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Abstract
Increasing interest has focussed on the possible role of alterations in the microbiome in the pathogenesis of metabolic disease, 
inflammatory disease, and osteoporosis. Here we examined the role of the microbiome in a preclinical model of osteoarthritis 
in mice subjected to destabilisation of medical meniscus (DMM). The intestinal microbiome was depleted by broad-spectrum 
antibiotics from 1 week before birth until the age of 6 weeks when mice were subjected reconstitution of the microbiome 
with faecal microbial transplant (FMT) followed by the administration of a mixture of probiotic strains Lacticaseibacillus 
paracasei 8700:2, Lactiplantibacillus plantarum HEAL9 and L. plantarum HEAL19 or vehicle. All mice were subjected 
to DMM at the age of 8 weeks. The severity of osteoarthritis was evaluated by histological analysis and effects on subchon-
dral bone were investigated by microCT analyses. The combination of FMT and probiotics significantly inhibited cartilage 
damage at the medial femoral condyle such that the OARSI score was 4.64 ± 0.32 (mean ± sem) in the FMT and probiotic 
group compared with 6.48 ± 0.53 in the FMT and vehicle group (p = 0.007). MicroCT analysis of epiphyseal bone from the 
femoral condyle showed that the probiotic group had higher BV/TV, increased Tb.Th, and moderately thicker subchondral 
bone plates than the control group. There was no difference between groups in joint inflammation or in serum concentrations 
of inflammatory cytokines and chemokines. We conclude that treatment with probiotics following FMT in mice where the 
microbiome has been depleted inhibits DMM-induced cartilage damage and impacts on the structure of subchondral bone 
particularly at the femoral condyle. While further studies are required to elucidate the mechanism of action, our research 
suggests that these probiotics may represent a novel intervention for the treatment of osteoarthritis.
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Introduction

Osteoarthritis (OA) is the most common cause of disabil-
ity in older people. The underlying cause is incompletely 
understood, and medical management is based on trying to 
control pain.

Over the past few years increasing interest has focussed 
on the role of the microbiome in the pathogenesis of vari-
ous diseases including inflammatory disease, osteoporo-
sis, and OA [1–3]. In 2018, Schott and colleagues showed 
that obesity-related dysbiosis of the gut microbiome leads 
to osteoarthritis of obesity [4]. A population-based cohort 
study, looking at the gut microbial composition of 1427 
participants showed that there was an association between 
composition of the gut microbiome, knee pain and evidence 
of knee inflammation as assessed by MRI [3]. Over recent 
years, numerous randomised clinical trials have been per-
formed to investigate the effects of probiotics in a variety of 
diseases, affecting the gastrointestinal system [5]. Addition-
ally, one randomised placebo-controlled trial reported that 
the probiotic Lactobacillus casei Shirota improved pain in 
patients with knee osteoarthritis [6]. There is pre-clinical 
evidence that probiotics have anti-inflammatory effects and 
protect against ovariectomy-induced bone loss [7] and that 
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they restore microbiome dysbiosis to protect bones from 
destruction in a rat model of rheumatoid arthritis [8].

To further evaluate the role of the microbiome the patho-
genesis of OA we investigated the effects of antibiotic 
induced ablation of the microbiome followed by reconstitu-
tion and the administration of probiotics in a mouse model 
where OA is surgically induced by destabilisation of the 
medial meniscus (DMM). The main aim of this study was to 
investigate whether ablation of the microbiome followed by 
microbiome reconstitution together with probiotics admin-
istration influence the development of OA.

Materials and Methods

Materials

Antibiotics were obtained from Sigma Aldrich (Dorset UK). 
PBS was obtained from Invitrogen (Paisley, UK). Probiot-
ics and glycerol were kindly provided by Probi AB (Lund, 
Sweden). The Immunology Multiplex Assay MILLIPLEX® 
Mouse Cytokine/Chemokine Magnetic Bead Panel was pur-
chased from Merck (UK).

Experimental Design

The experiment was carried out using 21 male C57BL/6 
mice, which were housed in groups of 3–5 per cage in path-
ogen-free rooms of a designated animal facility, at constant 
temperature, under a 12-h dark-to-light cycle with water and 
pelleted standard commercial diet made available ad libitum. 
An overview of the experimental design is shown in Fig. 1. 
The microbiome was disrupted in all mice by administration 
of antibiotics to the parent from 1 week before birth until 
weaning and subsequently by gavage in the offspring until 
the age of 6 weeks as previously described [9, 10]. This was 
achieved by administration of ampicillin in drinking water 
(1 g/L) from 1 week before birth until mice reached the age 
of 3 weeks. Subsequently, an antibiotic cocktail consisting of 
Vancomycin 5 mg/ml, Neomycin 10 mg/ml, Metronidazole 

10 mg/ml and Amphotericin B 0.1 mg/ml was administered 
daily by gavage for 3 weeks as previously described [10].

