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Correction to: Theor Appl Genet (2017) 130:
1569-1585
DOI 10.1007/s00122-017-2911-7

The article “Incorporating pleiotropic quantitative trait loci
in dissection of complex traits: seed yield in rapeseed as an
example”, written by J. Zou et al, was originally published
Online First without open access. After publication in vol-
ume 130, issue 8, page 1569-1585 the author decided to
opt for Open Choice and to make the article an open access
publication. Therefore, the copyright of the article has been
changed to © The Author(s) 2017 and the article is forth-
with distributed under the terms of the Creative Commons

The online version of the original article can be found under
doi:10.1007/s00122-017-2911-7.

>< Jun Zou
zoujun@mail.hzau.edu.cn
Ziliang Luo
ziliangluo @ webmail.hzau.edu.cn

Meng Wang
wm1l7@webmail.hzau.edu.cn

Yan Long
longyan@caas.cn

Yongju Huang
y.huang8 @herts.ac.uk

Lei Shi
leish@mail.hzau.edu.cn

Chunyu Zhang
zhchy @mail.hzau.edu.cn

Xiang Liu
xiang_liu@hotmail.com

Bruce D. L. Fitt
b.fitt@herts.ac.uk

Attribution 4.0 International License http://creativecom-
mons.org/licenses/by/4.0/), which permits use, duplication,
adaptation, distribution and reproduction in any medium or
format, as long as you give appropriate credit to the original
author(s) and the source, provide a link to the Creative Com-
mons license, and indicate if changes were made.

Jinxia Xiang
1421906806 @qq.com

Annaliese S. Mason
annaliese.mason @agrar.uni-giessen.de

Rod J. Snowdon
rod.snowdon @agrar.uni-giessen.de

Peifa Liu
liupeifa@webmail.hzau.edu.cn

Jinling Meng
jmeng@mail.hzau.edu.cn

National Key Laboratory of Crop Genetic Improvement,
Huazhong Agricultural University, Wuhan 430070, China

School of Life and Medical Sciences, University
of Hertfordshire, Hatfield, Hertfordshire AL10 9AB, UK

Department of Plant Breeding, IFZ Research Centre
for Biosystems, Land Use and Nutrition Justus Liebig
University, Heinrich-Buff-Ring 26-32, 35392 Giessen,
Germany

@ Springer


http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/
http://crossmark.crossref.org/dialog/?doi=10.1007/s00122-017-3005-2&domain=pdf
https://doi.org/10.1007/s00122-017-2911-7

	Correction to: Incorporating pleiotropic quantitative trait loci in dissection of complex traits: seed yield in rapeseed as an example
	Correction to: Theor Appl Genet (2017) 130:1569–1585 DOI 10.1007s00122-017-2911-7




