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Correction: Theoretical and Applied Genetics (2021)
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The original version of this article omitted to include infor-
mation about a co-author. The co-author James Lui-King
should have been listed among the authors of the manu-
script and in the author contribution statement. Also, the
Monsanto Beachell-Borlaug International Scholars Program
(MBBISP) should have been mentioned under Funding
information. The original article has been corrected accord-
ingly. The corrected statements are given below.
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The original article can be found online at https://doi.org/10.1007/
s00122-021-03909-9.

P< Matthias Wissuwa
wissuwa@affrc.go.jp

Department of Agricultural and Environmental Biology,
Graduate School of Agricultural and Life Sciences, The
University of Tokyo, 1-1-1 Yayoi, Bunkyo, Tokyo 113-8657,
Japan

International Program in Agricultural Development Studies,
Graduate School of Agricultural and Life Sciences, The
University of Tokyo, 1-1-1 Yayoi, Bunkyo, Tokyo 113-8657,
Japan

Crop, Livestock and Environment Division, Japan
International Research Center for Agricultural Sciences
(JIRCAS), 1-1 Ohwashi, Tsukuba, Ibaraki 305-8686, Japan

Rice Research Department, The National Center
for Applied Research On Rural Development (FOFIFA),
Antananarivo 101, Madagascar

Published online: 10 May 2024

Authors thank the IRRI gene bank for providing seeds of accessions
used.

Author Contribution statement RT, JLK and MW designed the study.
RT and MW wrote the manuscript, RT implemented the GP model,
RT, HI and MW discussed results, HKK processed SNP data, and JLK,
STM, MR, HNR, JPT conducted field experiments and collected and
summarized all data.

Funding This research was supported by the Science and Technology
Research Partnership for Sustainable Development (SATREPS), Japan
Science and Technology Agency (JST)/Japan International Cooperation
Agency (JICA)—Grant No. JPMJSA 1608 and the Monsanto Beachell-
Borlaug International Scholars Program (MBBISP).

Open Access This article is licensed under a Creative Commons Attri-
bution 4.0 International License, which permits use, sharing, adapta-
tion, distribution and reproduction in any medium or format, as long
as you give appropriate credit to the original author(s) and the source,
provide a link to the Creative Commons licence, and indicate if changes
were made. The images or other third party material in this article are
included in the article's Creative Commons licence, unless indicated
otherwise in a credit line to the material. If material is not included in
the article's Creative Commons licence and your intended use is not
permitted by statutory regulation or exceeds the permitted use, you will
need to obtain permission directly from the copyright holder. To view a
copy of this licence, visit http://creativecommons.org/licenses/by/4.0/.

Publisher's Note Springer Nature remains neutral with regard to
jurisdictional claims in published maps and institutional affiliations.

@ Springer


http://crossmark.crossref.org/dialog/?doi=10.1007/s00122-024-04622-z&domain=pdf
http://orcid.org/0000-0003-3505-9398
https://doi.org/10.1007/s00122-021-03909-9
https://doi.org/10.1007/s00122-021-03909-9
http://creativecommons.org/licenses/by/4.0/
https://doi.org/10.1007/s00122-021-03909-9
https://doi.org/10.1007/s00122-021-03909-9

	Correction: From gene banks to farmer’s fields: using genomic selection to identify donors for a breeding program in rice to close the yield gap on smallholder farms
	Acknowledgements 