All mice were subjected to reconstitution of the intesti-
nal microbiome by faecal microbiota transplantation (FMT). 
This was achieved by administering faecal samples from 
healthy mice to the recipient mice [9]. The donor faecal 
samples were collected using aseptic technique and diluted 
1:10 in a 50% glycerol/PBS solution, frozen in liquid nitro-
gen and kept in – 80 °C until use. On the day of FMT, the 
faecal solution was thawed and diluted 1:5 in Glycerol/PBS 
and 150 mL was administered via oral gavage to each recipi-
ent mouse.

Probiotic Treatment

Following FMT, mice were treated with a mixture of 
probiotic strains Lacticaseibacillus paracasei 8700:2 
(DSM13434), Lactiplantibacillus plantarum HEAL9 (DSM 
15,312) and Lactiplantibacillus plantarum HEAL19 (DSM 
12,313) in equal amounts (n = 11), or vehicle (glycerol) 
(n = 10) for a period of 10 weeks. The probiotic or vehicle 
treatment began 2 weeks before destabilisation of medial 
meniscus (DMM) and continued for 8 weeks following 
surgery. The strains Lacticaseibacillus paracasei 8700:2 
(DSM13434), Lactiplantibacillus plantarum HEAL9 (DSM 
15,312) and Lactiplantibacillus plantarum HEAL19 (DSM 
12,313) were administered in drinking water at a concen-
tration of 109 colony-forming units (CFU)/ml. Water bot-
tles with probiotic mixture were changed daily. Although 
survival of the probiotic bacteria was not assessed in this 
experiment, evidence from other studies showed that their 
concentration in drinking water drops one log unit per day, 
to approximately 108 CFU/ml [7, 11].

Destabilisation of the Medial Meniscus

The mice were subjected to destabilisation of medial menis-
cus (DMM) as described by Glasson et al. [12]. Following 
general anaesthesia, the medial meniscotibial ligament of 
the knee was severed using a scalpel or 2 mm blade spring 
scissors, and the joint capsule and skin were subsequently 

Fig. 1   Overview of experimen-
tal design
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closed. Sham surgery was not performed on the contralateral 
knee based on animal welfare grounds since previous studies 
had shown no difference in OA scores between sham oper-
ated and non-operated knee joints using this model [12]. 
Mice were followed up for 8 weeks post DMM and sacri-
ficed at age 16 weeks by inhalation of carbon dioxide. The 
lower limbs were dissected, fixed for 24 h in 4% formalde-
hyde and then kept in ethanol (70% v/v) until further analy-
sis. Knee joints were then phenotyped for evidence of OA 
by MicroCT analysis to look for quantitative and qualitative 
changes in subchondral bone and by histological examina-
tion of cartilage with quantitation of severity according to 
the Osteoarthritis Research Society International (OARSI) 
guidelines [13].

Micro Computed Tomography

Analysis of periarticular bone was performed by micro-com-
puted tomography (microCT) using a Skyscan 1172 instru-
ment set at 60 kV and 167 mA, at a resolution of 5 μm. The 
regions of interest analysed were the subchondral trabecular 
bone situated within the tibial and femoral epiphysis and the 
subchondral bone plates of the tibial plateau and femoral 
condyle. MicroCT analyses were performed in the coronal 
plane. Following acquisition, the images were reconstructed 
using the Skyscan NRecon programme and analysed using 
the Skyscan CTAn software.

Histology and Assessment of OA Severity

Histological analysis was performed on fixed whole joints 
that had been decalcified in 10% formic acid for 1 week. 
The joints were then processed and embedded in paraffin 
wax according to standard techniques. A Leica microtome 
(Solms, Germany) was used to take 7 μm coronal sections 
through the entire joint at 45 μm intervals, yielding 10–13 
different levels. Sections were then stained with Safranin-O 
and Haematoxylin according to standard techniques. His-
tological evaluation of the severity of osteoarthritis and 
inflammation was performed by two observers blinded to 
intervention according to the OARSI scoring system [13] 
and the semi-quantitative synovitis scoring system [14], 
respectively.

Reproducibility of the OARSI scoring system yielded an 
interobserver kappa coefficient of 0.66, which is considered 
substantial. Reproducibility of the synovitis/inflammation 
scoring system yielded a kappa coefficient of 0.86, which is 
considered almost perfect agreement [15].

The OA scores were generated separately from the medial 
tibial plateau (MTP), the medial femoral condyle (MFC), 
the lateral tibial plateau (LTP) and lateral femoral condyle 
(LFC) for each section evaluated. The severity of OA was 
expressed as summed scores at each site of the joint for all 

the sections evaluated. Scores for three parameters at the 
medial compartments of the knee joints, pannus formation, 
thickening of the synovial membrane (synovial hyperpla-
sia), and sub-synovial hyperplasia, were generated for all 
the sections evaluated. The synovitis/inflammation severity 
was expressed as the average of summed scores of the three 
parameters across all sections evaluated.

