokine Growth Factor Rev 31:73–81

 27. Wherry EJ, Kurachi M (2015) Molecular and cellular insights into 
T cell exhaustion. Nat Rev Immunol 15:486–499

 28. Sun L, Zhang L, Yu J, Zhang Y, Pang X, Ma C, Shen M, Ruan 
S, Wasan HS, Qiu S (2020) Clinical efficacy and safety of anti-
PD-1/PD-L1 inhibitors for the treatment of advanced or metastatic 
cancer: a systematic review and meta-analysis. Sci Rep 10:2083

 29. Huang AC, Postow MA, Orlowski RJ, Mick R, Bengsch B, Manne 
S, Xu W, Harmon S, Giles JR, Wenz B, Adamow M, Kuk D, 
Panageas KS, Carrera C, Wong P, Quagliarello F, Wubbenhorst 
B, D’Andrea K, Pauken KE, Herati RS, Staupe RP, Schenkel JM, 
McGettigan S, Kothari S, George SM, Vonderheide RH, Amara-
vadi RK, Karakousis GC, Schuchter LM, Xu X, Nathanson KL, 
Wolchok JD, Gangadhar TC, Wherry EJ (2017) T-cell invigora-
tion to tumour burden ratio associated with anti-PD-1 response. 
Nature 545:60–65

 30. Alexandrov LB, Nik-Zainal S, Wedge DC, Aparicio SA, Behjati 
S, Biankin AV, Bignell GR, Bolli N, Borg A, Borresen-Dale 
AL, Boyault S, Burkhardt B, Butler AP, Caldas C, Davies HR, 
Desmedt C, Eils R, Eyfjord JE, Foekens JA, Greaves M, Hosoda 
F, Hutter B, Ilicic T, Imbeaud S, Imielinski M, Jager N, Jones 
DT, Jones D, Knappskog S, Kool M, Lakhani SR, Lopez-Otin 
C, Martin S, Munshi NC, Nakamura H, Northcott PA, Pajic M, 
Papaemmanuil E, Paradiso A, Pearson JV, Puente XS, Raine K, 
Ramakrishna M, Richardson AL, Richter J, Rosenstiel P, Schle-
sner M, Schumacher TN, Span PN, Teague JW, Totoki Y, Tutt AN, 
Valdes-Mas R, van Buuren MM, van ’t Veer L, Vincent-Salomon 
A, Waddell N, Yates LR, Australian Pancreatic Cancer Genome 
I, Consortium IBC, Consortium IMS, PedBrain I, Zucman-Rossi 
J, Futreal PA, McDermott U, Lichter P, Meyerson M, Grimmond 
SM, Siebert R, Campo E, Shibata T, Pfister SM, Campbell PJ, 

http://creativecommons.org/licenses/by/4.0/


459Cancer Immunology, Immunotherapy (2022) 71:445–459 

1 3

Stratton MR (2013) Signatures of mutational processes in human 
cancer. Nature 500: 415–421

 31. Schmid S, Fruh M (2018) Immune checkpoint inhibitors and small 
cell lung cancer: what’s new? J Thorac Dis 10:S1503–S1508

 32. Horn L, Mansfield AS, Szczesna A, Havel L, Krzakowski M, 
Hochmair MJ, Huemer F, Losonczy G, Johnson ML, Nishio 
M, Reck M, Mok T, Lam S, Shames DS, Liu J, Ding B, Lopez-
Chavez A, Kabbinavar F, Lin W, Sandler A, Liu SV, Group IMS 
(2018) First-line atezolizumab plus chemotherapy in extensive-
stage small-cell lung cancer. N Engl J Med 379: 2220–2229

 33. Calbo J, van Montfort E, Proost N, van Drunen E, Beverloo HB, 
Meuwissen R, Berns A (2011) A functional role for tumor cell 
heterogeneity in a mouse model of small cell lung cancer. Cancer 
Cell 19:244–256

 34. Carney DN, Gazdar AF, Bepler G, Guccion JG, Marangos PJ, 
Moody TW, Zweig MH, Minna JD (1985) Establishment and 
identification of small cell lung cancer cell lines having classic 
and variant features. Cancer Res 45:2913–2923

