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Erratum

In the September 2002 issue of CMLS, a printing error occurred concerning figure 1A in the Review Article
“Copines: a ubiquitous family of Ca?*-dependent phospholipid-binding proteins”, by J. L. Tomsig and C. E. Creutz
(CMLS 59:1467—1477). The correct figure is as follows:

Figure 1 A. Sequence alignment of the human copines. (4) The predicted amino acid sequences of the seven human copines were aligned
using the PRETTY program of the Genetics Computer Group Wisconsin Package. The Consensus sequence represents residues that ap-
pear in the same position in at least four of the seven copines. Asterisks mark the positions of residues conserved in all seven copines. The
positions of the C2 and A domains are marked by underlining. The residues in the C2 domains that are thought to coordinate calcium are
marked with a C. The residues in the A domain that are thought to coordinate magnesium are marked with an M. The sequences for copines
I, I1L, VI and VII were obtained from current GenBank entries for full-length proteins. The sequences for copines II, IV and V were inferred
from current GenBank EST entries.
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Figure 1 A (continued)
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Figure 1 A (continued)

Figure 1B. Multiple sequence alignment dendrogram for the seven human copines, as generated by the PILEUP program of the Genetics
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