Multiplex Cytokine Bead Array Assay

Samples of mouse serum were diluted 1:3 in assay buffer 
and analysed by MILLIPLEX® MAP Mouse Cytokine/
Chemokine Magnetic Bead Panel (MCYTMAG70P-
MX25BK, Merck Millipore), following the manufacturer’s 
instructions. Briefly, the wells of the 96 well plate kit were 
filled in duplicate with 25 µl each of standards, control, and 
the samples. This followed by the addition of 25 µl beads to 
each well. The beads used were pre-coated with monoclonal 
antibodies specific for a single cytokine or chemokine and 
were internally labelled with fluorescent dyes. The plate was 
incubated overnight (2–8 °C) followed by removal of con-
tents from the wells and rinsed twice with buffer to remove 
the unbound proteins. Next, 25 µl of biotinylated detection 
antibodies were added in each well and incubated for an hour 
at room temperature followed by 30 min at room temperature 
following the addition of 25 µl streptavidin–phycoerythrin 
(Strep-PE). Finally, after washing the unbound proteins, the 
wells were filled with sheath fluids (150 µl). The plate was 
run under Luminex® 200™ system to measure the concen-
tration of cytokines/chemokines in mouse serum. The data 
were saved and analysed for Median Fluorescent Intensity 
(MFI) using a 5-parameter logistic curve-fitting method.

Statistical Analysis and Sample Size

Statistical analyses were performed using IBM SPSS Sta-
tistics, version 25 (Armonk, NY). Required sample size to 
provide 85% power to detect a 1.2 standard deviation dif-
ference in severity of osteoarthritis between two treatment 
groups was calculated using G*Power 3.1.9.7 [16]. The 
inter-observer agreement between the OARSI scores of AS 
and ES was assessed by calculating the kappa coefficient. 
For all experiments we determined if the data were normally 
distributed by calculating skewness and kurtosis. For data 
that were normally distributed, between-group comparisons 
were performed by independent-samples T test analysis. For 
data that were not normally distributed, comparisons were 
performed using the Mann–Whitney U test. Unless other-
wise stated the values shown are the mean and standard error 
of mean (SEM). The significance level was set at p ≤ 0.05 
for individual experiments, except for the multiplex cytokine 
bead serum array where the significance level was adjusted 
to p = 0.002 to take account of multiple testing.
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Results

Effect of Microbiome Depletion and Probiotics 
on Cartilage Damage

There was no significant difference in OARSI cartilage dam-
age scores for medial tibial plateau (MTP) or lateral tibial 
plateau (LTP) between the groups (Fig. 2). The OARSI 
scores at the medial femoral condyle (MFC) were signifi-
cantly lower in mice who had undergone FMT and received 
probiotics treatment compared to the control group (FMT 
only). Values for OARSI scores with probiotics treatment 
were (mean ± sem) 4.64 ± 0.32 compared to 6.48 ± 0.53 in 
mice with vehicle treatment, representing a percentage dif-
ference of 28.4 ± 5.0% (p = 0.007) (Fig. 2).

Representative images of cartilage damage at the MFC of 
DMM-operated joints in the two treatment groups are shown 
in Fig. 2B and C. The image from a mouse randomised to 
vehicle treatment shows a score of 2 with clefts immediately 
below the superficial layer (Panel B) and the image from a 
mouse randomised to probiotics treatment shows a score of 

1, with only superficial cartilage surface fibrillations evident 
(Panel C).

Effect of Microbiome Depletion and Probiotics 
on Subchondral Bone

The effects of the interventions on femoral subchondral 
bone are summarized in Table 1 and shown graphically 
in Fig. 3. In the DMM operated knee, trabecular bone 
volume (BV/TV) and trabecular thickness (Tb.Th) were 
both significantly higher in the FMT and probiotics group 
compared with the control group (Fig. 3A and B). In keep-
ing with this, trabecular pattern factor (Tb.Pf) was sig-
nificantly lower in the probiotics group compared with 
the control group (Table 1). The same findings were also 
observed in the un-operated knee (Fig. 3 and Table 1). The 
lateral plate thickness of subchondral bone was also higher 
in the probiotics group compared to the control group in 
the DMM operated knee but not in the un-operated knee 
(Table 1).

