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The original version of this article contained an erratum of
omission in the Acknowledgments section. The following text
should be added: “Dr. Garcia-Rodriguez is gratefully ac-
knowledged for collecting 15 out of the 21 sediments from
the rock basins, taking some basin measurements and the pho-
tographs shown in Fig. 1-Supplementary Material”. The cor-
responding author apologizes for this omission.

The online version of the original article can be found at https://doi.org/
10.1007/s00248-019-01463-y
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