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Correction to:  Cancer Immunology, Immunotherapy  
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The original version of this article unfortunately contained 
a mistake. The gene names on Fig. 3C in the proofs were 
missing.

The corrected Fig. 3 is given in the following page.
The original article has been corrected.

Publisher’s Note Springer Nature remains neutral with regard to 
jurisdictional claims in published maps and institutional affiliations.

The original article can be found online at https ://doi.org/10.1007/
s0026 2-021-02879 -7.
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GO-term Description FDR

GO:0070887 Cellular response to 
chemical stimulus

1.01e-08

GO:0051552 Flavone metabolic process 1.05e-07

GO:0006629 Lipid metabolic process 3.76e-07

GO:0006109 Regulation of carbohydrate 
metabolic process

1.99e-06

GO:0031323 Regulation of cellular 
metabolic process

2.93e-06

GO:0030334 Regulation of cell migration 5.22e-06

GO:1904224 Negative regulation of 
glucuronosyltransferase 
activity

1.03e-05 

GO:0071345 Cellular response to 
cytokine stimulus

0.0039

Number of 
nodes: 23
Number of 
edges: 40
Average 
node 
degree: 3.48
Expected 
number of 
edges: 9
PPI 
enrichment 
p-value: 
2.84E-14
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Fig. 3  Functional gene enrichment analysis of differentially expressed 
genes in  CD8+ TILs in CRC diabetic versus nondiabetic patients. Dif-
ferentially expressed genes (up/downregulated) between CRC dia-
betic and nondiabetic patients were imported into DAVID platform 
for functional annotations. Bar plots for gene annotations based on 
GAD disease class and disease terms a. Venn diagrams for the sig-
nificantly upregulated and downregulated genes in  CD8+ TILs from 

CRC diabetic patients shared within different disease classes and 
terms b. Heatmap of Z-score for 23 down/upregulated genes, shared 
within the “Colorectal cancer”, and “Diabetes” disease terms, in CRC 
patients with diabetes c. Protein–protein interaction (PPI) network 
analysis of the 23 genes shared within “Colorectal cancer” and “Dia-
betes” disease terms, along with the Gene Ontology terms for each 
gene d 


	Correction to: Transcriptome of CD8+ tumor-infiltrating T cells: a link between diabetes and colorectal cancer
	Correction to: Cancer Immunology, Immunotherapy https:doi.org10.1007s00262-021-02879-7