Fig. 2   Probiotics reduce cartilage damage at the medial femoral con-
dyle. A Cartilage damage scores assessed by the OARSI system at the 
Medial Femoral Condyle (MFC); the Medial Tibial Plateau (MTP); 
the Lateral Femoral Condyle (LFC); and the Lateral Tibial Plateau 
(LTP) of DMM-operated knee joints from two different treatment 
groups, vehicle (n = 10) and probiotics (n = 11). The results here are 
the sum of all OA scores across the knee joints. Each horizontal line 
indicates the mean value for each respective joint site and the cir-

cles represent individual values (*p < 0.007 between groups). B and 
C Representative photomicrograph from the medial femoral condyle 
(MFC) of DMM-operated knee joints in mice from the two differ-
ent treatment groups. B shows the MFC with a score of two from 
a mouse in the vehicle treatment group with a vertical cleft in the 
superficial layer of cartilage (arrow). C shows the MFC with a score 
of one from a mouse in the probiotic treatment group. There are small 
cartilage surface fibrillations without cartilage loss
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The results of MicroCT analysis of tibial subchondral 
bone are shown in supplementary Table 1. The findings 
in tibial subchondral bone were similar to those in femo-
ral subchondral bone with higher values for BV/TV and 
Tb.Th and lower values for Tb.Pf in the FMT and probiot-
ics group compared with the control group. However, the 
differences were significant only for the un-operated knee 
(Supplementary Table 1). Medial plate thickness was sig-
nificantly higher in the probiotics group compared with the 
vehicle group in both the DMM operated and non-operated 
knees, whereas lateral plate thickness was significantly 
higher only in the un-operated knees.

Effect of Microbiome Depletion and Probiotics 
on Joint Inflammation Scores

Inflammation scores were very low in both treatment 
groups with no significant difference between the groups 
in the DMM operated knees (Supplementary Fig. 1).

Effect of Microbiome and Probiotics on Circulating 
Inflammatory Cytokines

Analysis of serum samples by the MILLIPLEX® MAP 
Mouse Cytokine/Chemokine Magnetic Bead Panel showed 
no clear differences across the two intervention groups (Sup-
plementary Table 2).

Discussion

The gut microbiome consists of 500–1000 different species 
of micro-organisms which collectively express at least 100-
fold more genes than are present the human genome [17]. 
There is accumulating evidence that disturbances to the gut 

microbiota contribute to a wide range of inflammatory and 
metabolic diseases [18]. Over recent years there has been 
an increasing interest on the role of the microbiome in the 
pathogenesis of bone and joint disease [19]. For example, 
a study by Schott et al. showed that obesity-related dysbio-
sis of the gut microbiome leads to osteoarthritis of obesity, 
in association with chronic low-grade systemic inflamma-
tion [4]. Furthermore, a 16S rRNA gene sequencing profil-
ing study of stool microbiomes by Wang and colleagues, 
identified seven biomarkers which were associated with an 
increased risk of OA in overweight individuals [20].

An observational study by Boer et al., looking at the gut 
microbial composition of 1427 participants, showed that the 
composition of the gastrointestinal microbiome was associ-
ated with knee pain and low-grade inflammation of the knee 
that was independent of obesity [3]. Similarly, a popula-
tion-based study by Wei et al. showed that alterations in the 
composition of the gut microbiome were associated with 
prevalent symptomatic hand OA [21] and a case–control 
study by Chen et al. reported that elderly females with OA 
had significant alterations in the gut microbial composition 
and function compared to controls [22].

It has previously been reported that administration of Lac-
tobacillus acidophilus can reduce the levels of pro-inflam-
matory cytokines, reduce pain, and improve histopathologic 
scores in the monoiodoacetate (MIA) experimental model of 
OA [23], and that Lacticaseibacillus rhamnosus ameliorates 
OA progression by inhibiting joint pain and inflammation 
[24]. Improvement of OA symptoms have also been reported 
with probiotics in clinical studies. A randomised double-
blind, placebo-controlled clinical trial assessing the effect 
of Lacticaseibacillus casei Shirota (LcS) in patients with 
knee osteoarthritis reported that knee pain improved and cir-
culating levels of C-reactive protein decreased, leading the 
authors to conclude that LcS consumption could improve the 
outcome of knee OA, by reducing inflammatory responses 
[6].

Table 1   MicroCT analysis of 
femoral subchondral bone from 
DMM-operated and un-operated 
knee joints of mice subjected 
to vehicle (n = 10) or probiotics 
(n = 11) treatment

mCT microCT, BV/TV trabecular bone volume, Tb.Th trabecular thickness, Tb.N trabecular number, Tb.
Sp trabecular separation, Tb.Pf trabecular pattern factor. Values are mean ± SEM. *p < 0.05; **p < 0.01; 
***p < 0.05 vs. vehicle