 35. Hill BS, Pelagalli A, Passaro N, Zannetti A (2017) Tumor-edu-
cated mesenchymal stem cells promote pro-metastatic phenotype. 
Oncotarget 8:73296–73311

 36. Gazdic M, Simovic Markovic B, Jovicic N, Misirkic-Marjanovic 
M, Djonov V, Jakovljevic V, Arsenijevic N, Lukic ML, Volarevic 
V (2017) Mesenchymal stem cells promote metastasis of lung can-
cer cells by downregulating systemic antitumor immune response. 
Stem Cells Int 2017:6294717

 37. Liu Y, Wu T, Lu D, Zhen J, Zhang L (2018) CD44 overexpression 
related to lymph node metastasis and poor prognosis of pancreatic 
cancer. Int J Biol Markers 33:308–313

 38. Abraham BK, Fritz P, McClellan M, Hauptvogel P, Athelogou M, 
Brauch H (2005) Prevalence of CD44+/CD24-/low cells in breast 
cancer may not be associated with clinical outcome but may favor 
distant metastasis. Clin Cancer Res 11:1154–1159

 39. Sheridan C, Kishimoto H, Fuchs RK, Mehrotra S, Bhat-Nakshatri 
P, Turner CH, Goulet R Jr, Badve S, Nakshatri H (2006) CD44+/
CD24- breast cancer cells exhibit enhanced invasive properties: 
an early step necessary for metastasis. Breast Cancer Res 8:R59

 40. Busch SE, Hanke ML, Kargl J, Metz HE, MacPherson D, 
Houghton AM (2016) Lung cancer subtypes generate unique 
immune responses. J Immunol 197:4493–4503

 41. Kubo T, Takigawa N, Osawa M, Harada D, Ninomiya T, Ochi N, 
Ichihara E, Yamane H, Tanimoto M, Kiura K (2013) Subpopula-
tion of small-cell lung cancer cells expressing CD133 and CD87 
show resistance to chemotherapy. Cancer Sci 104:78–84

 42. Qiu X, Wang Z, Li Y, Miao Y, Ren Y, Luan Y (2012) Characteri-
zation of sphere-forming cells with stem-like properties from the 
small cell lung cancer cell line H446. Cancer Lett 323:161–170

 43. Zhang Z, Zhou Y, Qian H, Shao G, Lu X, Chen Q, Sun X, Chen D, 
Yin R, Zhu H, Shao Q, Xu W (2013) Stemness and inducing dif-
ferentiation of small cell lung cancer NCI-H446 cells. Cell Death 
Dis 4:e633

 44. Heng WS, Pore M, Meijer C, Hiltermann TJN, Cheah SC, Gosens 
R, Kruyt FAE (2021) A unique small cell lung carcinoma disease 
progression model shows progressive accumulation of cancer 
stem cell properties and CD44 as a potential diagnostic marker. 
Lung Cancer 154:13–22

 45. Gonzalez S, Gonzalez-Rodriguez AP, Suarez-Alvarez B, Lopez-
Soto A, Huergo-Zapico L, Lopez-Larrea C (2011) Conceptual 
aspects of self and nonself discrimination. Self Nonself 2:19–25

 46. Jiang H, Chess L (2009) How the immune system achieves self-
nonself discrimination during adaptive immunity. Adv Immunol 
102:95–133

 47. Karasar P, Esendagli G (2014) T helper responses are maintained 
by basal-like breast cancer cells and confer to immune modula-
tion via upregulation of PD-1 ligands. Breast Cancer Res Treat 
145:605–614

 48. Yamane H, Isozaki H, Takeyama M, Ochi N, Kudo K, Honda Y, 
Yamagishi T, Kubo T, Kiura K, Takigawa N (2015) Programmed 
cell death protein 1 and programmed death-ligand 1 are expressed 
on the surface of some small-cell lung cancer lines. Am J Cancer 
Res 5:1553–1557

 49. Schalper KA, Carvajal-Hausdorf D, McLaughlin J, Altan M, Vel-
cheti V, Gaule P, Sanmamed MF, Chen L, Herbst RS, Rimm DL 
(2017) Differential expression and significance of pd-l1, ido-1, 
and b7–h4 in human lung cancer. Clin Cancer Res 23:370–378

