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Due to a technical error, in the print version of Theor
Appl Genet (2004) 108:217-224, the peaks from the
microsatellite analyses in Fig. 3 were not visible. The
correct reproduction of Fig. 3 is presented below.

The online version of the original article can be found at http://
dx.doi.org/10.1007/s00122-003-1431-9
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Fig. 3 Segregation of the STM1051 microsatellite marker alleles in
tetraploid potato. USDA X96-56 and Kennebec are highly suscep-
tible while Russette and USDA 41956 are genotypes resistant to
Verticillium dahliae