DMM knee Un-operated knee

mCT parameter Vehicle Probiotics Vehicle Probiotics

BV/TV (%) 28.4 ± 1.1 32.8 ± 1.0* 29.2 ± 1.0 32.4 ± 0.7*
Tb.Th (μm) 57.0 ± 1.2 63.2 ± 1.2*** 57.7 ± 1.2 62.6 ± 0.7***
Tb.N (1/mm) 5.0 ± 0.1 5.2 ± 0.1 5.1 ± 0.1 5.2 ± 0.1
Tb.Sp (μm) 183.1 ± 5.3 179.7 ± 3.7 187.0 ± 3.0 180.8 ± 3.1
Tb.Pf (1/mm) 7.2 ± 0.6 4.6 ± 0.6** 6.0 ± 0.7 4.0 ± 0.6*
Medial plate thickness (μm) 95.5 ± 3.4 101.6 ± 2.8 93.8 ± 4.0 95.6 ± 1.7
Lateral plate thickness (μm) 114.4 ± 2.8 125.4 ± 2.4** 118.8 ± 2.5 111.3 ± 4.0
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Here we examined the role of the microbiome in the 
development of a preclinical model of knee OA [12] 
and also assessed whether administration of probiotics 
could influence this process. We chose the destabilisa-
tion of medial meniscus (DMM) model of OA because 
this is thought to reflect the OA that results from knee 
injury in humans [25]. Our results indicate that the gut 
microbiome may contribute to the pathogenesis of OA in 
this model. We found that reconstitution of the microbi-
ome coupled with administration of probiotics protected 
against cartilage damage due to osteoarthritis at the medial 
femoral condyle compartment of the joint. These effects 
were accompanied by changes in subchondral bone, also 
most marked at the femoral condyle where trabecular 
bone volume, trabecular thickness and subchondral plate 
thickness were higher in the probiotics group compared 
with the control group. Similar changes were observed 
in tibial compartment, but these were less marked than at 
the distal femur and were most evident in the un-operated 
knee. While no significant differences between groups 
were observed in other joint compartments, this is not 

unexpected given that OA starts as a focal disease which 
in this case was closest to the medial site of mechanical 
destabilisation.

Interestingly, DMM did not cause subchondral bone 
alterations commonly associated with osteoarthritis, such 
as thickening of the subchondral bone plate or increased 
BV/TV in the subchondral region [26]. The reason for this is 
unclear but could be related to the intestinal dysbiosis cause 
by the antibiotic treatment which preceded DMM, and which 
has been reported to cause uncoupling of osteoclastic and 
osteoblastic activity, leading to reduced trabecular bone vol-
ume [27]. It was of interest however, that probiotic treatment 
increased subchondral trabecular bone volume, trabecular 
thickness and subchondral plate thickness whether or not 
DMM had been performed.

Previous studies have suggested that the beneficial effects 
of probiotics in knee OA might be due to suppression of 
inflammation [6, 28], but we found no clear evidence to 
support this. Histological assessment showed that there was 
very little inflammatory response with average scores for 
each parameter less than one with no differences between 

Fig. 3   Probiotics increase femoral epiphyseal trabecular bone vol-
ume and trabecular thickness. A Femoral epiphyseal trabecular bone 
volume (BV/TV, %) in DMM operated and un-operated knee joints 
in the two different treatment groups, vehicle (n = 10) and probiotics 
(n = 11). B Femoral trabecular thickness (Tb.Th, μm) from the same 
experiment. Each horizontal line in A and B indicates the mean value 
for each respective treatment group and the circles represent indi-

vidual values. *p < 0.05; **p < 0.01; ***p < 0.005, between groups. C 
Representative microCT image from a DMM operated mouse in the 
vehicle group. D representative microCT image from a DMM oper-
ated mouse in the probiotics group. The trabecular thickness in sub-
chondral bone is noticeably greater in the probiotics-treated animal 
versus the vehicle-treated animal (yellow arrows)
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the groups. Consistent with this, no significant difference 
between groups was observed in circulating concentrations 
of inflammatory cytokines and chemokines. It is likely that 
the lack of differences may be due to the fact that OA asso-
ciated with DMM is mainly due to biomechanical factors 
as opposed to low grade joint inflammation. In this regard 
it should be noted that while biomechanical instability can 
cause OA, it is a multifactorial disease in which other factors 
are also operative including the effects of genetic predispo-
sition [29] and adipokines released from fat tissue in obese 
individuals [30].

The positive effects of probiotics on subchondral bone 
are of interest in the light of previous studies by Li and col-
leagues who found that, twice-weekly probiotic supplemen-
tation of the indigenous microbiota of sex-steroid deficient 
mice with Lacticaseibacillus rhamnosus provided protec-
tion against bone loss, whereas supplementation with a non-
probiotic strain of Escherichia coli did not [31]. The same 
group of investigators reported that butyrate produced by 
the intestinal microbiota was required for bone formation 
induced by parathyroid hormone [32]. Others have impli-
cated IGF1 as another factor produced by the microbiota 
which may enhance bone formation [33].