 50. Theelen W, Kuilman T, Schulze K, Zou W, Krijgsman O, Peters 
D, Cornelissen S, Monkhorst K, Sarma P, Sumiyoshi T, Amler 
LC, Willems SM, Blaauwgeers JLG, van Noesel CJM, Peeper 
DS, van den Heuvel MM, Kowanetz M (2019) Absence of PD-L1 
expression on tumor cells in the context of an activated immune 
infiltrate may indicate impaired IFNgamma signaling in non-small 
cell lung cancer. PLoS One 14:e0216864

 51. Chen S, Crabill GA, Pritchard TS, McMiller TL, Wei P, Pardoll 
DM, Pan F, Topalian SL (2019) Mechanisms regulating PD-L1 
expression on tumor and immune cells. J Immunother Cancer 
7:305

 52. Ju X, Zhang H, Zhou Z, Wang Q (2020) Regulation of PD-L1 
expression in cancer and clinical implications in immunotherapy. 
Am J Cancer Res 10:1–11

 53. Loke P, Allison JP (2003) PD-L1 and PD-L2 are differentially 
regulated by Th1 and Th2 cells. Proc Natl Acad Sci U S A 
100:5336–5341

 54. Rozali EN, Hato SV, Robinson BW, Lake RA, Lesterhuis WJ 
(2012) Programmed death ligand 2 in cancer-induced immune 
suppression. Clin Dev Immunol 2012:656340

 55. Martin-Hijano L, Sainz B Jr (2020) The interactions between can-
cer stem cells and the innate interferon signaling pathway. Front 
Immunol 11:526

 56. Tanno T, Matsui W (2011) Development and maintenance of 
cancer stem cells under chronic inflammation. J Nippon Med Sch 
78:138–145

 57. Wherry EJ, Ha SJ, Kaech SM, Haining WN, Sarkar S, Kalia 
V, Subramaniam S, Blattman JN, Barber DL, Ahmed R (2007) 
Molecular signature of CD8+ T cell exhaustion during chronic 
viral infection. Immunity 27:670–684

 58. Odorizzi PM, Wherry EJ (2012) Inhibitory receptors on lympho-
cytes: insights from infections. J Immunol 188:2957–2965

 59. Krakauer T, Oppenheim JJ (1993) IL-1 and tumor necrosis factor-
alpha each up-regulate both the expression of IFN-gamma recep-
tors and enhance IFN-gamma-induced HLA-DR expression on 
human monocytes and a human monocytic cell line (THP-1). J 
Immunol 150:1205–1211

 60. Wang L, Guo XL (2016) Molecular regulation of galectin-3 
expression and therapeutic implication in cancer progression. 
Biomed Pharmacother 78:165–171

 61. Acharya N, Sabatos-Peyton C, Anderson AC (2020) Tim-3 finds 
its place in the cancer immunotherapy landscape. J Immunother 
Cancer 8:e000911

Publisher’s Note Springer Nature remains neutral with regard to 
jurisdictional claims in published maps and institutional affiliations.


	Small cell lung cancer stem cells display mesenchymal properties and exploit immune checkpoint pathways in activated cytotoxic T lymphocytes
	Abstract
	Introduction
	Materials and methods
	Cell culture and isolation of SCLC subpopulations
	Flow cytometry and FACS

	Cell differentiation assays
	Migration assay
	Polarization analysis
	Transcriptomic analyses with next generation sequencing (NGS)
	Co-cultures
	Flow cytometric proliferation analysis
	Multi-analyte ELISA array
	Tumor formation capacity of SCLC cells
	Immunohistochemistry
	Statistical analysis
	Results
	Stem-like SCLC populations are characterized with mesenchymal properties
	Cytotoxic T lymphocyte (CTL) responses are maintained by SCLC cells
	PD-1 ligands are highly upregulated by adherent SCLC populations in response to immune responses
	Activated T cells become prone to checkpoint inhibition by mesenchymal and stem-like SCLC subpopulations

	Discussion
	Conclusion
	References




