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Unfortunately, in the original publication of this article,
Figures 1a and 2 are incorrect. The correct figure is given
below:
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Fig. 1 SDS-PAGE analysis and molecular mass determination of oleate
hydratase from L. fusiformis. a SDS-PAGE stained with Coomassie blue
of the putative fatty acid hydratase from M. caseolyticus. Lane 1, molec-
ular mass marker proteins (95, 72, 55, 43, 34, and 26 kDa); lane 2, crude
extract; lane 3, purified putative fatty acid hydratase

The online version of the original article can be found at http://dx.doi.org/
10.1007/s00253-011-3805-2.
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Fig. 2 GC/MS spectrum of the
silylated hydroxy fatty acid
product obtained from oleic acid
and linoleic acid by the putative
fatty acid hydratase from L.
fusiformis. The enzymatic
silylated hydroxy fatty acid
product was identified as
10-hydroxystearic acid
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