The molecular mechanisms by which supplementation 
with the probiotic strains used in this study protected against 
the development of cartilage damage and modified subchon-
dral bone are at present unclear and more research will be 
required to explore the pathways responsible. Despite this 
caveat, the novel findings presented here indicate that pro-
biotics have the potential to exert a disease modifying effect 
in OA and indicate the need for further studies in preclinical 
models and clinically to explore the therapeutic potential of 
this intervention in a disease that currently has no effective 
treatment options.
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tary material available at https://​doi.​org/​10.​1007/​s00223-​022-​01030-7.

Conflict of interest  Professor Ralston reports funding to his institution 
from Abbvie, Alexion, Amgen, Bristol Myers Squibb, Cellgene, Jans-
sen-Cilag, Kyowa Kirin, Novartis, Pfizer, Sanofi-Genzyme, Sandoz, 
UCB, and Thornton and Ross; and research funding to his institution 
from Astra Zeneca and UCB, outside the submitted work. Dr Sopho-
cleous and Professor Ralston are inventors of a patent concerning the 
use of probiotics in the treatment of osteoarthritis in mammals filed 
by Probi AB (WO2020212528). The other authors report no conflicts 
of interest.

Human and Animal rights and informed consent  All animal experi-
ments were approved by the Animal Welfare and Ethical Review Body 
of the University of Edinburgh and were conducted in accordance with 
the UK Animals (Scientific Procedures) Act 1986.

Open Access  This article is licensed under a Creative Commons Attri-
bution 4.0 International License, which permits use, sharing, adapta-
tion, distribution and reproduction in any medium or format, as long 
as you give appropriate credit to the original author(s) and the source, 

provide a link to the Creative Commons licence, and indicate if changes 
were made. The images or other third party material in this article are 
included in the article's Creative Commons licence, unless indicated 
otherwise in a credit line to the material. If material is not included in 
the article's Creative Commons licence and your intended use is not 
permitted by statutory regulation or exceeds the permitted use, you will 
need to obtain permission directly from the copyright holder. To view a 
copy of this licence, visit http://​creat​iveco​mmons.​org/​licen​ses/​by/4.​0/.

References

	 1.	 Slingerland AE, Schwabkey Z, Wiesnoski DH, Jenq RR (2017) 
Clinical evidence for the microbiome in inflammatory diseases. 
Front Immunol 8:400

	 2.	 Hernandez CJ, Guss JD, Luna M, Goldring SR (2016) 
Links between the microbiome and bone. J Bone Miner Res 
31:1638–1646

	 3.	 Boer CG, Radjabzadeh D, Medina-Gomez C et al (2019) Intes-
tinal microbiome composition and its relation to joint pain and 
inflammation. Nat Commun 10:4881. https://​doi.​org/​10.​1038/​
s41467-​019-​12873-4

	 4.	 Schott EM, Farnsworth CW, Grier A et al (2018) Targeting the 
gut microbiome to treat the osteoarthritis of obesity. JCI insight 
3:e95997. https://​doi.​org/​10.​1172/​jci.​insig​ht.​95997

	 5.	 Brüssow H (2019) Probiotics and prebiotics in clinical tests: an 
update. Research 8:1157

	 6.	 Lei M, Guo C, Wang D et al (2017) The effect of probiotic 
Lactobacillus casei Shirota on knee osteoarthritis: a randomised 
double-blind, placebo-controlled clinical trial. Benef Microbes 
8:697–703. https://​doi.​org/​10.​3920/​BM2016.​0207

	 7.	 Ohlsson C, Engdahl C, Fak F et al (2014) Probiotics protect 
mice from ovariectomy-induced cortical bone loss. PLoS ONE 
9:e92368. https://​doi.​org/​10.​1371/​journ​al.​pone.​00923​68

	 8.	 Pan H, Guo R, Ju Y et al (2019) A single bacterium restores the 
microbiome dysbiosis to protect bones from destruction in a rat 
model of rheumatoid arthritis. Microbiome 7:107. https://​doi.​
org/​10.​1186/​s40168-​019-​0719-1

	 9.	 Ellekilde M, Selfjord E, Larsen CS et al (2014) Transfer of gut 
microbiota from lean and obese mice to antibiotic-treated mice. 
Sci Rep 4:5922. https://​doi.​org/​10.​1038/​srep0​5922

	10.	 Reikvam DH, Erofeev A, Sandvik A et al (2011) Depletion of 
murine intestinal microbiota: effects on gut mucosa and epithe-
lial gene expression. PLoS ONE 6:e17996. https://​doi.​org/​10.​
1371/​journ​al.​pone.​00179​96

	11.	 Ohlsson C, Lawenius L, Andersson A et al (2021) Mild stimula-
tory effect of a probiotic mix on bone mass when treatment is 
initiated 1.5 weeks after ovariectomy in mice. Am J Physiol—
Endocrinol Metab 320:E591–E597. https://​doi.​org/​10.​1152/​
AJPEN​DO.​00412.​2020

	12.	 Glasson SS, Blanchet TJ, Morris EA (2007) The surgical desta-
bilization of the medial meniscus (DMM) model of osteoarthri-
tis in the 129/SvEv mouse. Osteoarthr Cartil 15:1061–1069. 
https://​doi.​org/​10.​1016/j.​joca.​2007.​03.​006

	13.	 Glasson SS, Chambers MG, Van Den Berg WB, Little CB 
(2010) The OARSI histopathology initiative—recommenda-
tions for histological assessments of osteoarthritis in the mouse. 
Osteoarthr Cartil 18:S17–S23. https://​doi.​org/​10.​1016/j.​joca.​
2010.​05.​025

	14.	 Jackson MT, Moradi B, Zaki S et al (2014) Depletion of protease-
activated receptor 2 but not protease-activated receptor 1 may 
confer protection against osteoarthritis in mice through extracarti-
laginous mechanisms. Arthritis Rheumatol 66:3337–3348. https://​
doi.​org/​10.​1002/​art.​38876

https://doi.org/10.1007/s00223-022-01030-7
http://creativecommons.org/licenses/by/4.0/
https://doi.org/10.1038/s41467-019-12873-4
https://doi.org/10.1038/s41467-019-12873-4
https://doi.org/10.1172/jci.insight.95997
https://doi.org/10.3920/BM2016.0207
https://doi.org/10.1371/journal.pone.0092368
https://doi.org/10.1186/s40168-019-0719-1
https://doi.org/10.1186/s40168-019-0719-1
https://doi.org/10.1038/srep05922
https://doi.org/10.1371/journal.pone.0017996
https://doi.org/10.1371/journal.pone.0017996
https://doi.org/10.1152/AJPENDO.00412.2020
https://doi.org/10.1152/AJPENDO.00412.2020
https://doi.org/10.1016/j.joca.2007.03.006
https://doi.org/10.1016/j.joca.2010.05.025
https://doi.org/10.1016/j.joca.2010.05.025
https://doi.org/10.1002/art.38876
https://doi.org/10.1002/art.38876


73Probiotics Inhibit Cartilage Damage and Progression of Osteoarthritis in Mice﻿	

1 3

	15.	 Landis JR, Koch GG (1977) The measurement of observer agree-
ment for categorical data. Biometrics 33:159. https://​doi.​org/​10.​
2307/​25293​10

	16.	 Faul F, Erdfelder E, Lang AG, Buchner A (2007) G*Power 3: a 
flexible statistical power analysis program for the social, behavio-
ral, and biomedical sciences. Behav Res Methods 39(2):175–191

	17.	 Gilbert JA, Blaser MJ, Caporaso JG et al (2018) Current under-
standing of the human microbiome. Nat Med 24:392–400. https://​
doi.​org/​10.​1038/​nm.​4517

	18.	 Shivaji S (2017) We are not alone: a case for the human microbi-
ome in extra intestinal diseases. Gut Pathog 9:13

	19.	 Cronin O, Lanham-New SA, Corfe BM et al (2022) Role of the 
microbiome in regulating bone metabolism and susceptibility to 
osteoporosis. Calcif Tissue Int 110:273–284. https://​doi.​org/​10.​
1007/​s00223-​021-​00924-2

	20.	 Wang Z, Zhu H, Jiang Q, Zhu YZ (2021) The gut microbiome as 
non-invasive biomarkers for identifying overweight people at risk 
for osteoarthritis. Microb Pathog 157:104976. https://​doi.​org/​10.​
1016/j.​micpa​th.​2021.​104976

	21.	 Wei J, Zhang C, Zhang Y et al (2021) Association between gut 
microbiota and symptomatic hand osteoarthritis: data from the 
Xiangya osteoarthritis study. Arthritis Rheumatol 73:1656–1662. 
https://​doi.​org/​10.​1002/​art.​41729

	22.	 Chen J, Wang A, Wang Q (2021) Dysbiosis of the gut microbi-
ome is a risk factor for osteoarthritis in older female adults: a 
case control study. BMC Bioinformatics. https://​doi.​org/​10.​1186/​
s12859-​021-​04199-0

	23.	 Lee SH, Kwon JY, Jhun JY et al (2018) Lactobacillus acidophilus 
ameliorates pain and cartilage degradation in experimental osteo-
arthritis. Immunol Lett 203:6–14. https://​doi.​org/​10.​1016/j.​imlet.​
2018.​07.​003

	24.	 Jhun J, Cho KH, Lee DH et al (2021) Oral administration of Lac-
tobacillus rhamnosus ameliorates the progression of osteoarthritis 
by inhibiting joint pain and inflammation. Cells 10:1057. https://​
doi.​org/​10.​3390/​cells​10051​057

	25.	 Fang H, Beier F (2014) Mouse models of osteoarthritis: mod-
elling risk factors and assessing outcomes. Nat Rev Rheumatol 
10:413–421

	26.	 Kim BJ, Choi BH, Jin LH et al (2013) Comparison between 
subchondral bone change and cartilage degeneration in colla-
genase- and DMM-induced osteoarthritis (OA) models in mice. 
Tissue Eng Regen Med 10:211–217. https://​doi.​org/​10.​1007/​
s13770-​013-​0008-1

	27.	 Schepper JD, Collins FL, Rios-Arce ND et al (2019) Probiotic 
Lactobacillus reuteri prevents postantibiotic bone loss by reduc-
ing intestinal dysbiosis and preventing barrier disruption. J Bone 
Miner Res 34:681–698. https://​doi.​org/​10.​1002/​jbmr.​3635

	28.	 So JS, Song MK, Kwon HK et al (2011) Lactobacillus casei 
enhances type II collagen/glucosamine-mediated suppression of 
inflammatory responses in experimental osteoarthritis. Life Sci 
88:358–366. https://​doi.​org/​10.​1016/j.​lfs.​2010.​12.​013

	29.	 Wilkinson JM, Zeggini E (2021) The genetic epidemiology of 
joint shape and the development of osteoarthritis. Calcif Tissue 
Int 109:257–276

	30.	 Azamar-Llamas D, Hernández-Molina G, Ramos-Ávalos B, Furu-
zawa-Carballeda J (2017) Adipokine contribution to the pathogen-
esis of osteoarthritis. Mediators Inflamm 2017:5468023

	31.	 Li JY, Chassaing B, Tyagi AM et al (2016) Sex steroid deficiency-
associated bone loss is microbiota dependent and prevented by 
probiotics. J Clin Invest 126:2049–2063. https://​doi.​org/​10.​1172/​
JCI86​062

	32.	 Li JY, Yu M, Pal S et al (2020) Parathyroid hormone-dependent 
bone formation requires butyrate production by intestinal micro-
biota. J Clin Invest 130:1767–1781. https://​doi.​org/​10.​1172/​JCI13​
3473

	33.	 Yan J, Herzog JW, Tsang K et al (2016) Gut microbiota induce 
IGF-1 and promote bone formation and growth. Proc Natl Acad 
Sci USA 113:E7554–E7563. https://​doi.​org/​10.​1073/​pnas.​16072​
35113

Publisher's Note  Springer Nature remains neutral with regard to 
jurisdictional claims in published maps and institutional affiliations.

https://doi.org/10.2307/2529310
https://doi.org/10.2307/2529310
https://doi.org/10.1038/nm.4517
https://doi.org/10.1038/nm.4517
https://doi.org/10.1007/s00223-021-00924-2
https://doi.org/10.1007/s00223-021-00924-2
https://doi.org/10.1016/j.micpath.2021.104976
https://doi.org/10.1016/j.micpath.2021.104976
https://doi.org/10.1002/art.41729
https://doi.org/10.1186/s12859-021-04199-0
https://doi.org/10.1186/s12859-021-04199-0
https://doi.org/10.1016/j.imlet.2018.07.003
https://doi.org/10.1016/j.imlet.2018.07.003
https://doi.org/10.3390/cells10051057
https://doi.org/10.3390/cells10051057
https://doi.org/10.1007/s13770-013-0008-1
https://doi.org/10.1007/s13770-013-0008-1
https://doi.org/10.1002/jbmr.3635
https://doi.org/10.1016/j.lfs.2010.12.013
https://doi.org/10.1172/JCI86062
https://doi.org/10.1172/JCI86062
https://doi.org/10.1172/JCI133473
https://doi.org/10.1172/JCI133473
https://doi.org/10.1073/pnas.1607235113
https://doi.org/10.1073/pnas.1607235113

	Probiotics Inhibit Cartilage Damage and Progression of Osteoarthritis in Mice
	Abstract
	Introduction
	Materials and Methods
	Materials
	Experimental Design
	Probiotic Treatment
	Destabilisation of the Medial Meniscus
	Micro Computed Tomography
	Histology and Assessment of OA Severity
	Multiplex Cytokine Bead Array Assay
	Statistical Analysis and Sample Size

	Results
	Effect of Microbiome Depletion and Probiotics on Cartilage Damage
	Effect of Microbiome Depletion and Probiotics on Subchondral Bone
	Effect of Microbiome Depletion and Probiotics on Joint Inflammation Scores
	Effect of Microbiome and Probiotics on Circulating Inflammatory Cytokines

	Discussion
	References




